
Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

2-hydroxyglutaryl-CoA dehydratase, subunit beta (hgdB) [Methanococcus jannaschii]
61822045

0.8078

602.5627+1
1,438.353 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

2-hydroxyglutaryl-CoA dehydratase, subunit beta (hgdB) [Methanococcus jannaschii]
61822045

0.9111

602.5527+1
1,421.761 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

2-hydroxyglutaryl-CoA dehydratase, subunit beta (hgdB) [Methanococcus jannaschii]
61822045

0.7556

602.4927+1
1,322.210 ppm

V E N I K

200 250 300 350 400 450
0.0

50%

100%

500 550 600 650 700 750
0.0

10%

20%

800 850 900 950 1,000 1,050 1,100
0.0

0.5

1.0

b4+1

y3+1b3+1

y2+1

b2+1

y4+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

2-hydroxyglutaryl-CoA dehydratase, subunit beta (hgdB) [Methanococcus jannaschii]
61822045

0.7984

602.4827+1
1,305.618 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

2-hydroxyglutaryl-CoA dehydratase, subunit beta (hgdB) [Methanococcus jannaschii]
61822045

0.0525

602.5427+1
1,405.169 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

2-hydroxyglutaryl-CoA dehydratase, subunit beta (hgdB) [Methanococcus jannaschii]
61822045

0.9198

602.4627+1
1,272.434 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

3',5'-cyclic-nucleotide phosphodiesterase (EC 3.1.4.17), calmodulin-dependent, 59K cardiac form - bovine (fragments)
27806049

0.5355

747.4227+1
558.458 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

4930439B20Rik protein [Mus musculus]
61862928

0.6554

629.5427+1
332.456 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Abl-philin 2 isoform 2 [Bos taurus] [MASS=41775]
61554426

0.2351

759.5728+1
840.460 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Abl-philin 2 isoform 2 [Bos taurus] [MASS=41775]
61554426

0.5413

759.4927+1
735.188 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

adenylyl cyclase, ACST [rats, corpus striatum, Peptide, 1223 aa]
61841793

0.8377

765.5627+1
788.939 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

adenylyl cyclase, ACST [rats, corpus striatum, Peptide, 1223 aa]
61841793

0.9288

765.5027+1
710.606 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.855

616.4327+1
310.055 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.0321

731.3364+2
604.616 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5156

1,071.5527+1
601.935 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.1412

1,073.5828+1
1,289.594 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.3242

732.4963+2
979.471 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.6558

766.2764+2
182.744 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.2849

442.9714+2
26.496 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.3595

766.2463+2
221.861 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.8627

885.4627+1
514.699 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.3227

721.6863+2
117.822 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.505

517.0613+2
28.498 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.8952

885.4327+1
548.523 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.2134

721.6464+2
173.203 ppm

Y I C D N Q D T I S S K

250 300 350 400 450 500 550
0.0

10%

20%

600 650 700 750 800 850 900
0.0

50%

100%

950 1,000 1,050 1,100 1,150 1,200 1,250 1,300
0.0

20%

40%

b9+2

b4+1

y5+1

b8+2y8+2

b3+1y4+1

b6+2y7+2

y3+1

b2+1

y5+2
y2+1

y4+2

b7+1
y8+1
y8+1b6+1y7+1

M12+2b5+1
y6+1
b11+2

y11+2

y10+2

b11+1y11+1b10+1

y10+1

b9+1

b8+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.4546

766.2264+2
247.940 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.4317

517.0314+2
86.460 ppm

N E C F L S H K

150 200 250 300 350 400
0.0

5%

10%

15%

450 500 550 600 650
0.0

50%

100%

700 750 800 850 900
0.0

20%

40%

b3+1
y6+2

b6+2

y3+1

y5+2

y2+1

b4+2

b2+1

y4+2y4+2y3+2y1+1

b5+1
y5+1

b4+1
y4+1y7+2

b7+2

y7+1
b7+1

y6+1

b6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.4497

442.8214+2
311.751 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.8696

1,442.7228+1
567.789 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.2884

766.1614+2
332.694 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.42

721.1514+2
858.537 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.8445

885.4127+1
571.073 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.9355

1,444.7527+1
837.493 ppm

Y I C D N Q D T I S S K

450 500 550 600 650 700
0.0

10%

20%

750 800 850 900 950 1,000 1,050
0.0

20%

40%

60%

1,100 1,150 1,200 1,250 1,300 1,350 1,400
0.0

50%

100%

b5+1

y6+1

y5+1

b3+1y4+1

b8+1y9+1
b7+1

y8+1

b6+1y7+1

b11+1
y11+1b10+1

y10+1b9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.558

1,442.6927+1
588.557 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5764

766.0563+2
469.606 ppm

L K E C C D K P L L E K

250 300 350 400 450 500 550 600
0.0

20%

40%

650 700 750 800 850 900 950 1,000
0.0

50%

100%

1,050 1,100 1,150 1,200 1,250 1,300 1,350 1,400
0.0

10%

20%

30%

y5+1

y9+2

b9+2b4+1
b8+2y4+1y8+2y7+2b6+2

y3+1b3+1

y5+2
y2+1

y4+2
b2+1

y8+1

b7+1

y7+1

b6+1
y6+1

y11+2

b11+2

b5+1

y10+2

b10+2

b11+1

y10+1

b10+1

y9+1b9+1

b8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.2633

973.4927+1
550.748 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.0095

1,477.7028+1
599.623 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.9242

1,477.6127+1
660.450 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.1898

973.4927+1
550.748 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.231

1,477.5527+1
701.002 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.0592

1,477.5227+1
721.277 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.2548

1,477.5227+1
721.277 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.9482

722.4413+2
927.486 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5303

688.4327+1
501.170 ppm

A W S V A R

200 250 300 350 400 450
0.0

10%

20%

500 550 600 650 700
0.0

50%

100%

750 800 850 900 950
0.0

0.1

0.1

b4+1
y4+1

y3+1b2+1

y2+1

y5+1b5+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.0266

721.5264+2
339.344 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.0433

757.4827+1
610.446 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.0207

757.4627+1
636.798 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.4439

1,501.6327+1
663.989 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.9544

1,503.6827+1
699.370 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.0792

757.4427+1
663.150 ppm

G A C L L P K

250 300 350 400 450 500 550 600
0.0

50%

100%

650 700 750 800 850 900 950
0.0

5%

10%

15%

1,000 1,050 1,100 1,150 1,200 1,250 1,300 1,350
0.0

0.5

1.0

1.5

b5+1

y4+1

b4+1

y3+1

b3+1
y2+1

y6+1

y5+1

b6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.3652

1,248.7328+1
515.521 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.515

1,248.7128+1
531.516 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.3833

921.5627+1
514.709 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.2873

921.5327+1
547.211 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.379

921.5227+1
558.044 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.1223

757.5227+1
557.742 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.1481

757.4627+1
636.798 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.9682

757.4327+1
676.326 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.471

921.5227+1
558.044 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.3485

921.5128+1
568.878 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.4182

923.5327+1
1,619.531 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.3518

921.5027+1
579.712 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.3841

963.7064+2
376.799 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5243

963.3864+2
708.552 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.4469

923.5227+1
1,608.697 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.3823

921.4427+1
644.714 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.353

721.3964+2
519.331 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5517

1,106.5728+1
604.917 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.7549

1,106.5427+1
631.987 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.8381

1,106.5327+1
641.010 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.4935

1,108.6627+1
1,280.938 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.2024

1,108.6327+1
1,253.868 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.2563

1,108.6127+1
1,235.822 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.6699

1,106.5127+1
659.057 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.0227

1,108.5828+1
1,208.752 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.124

1,108.5728+1
1,199.729 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.3406

1,106.4828+1
686.127 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.4621

721.4413+2
457.028 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5786

921.4527+1
633.880 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.3019

634.2576+3
376.603 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.8762

634.1776+3
250.491 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5066

634.1176+3
155.907 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.0635

873.7513+2
209.735 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.2495

873.6313+2
346.966 ppm

Y N G V F Q E C C Q A E D K

300 400 500 600 700
0.0

5%

10%

15%

800 900 1,000 1,100
0.0

20%

40%

1,200 1,300 1,400 1,500 1,600
0.0

50%

100%

y10+2

y5+1

y9+2
b5+1

b5+1b9+2
y8+2

b8+2

y4+1

y7+2

b4+1

b7+2

y3+1

y6+2b6+2

b3+1

b5+2

b2+1y2+1

b9+1

y8+1

b8+1

y7+1

b7+1
b13+2

y13+2

y6+1

b12+2

y12+2

b6+1y11+2

b13+1y13+1b12+1
y12+1

y11+1b11+1

y10+1

b10+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.9101

1,746.6927+1
672.889 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5449

1,748.7727+1
516.446 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.8209

1,748.7128+1
482.138 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.6104

921.5227+1
558.044 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.1264

873.7563+2
204.017 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.1578

921.5427+1
536.377 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.7973

777.1313+2
244.978 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.0798

777.1213+2
257.834 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.381

1,554.6727+1
18.577 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.9966

1,553.7627+1
566.387 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5144

1,553.7427+1
579.243 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.9231

1,553.7228+1
592.099 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.0492

1,553.6927+1
611.384 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.6702

1,123.7513+2
418.147 ppm

E C C H G D L L E C A D D R A D L A K

400 500 600 700 800
0.0

10%

20%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

10%

20%

b7+1
b14+2

y15+2

b13+2

b6+1

b11+2

b5+1y11+2b4+1y5+1y8+2b3+1b3+1y3+1

y12+1b11+1b10+1y11+1y10+1b9+1y18+2

b18+2

b17+2b17+2b8+1y17+2y9+1b16+2
b15+2

y17+1

b16+1

b15+1y16+1
b14+1

y15+1

y14+1

b13+1

y13+1

b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5818

776.9764+2
444.251 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.6875

776.8813+2
566.387 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.1317

1,304.7028+1
599.161 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5282

1,306.7927+1
1,000.541 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.9344

1,306.7827+1
992.887 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.539

1,306.7527+1
969.925 ppm

H L V D E P Q N L I K

400 500 600 700 800
0.0

20%

40%

900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600 1,700
0.0

20%

40%

60%

b7+1

y6+1

b6+1y5+1
b5+1

y4+1b4+1
y3+1

y10+1

b10+1

y9+1

b9+1

y8+1b8+1

y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.6912

1,304.7328+1
576.199 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5984

652.6364+2
162.879 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.3156

652.4313+2
476.696 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.9187

1,304.7328+1
576.199 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.6531

652.5663+2
270.036 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.8655

652.5464+2
300.652 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.1846

652.4614+2
430.772 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5434

652.4514+2
446.080 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.0329

652.4814+2
400.155 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.4697

787.9164+2
598.624 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.0534

1,576.0227+1
478.202 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.3065

1,575.6927+1
687.356 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.986

652.4864+2
392.501 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.822

652.4864+2
392.501 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.2467

1,141.7028+1
604.949 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5073

1,141.7028+1
604.949 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.1501

1,141.7028+1
604.949 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.9011

1,143.7228+1
1,161.709 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.3703

1,141.6927+1
613.695 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5466

1,163.6527+1
280.762 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.0617

1,162.7228+1
517.979 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.4838

1,162.6827+1
552.333 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5792

1,162.6627+1
569.511 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5746

1,162.6427+1
586.688 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.351

1,164.7228+1
1,199.743 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.2637

1,164.7128+1
1,191.154 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.2849

1,164.6827+1
1,165.388 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.3081

1,163.6927+1
315.116 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.487

1,282.8127+1
520.674 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.193

1,282.7328+1
582.956 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.6477

1,284.8127+1
1,036.366 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.8855

1,282.7228+1
590.741 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.6388

1,282.7028+1
606.311 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.6891

1,282.7028+1
606.311 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.813

720.5214+2
954.275 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.4256

720.4313+2
829.333 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.9618

1,418.6327+1
687.448 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.0106

1,420.7827+1
825.979 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.7666

1,418.8428+1
539.625 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.738

1,015.6927+1
1,449.131 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.8021

1,015.6627+1
1,419.581 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.6105

1,015.6127+1
1,370.332 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5968

1,013.7227+1
491.318 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.5015

1,013.6727+1
540.568 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.6881

740.0013+2
214.089 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.8797

1,478.8027+1
596.342 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.1772

739.8564+2
18.235 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.4465

739.8113+2
42.548 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.6616

616.3327+1
471.964 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.1027

700.4614+2
931.798 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.2614

731.4363+2
468.057 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.8198

1,462.7028+1
584.132 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

albumin [Bos taurus]
162648

0.6356

1,464.8027+1
849.740 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

amino acid feature: potential transmembrane domain, aa 280 .. 302
61812201

0.7806

713.5527+1
498.660 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AMPA receptor binding protein [Rattus norvegicus]
24637288

0.5467

600.4927+1
429.076 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

angiotensin II AT2 receptor-interacting protein [Mus musculus]
57091071

0.8023

728.6227+1
412.642 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

argininosuccinate synthetase (aa 1-412) [Homo sapiens]
27806925

0.5296

772.5927+1
828.892 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AT03158-like protein [Homo sapiens]
61856258

0.7742

885.6527+1
494.871 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AT03158-like protein [Homo sapiens]
61856258

0.7648

885.6027+1
551.235 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AT03158-like protein [Homo sapiens]
61856258

0.5563

885.6027+1
551.235 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AT03158-like protein [Homo sapiens]
61856258

0.6213

885.5627+1
596.326 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AT03158-like protein [Homo sapiens]
61856258

0.543

885.5427+1
618.871 ppm

A T I L D I I K

300 400 500 600
0.0

50%

100%

700 800 900 1,000 1,100
0.0

20%

40%

60%

1,200 1,300 1,400 1,500
0.0

1.0

2.0

b6+1

y5+1
b5+1

b4+1y3+1b3+1

b7+1

y6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

axonemal dynein heavy chain 8 [Homo sapiens]
61821489

0.9205

850.5327+1
501.076 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

axonemal dynein heavy chain 8 [Homo sapiens]
61821489

0.479

850.5027+1
536.288 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

axonemal dynein heavy chain 8 [Homo sapiens]
61821489

0.5339

850.4627+1
583.239 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

axonemal dynein heavy chain 8 [Homo sapiens]
61821489

0.697

850.4327+1
618.451 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

axonemal dynein heavy chain 8 [Homo sapiens]
61821489

0.2929

850.5227+1
512.813 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

axonemal dynein heavy chain 8 [Homo sapiens]
61821489

0.8126

850.5027+1
536.288 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

axonemal dynein heavy chain 8 [Homo sapiens]
61821489

0.8851

850.4327+1
618.451 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

axonemal dynein heavy chain 8 [Homo sapiens]
61821489

0.0036

851.5128+1
649.204 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

bA526D8.4 (novel KRAB box containing C2H2 type zinc finger protein) [Homo sapiens]
61816342

0.4382

882.1313+2
148.781 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

bB206I21.1 (ATPase, Class VI, type 11C ) [Homo sapiens]
61823437

0.8398

860.4927+1
587.467 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

bB206I21.1 (ATPase, Class VI, type 11C ) [Homo sapiens]
61823437

0.7159

860.4527+1
633.870 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Best5 protein [Rattus norvegicus]
61856592

0.7616

1,110.5427+1
1,171.990 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta-NAP
61826899

0.6648

737.4427+1
606.444 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

C 3.4.25.1 proteasome endopeptidase complex () chain C3 - human
61810775

0.776

685.5128+1
436.796 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

calbindin (AA 1-261) [Homo sapiens]
61847058

0.684

677.5027+1
297.033 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

calbindin (AA 1-261) [Homo sapiens]
61847058

0.5268

677.6328+1
105.494 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

calbindin (AA 1-261) [Homo sapiens]
61847058

0.5087

677.5227+1
267.566 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cap binding protein [Homo sapiens]
61819255

0.8848

996.6727+1
592.424 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

centaurin, gamma 2; Arf GAP with GTP-binding protein-like, ANK repeat and PH domains 1; GTP-binding and GTPase-activating protein 1 [Homo sapiens]
61817837

0.0387

501.5164+2
36.451 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

centrosome protein cep135; centrosomal protein 135 kDa [Homo sapiens] [MASS=133489]
61845198

0.5723

1,013.6727+1
1,469.926 ppm

E R V E L L E K

300 350 400 450 500
0.0

1.0

2.0

3.0

550 600 650 700 750
0.0

2.0

4.0

6%

800 850 900 950
0.0

50%

100%

y4+1

b3+1b2+1

b6+1

b5+1

y7+1b7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CG11814-PA [Drosophila melanogaster]
61814755

0.6296

711.6027+1
528.621 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CG9143-PA [Drosophila melanogaster]
61822075

0.647

786.6527+1
915.445 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CGI-82 protein [Homo sapiens]
31321972

0.8472

791.5527+1
871.608 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CHD2 [Homo sapiens]
61817523

0.7829

1,050.5928+1
1,254.043 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

chymotrypsin [Homo sapiens]
61845170

0.8601

786.7327+1
1,017.105 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

colorectal tumor suppressor protein - human
61816016

0.5289

885.6527+1
1,509.909 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

colorectal tumor suppressor protein - human
61816016

0.0928

887.8027+1
911.260 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cylicin II [Bos taurus]
27805831

0.8002

859.3527+1
425.817 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytosolic phospholipase A2 delta [Homo sapiens]
61878537

0.6108

1,730.7627+1
479.508 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dJ646B12.2 (novel Ras family protein) [Homo sapiens]
61821537

0.9645

862.5927+1
677.624 ppm

L C A E E I K

300 400 500 600
0.0

0.5

1.0

1.5

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400
0.0

0.0

0.0

b5+1

y4+1

b4+1

y3+1

b3+1

y6+1b6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dJ670F13.3 (novel protein (contains the translation of cDNA Em:AK001221)) [Homo sapiens]
61868832

0.5882

688.3927+1
676.942 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dJ670F13.3 (novel protein (contains the translation of cDNA Em:AK001221)) [Homo sapiens]
61868832

0.7445

688.3727+1
705.933 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dJ670F13.3 (novel protein (contains the translation of cDNA Em:AK001221)) [Homo sapiens]
61868832

0.5788

688.3427+1
749.420 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA-binding protein SOX14 [Homo sapiens]
61822709

0.8015

711.5728+1
454.199 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA-binding protein SOX14 [Homo sapiens]
61822709

0.8024

711.5627+1
468.226 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA-binding protein SOX14 [Homo sapiens]
61822709

0.7763

711.4427+1
636.552 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA-binding protein SOX14 [Homo sapiens]
61822709

0.7363

711.4427+1
636.552 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA-binding protein SOX14 [Homo sapiens]
61822709

0.6869

711.4227+1
664.606 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA-binding protein SOX14 [Homo sapiens]
61822709

0.7795

711.5427+1
496.280 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA-binding protein SOX14 [Homo sapiens]
61822709

0.793

711.5327+1
510.307 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA-binding protein SOX14 [Homo sapiens]
61822709

0.5561

711.5128+1
538.362 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA-binding protein SOX14 [Homo sapiens]
61822709

0.5873

711.5027+1
552.389 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA-binding protein SOX14 [Homo sapiens]
61822709

0.5335

711.4627+1
608.497 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA-binding protein SOX14 [Homo sapiens]
61822709

0.5993

711.4827+1
580.443 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA cytosine-5 methyltransferase 1 [Bos taurus]
31074161

0.7268

1,165.8027+1
432.219 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA cytosine-5 methyltransferase 1 [Bos taurus]
31074161

0.6832

1,165.6727+1
320.756 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DnaJ domain protein [Homo sapiens] [MASS=62056]
61864577

0.5453

473.3176+3
375.942 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA topoisomerase II binding protein [Homo sapiens]
61829245

0.6476

735.5128+1
1,825.532 ppm

F L S K D K

250 300 350 400 450 500
0.0

5%

10%

550 600 650 700 750 800 850
0.0

50%

100%

900 950 1,000 1,050 1,100 1,150 1,200
0.0

0.2

0.4

0.6

y4+1

b4+1
y3+1

b3+1y2+1

b2+1

b5+1
y5+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA topoisomerase II binding protein [Homo sapiens]
61829245

0.5613

735.5027+1
1,839.085 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA topoisomerase II [Rattus norvegicus]
61818063

0.5095

663.3828+1
544.564 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA topoisomerase II [Rattus norvegicus]
61818063

0.8245

663.4127+1
499.434 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA topoisomerase II [Rattus norvegicus]
61818063

0.5006

663.3927+1
529.521 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA topoisomerase II [Rattus norvegicus]
61818063

0.5009

663.3727+1
559.607 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dysferlin [Homo sapiens]
61862744

0.5929

867.4927+1
625.745 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

EGF receptor homologue [Drosophila melanogaster]
61838069

0.5034

665.3927+1
523.285 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

extracellular matrix protein [Homo sapiens]
61840971

0.5148

747.2227+1
938.535 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

furin-type protein [Drosophila melanogaster]
61810583

0.5665

600.4527+1
429.271 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

GDP-D-mannose dehydratase [Methanothermobacter thermautotrophicus str. Delta H]
61839881

0.6748

763.5327+1
456.537 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

GDP-D-mannose dehydratase [Methanothermobacter thermautotrophicus str. Delta H]
61839881

0.586

763.5227+1
469.611 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

GDP-D-mannose dehydratase [Methanothermobacter thermautotrophicus str. Delta H]
61839881

0.9291

763.4427+1
574.201 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

guanylate cyclase
27806995

0.1382

906.6514+2
116.477 ppm

P S M D R T F E L F K S I N K

300 400 500 600 700
0.0

2.0

4.0

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600 1,700
0.0

2.0

4.0

y12+2

y6+1

y11+2
b6+1

b11+2
y10+2b10+2y5+1

b5+1
y9+2b9+2

y8+2
y8+2

b8+2

y4+1
b4+1

b7+2y3+1y6+2y6+2
b3+1b5+2y2+1

y10+1b10+1y9+1b9+1y8+1b8+1y14+2y7+1
b7+1
b14+2y13+2b13+2

b14+1
y13+1

b13+1y12+1

b12+1

y11+1
b11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HCNP [Homo sapiens]
61833853

0.7344

699.4027+1
847.078 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HCNP [Homo sapiens]
61833853

0.5241

699.3828+1
818.499 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HES-2 [Rattus norvegicus]
61864013

0.2124

897.4814+2
634.129 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

heterogeneous nuclear ribonucleoprotein C - human
61830844

0.589

944.6427+1
1,582.896 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

heterogeneous nuclear ribonucleoprotein C - human
61830844

0.5875

944.6127+1
1,551.122 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

histone acetyltransferase
61860948

0.6418

885.6627+1
487.317 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

histone acetyltransferase
61860948

0.5579

885.0627+1
1,163.676 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

homeoprotein 1
61839457

0.6194

818.5327+1
418.718 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hSNF2H [Homo sapiens]
61830514

0.0522

955.2764+2
323.871 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hSNF2H [Homo sapiens]
61830514

0.0119

955.1313+2
475.531 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hSNF2H [Homo sapiens]
61830514

0.1823

955.0914+2
517.368 ppm

T A E M N E K L S K M G E S S L R

300 400 500 600 700
0.0

50%

100%

800 900 1,000 1,100 1,200
0.0

20%

40%

60%

1,300 1,400 1,500 1,600 1,700
0.0

5%

10%

b14+2
y13+2b13+2y12+2

b6+1

b12+2y6+1b11+2

y11+2

y5+1b5+1b9+2y4+1b8+2y8+2

y3+1

b6+2y6+2b3+1y5+2y2+1

y11+1

b10+1

y10+1

b9+1b8+1

y8+1

b15+2y14+2

b7+1

y7+1

b15+1
y14+1b14+1b13+1y12+1

b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HST protein (AA 1-633) [Rattus norvegicus]
41386699

0.6166

1,050.5828+1
394.891 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Human basement membrane heparan sulfate proteoglycan core protein [Homo sapiens]
61818553

0.6058

650.5027+1
344.005 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

human-type bcnt protein [Bos taurus]
22775568

0.6979

824.5627+1
489.483 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hyd protein [Homo sapiens]
61881355

0.9897

1,122.5728+1
222.553 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein 4933403D14 [Mus musculus]
61810045

0.5339

655.4927+1
452.347 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein 4933403D14 [Mus musculus]
61810045

0.7509

655.3427+1
680.728 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hypothetical protein B0365.1 [Caenorhabditis elegans]
61815752

0.013

713.5827+1
456.697 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hypothetical protein B0365.1 [Caenorhabditis elegans]
61840919

0.8494

713.5327+1
526.635 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hypothetical protein B0365.1 [Caenorhabditis elegans]
61815752

0.719

713.6227+1
400.746 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hypothetical protein D1005.1 [Caenorhabditis elegans]
61872260

0.694

600.4927+1
429.076 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hypothetical protein D1005.1 [Caenorhabditis elegans]
61872260

0.6151

600.4627+1
478.930 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hypothetical protein D1005.1 [Caenorhabditis elegans]
61872260

0.7149

600.4627+1
478.930 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hypothetical protein D1005.1 [Caenorhabditis elegans]
61833225

0.7031

600.4527+1
495.548 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hypothetical protein D1005.1 [Caenorhabditis elegans]
61833225

0.6809

600.4527+1
495.548 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ10074 [Homo sapiens]
61858784

0.5515

833.5327+1
575.978 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ13164 [Homo sapiens]
61839097

0.5781

737.5627+1
381.403 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ13164 [Homo sapiens]
61839097

0.6521

737.5227+1
435.541 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ30934 [Homo sapiens]
61844215

0.1397

723.5728+1
1,021.911 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ32670 [Homo sapiens]
61874848

0.0248

721.5027+1
473.541 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ32670 [Homo sapiens]
61874848

0.9529

721.4527+1
542.711 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ32670 [Homo sapiens]
61874848

0.2622

722.4527+1
840.697 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ32670 [Homo sapiens]
61874848

0.9005

721.4927+1
487.375 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ32670 [Homo sapiens]
61874848

0.0343

722.4927+1
896.034 ppm

V F E V T K

250 300 350 400 450 500
0.0

50%

100%

550 600 650 700 750 800 850
0.0

50%

900 950 1,000 1,050 1,100 1,150 1,200
0.0

2.0

4.0

y4+1
b4+1

b3+1

y3+1

y2+1
b2+1

b5+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
61815319

0.0475

694.2563+2
104.270 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
61870242

0.5895

614.3727+1
592.778 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
61830578

0.5251

614.4327+1
565.292 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
61822697

0.8812

629.5027+1
327.405 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
61815133

0.5172

919.5927+1
1,628.980 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
61815133

0.6066

919.5627+1
1,596.339 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
61815133

0.583

919.5227+1
1,552.819 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
61851278

0.7762

1,110.5928+1
1,178.159 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein LOC241134 [Mus musculus]
61812097

0.2523

452.3714+2
649.165 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_216985 [Rattus norvegicus] [MASS=26054]
61872606

0.5797

701.4527+1
516.062 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_216985 [Rattus norvegicus] [MASS=26054]
61872606

0.5228

701.5128+1
430.692 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

IK factor [Homo sapiens]
61822381

0.6353

1,161.6827+1
470.669 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inducible poly(A)-binding protein
61884187

0.6711

717.5527+1
1,071.343 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

integrin beta 1 subunit precursor [Homo sapiens]
27805959

0.8487

1,125.1327+1
725.480 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Interferon-induced protein with tetratricopeptide repeats 2 (IFIT-2) (Interferon-induced 54 kDa protein) (IFI-54K) (ISG-54 K)
61876202

0.7893

1,122.5828+1
663.592 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

isocitrate dehydrogenase 3 (NAD+) gamma isoform a precursor [Bos taurus] [MASS=42874]
61553545

0.6046

843.5728+1
472.319 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

KB07 protein [Homo sapiens]
61822273

0.5857

617.4827+1
278.989 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Kinesin-like protein KIF2
61828559

0.5088

767.5027+1
738.727 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

leptin receptor [Bos taurus]
2245380

0.2742

937.5128+1
558.547 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

leptin receptor [Bos taurus]
2245380

0.123

937.4927+1
579.845 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

leucine-rich glioma-inactivated protein precursor [Homo sapiens]
59858033

0.704

963.4527+1
421.034 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

leucine-rich glioma-inactivated protein precursor [Homo sapiens]
59858033

0.6398

963.4527+1
421.034 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

lymphocyte membrane associated protein [Homo sapiens]
61862928

0.7892

629.4927+1
411.726 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MBP-2 (MHC Binding Protein-2) [Homo sapiens]
61829678

0.4364

574.6014+2
64.862 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitochondrial short-chain enoyl-coenzyme A hydratase 1 precursor [Bos taurus] [MASS=31243]
61553497

0.6228

1,110.4828+1
1,063.668 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitochondrial translational release factor 1 [Mus musculus]
61847011

0.6238

913.4827+1
1,598.413 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase kinase kinase [Homo sapiens]
61820231

0.8303

677.5527+1
1,066.480 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitsugumin29 [Mus musculus]
61878727

0.6145

1,045.5527+1
304.519 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mob protein [Homo sapiens]
61836965

0.5386

881.4313+2
123.407 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

myosin X [Bos taurus]
27806009

0.5083

801.5027+1
746.841 ppm

E V K N S P K

250 300 350 400 450 500
0.0

10%

20%

30%

550 600 650 700 750 800 850
0.0

50%

100%

900 950 1,000 1,050 1,100 1,150
0.0

0.1

0.2

b4+1

y4+1

b3+1y2+1
b2+1

y6+1b6+1
y5+1

b5+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

myotilin [Homo sapiens]
61859186

0.9311

1,025.5928+1
311.806 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

N-acetyllactosaminide alpha-1,3-galactosyltransferase (Galactosyltransferase) (UDP-galactose:beta-D-galactosyl-1,4-N-acetyl-D-glucosaminide alpha-1,3-galactosyltransferase)
29135311

0.5019

1,122.5627+1
699.956 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nebulin [Homo sapiens]
61843139

0.8576

1,104.6227+1
365.717 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NEDD4-like ubiquitin ligase 1 [Homo sapiens]
61859486

0.7545

713.5128+1
879.965 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

neurabin [Rattus norvegicus]
61813051

0.6165

704.5027+1
382.839 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

neural activity-related ring finger protein [Mus musculus]
61809219

0.5094

720.4127+1
531.447 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nGAP [Homo sapiens]
61871226

0.5028

833.5327+1
484.224 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nicastrin [Mus musculus]
61815203

0.1316

862.5627+1
593.471 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nidogen precursor - human
61835374

0.6016

845.5527+1
462.718 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Nopp140
61858490

0.5818

939.5227+1
388.017 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NPEH2 [Homo sapiens]
61829137

0.6602

713.4827+1
545.266 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nucleic acid binding protein [Homo sapiens]
61831374

0.2189

1,059.7028+1
493.781 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nucleolar GTPase [Homo sapiens]
61884269

0.9265

690.4327+1
909.220 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nucleolar GTPase [Homo sapiens]
61884269

0.9367

690.4027+1
865.793 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OTT-MAL [Homo sapiens]
61808895

0.5101

867.5728+1
487.800 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

P400 protein [Mus musculus]
61822481

0.6136

913.4927+1
456.195 ppm

K S E K F F K

300 400 500 600 700
0.0

50%

100%

800 900 1,000 1,100 1,200
0.0

20%

40%

60%

1,300 1,400 1,500 1,600 1,700
0.0

2.0

4.0

y5+1

b5+1

y4+1
b4+1

y3+1
b3+1

y2+1

y6+1
b6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

p85SPR [Mus musculus]
27805831

0.5738

631.5327+1
1,190.907 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PAS protein 2
27807411

0.5698

750.4427+1
801.627 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PAS protein 2
27807411

0.5117

749.4127+1
570.155 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

peroxisome proliferator activated receptor
8132822

0.8537

836.4627+1
561.138 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

peroxisome proliferator activated receptor
8132822

0.6479

836.4627+1
561.138 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

peroxisome proliferator activated receptor
8132822

0.8486

836.4427+1
585.006 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

peroxisome proliferator activated receptor
8132822

0.7442

836.4327+1
596.940 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

peroxisome proliferator activated receptor
8132822

0.9726

836.4327+1
596.940 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoglycerate mutase (EC 5.4.2.1) B [validated] - human
28189609

0.5194

906.5276+3
250.302 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoprotein [Human parainfluenza virus 3]
61843051

0.597

631.4327+1
1,032.625 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

photolyase [Homo sapiens]
61856818

0.0362

789.4363+2
16.457 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Sodium channel protein type XI alpha subunit (Voltage-gated sodium channel alpha subunit Nav1.9) (Sensory neuron sodium channel 2) (Peripheral nerve sodium channel 5) (hNaN), partial [Bos taurus] [MASS=33476]
61829143

0.5627

1,480.6327+1
819.020 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Serine/threonine protein phosphatase with EF-hands-1 (PPEF-1) (Protein phosphatase with EF calcium-binding domain) (PPEF) (Serine/threonine protein phosphatase 7) (PP7), partial [Bos taurus] [MASS=26102]
61832971

0.8077

1,050.4927+1
160.749 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Double-stranded RNA-specific adenosine deaminase (DRADA) (136 kDa double-stranded RNA binding protein) (P136) (K88DSRBP) (Interferon-inducible protein 4) (IFI-4 protein), partial [Bos taurus] [MASS=16117]
61852002

0.4847

688.1313+2
1,056.989 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to PR-domain zinc finger protein 1 (Beta-interferon gene positive-regulatory domain I binding factor) (BLIMP-1) (Positive regulatory domain I-binding factor 1) (PRDI-binding factor-1) (PRDI-BF1), partial [Bos taurus] [MASS=36723]
61830376

0.6892

1,113.4227+1
217.378 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein XP_591810, partial [Bos taurus] [MASS=68013]
61827193

0.3682

852.5728+1
732.864 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein XP_591810, partial [Bos taurus] [MASS=68013]
61827193

0.3136

852.5728+1
732.864 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein XP_591810, partial [Bos taurus] [MASS=68013]
61827193

0.1866

852.5027+1
650.796 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein XP_596554, partial [Bos taurus] [MASS=20709]
61886823

0.5875

784.5927+1
502.166 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein XP_611232, partial [Bos taurus] [MASS=19142]
61869502

0.5126

617.4127+1
1,271.464 ppm

D A A G G A R

200 250 300 350
0.0

5%

400 450 500
0.0

10%

20%

550 600 650 700
0.0

50%

100%

b3+1

y2+1

b2+1

y1+1

y6+1b6+1y5+1

y5+1y4+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: nucleoside-diphosphate kinase NBR-B, partial [Bos taurus] [MASS=21575]
61827293

0.5621

718.4427+1
989.233 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to A-kinase anchor protein 13 isoform 2, partial [Bos taurus] [MASS=68110]
61827147

0.6768

802.6227+1
1,592.473 ppm

K D S L V D K

300 400 500 600
0.0

10%

20%

700 800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500
0.0

0.5

1.0

y5+1b5+1y4+1b4+1

y3+1

b3+1
y2+1b2+1

y6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to apolipoprotein B, partial [Bos taurus] [MASS=211682]
61842015

0.09

852.5227+1
623.683 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to ASPM, partial [Bos taurus] [MASS=105281]
60391782

0.5581

791.6227+1
1,531.532 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Atp10a protein, partial [Bos taurus] [MASS=66156]
61850928

0.6

617.4127+1
461.932 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to ATP-binding cassette, sub-family D, member 2 (Adrenoleukodystrophy related protein) (hALDR) (Adrenoleukodystrophy-like 1), partial [Bos taurus] [MASS=41735]
61863306

0.7155

681.1464+2
983.847 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to axonemal dynein heavy chain 7, partial [Bos taurus] [MASS=24994]
61882753

0.9856

765.5627+1
732.629 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to axonemal dynein heavy chain 7, partial [Bos taurus] [MASS=24994]
61882753

0.8277

765.5327+1
693.465 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to axonemal dynein heavy chain 7, partial [Bos taurus] [MASS=24994]
61882753

0.8856

765.5827+1
758.738 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to bol, boule-like, partial [Bos taurus] [MASS=19352]
61859192

0.6302

640.4827+1
388.475 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to bucentaur, partial [Bos taurus] [MASS=19049]
61882147

0.014

446.3614+2
747.876 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to C4b-binding protein alpha chain precursor (C4bp) (Proline-rich protein) (PRP) [Bos taurus] [MASS=17134]
61854205

0.7214

965.6227+1
531.613 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to C4b-binding protein alpha chain precursor (C4bp) (Proline-rich protein) (PRP) [Bos taurus] [MASS=17134]
61854205

0.742

965.6127+1
521.262 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to C4b-binding protein alpha chain precursor (C4bp) (Proline-rich protein) (PRP) [Bos taurus] [MASS=17134]
61854205

0.7213

964.5627+1
565.563 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to C4b-binding protein alpha chain precursor (C4bp) (Proline-rich protein) (PRP) [Bos taurus] [MASS=17134]
61854205

0.7687

964.5627+1
565.563 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to C4b-binding protein alpha chain precursor (C4bp) (Proline-rich protein) (PRP) [Bos taurus] [MASS=17134]
61854205

0.6598

964.5327+1
596.615 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to C4b-binding protein alpha chain precursor (C4bp) (Proline-rich protein) (PRP) [Bos taurus] [MASS=17134]
61854205

0.8451

964.5227+1
606.966 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to C4b-binding protein alpha chain precursor (C4bp) (Proline-rich protein) (PRP) [Bos taurus] [MASS=17134]
61854205

0.5474

964.5128+1
617.317 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Cdc42 GTPase-activating protein [Bos taurus] [MASS=58647]
61811399

0.1173

631.6263+2
84.153 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to chromosome 10 open reading frame 12, partial [Bos taurus] [MASS=134865]
61860746

0.8199

965.5327+1
690.338 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to chromosome 10 open reading frame 12, partial [Bos taurus] [MASS=134865]
61860746

0.9325

967.6328+1
1,480.861 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to chromosome 11 open reading frame 17 [Bos taurus] [MASS=22567]
61834079

0.7582

1,030.6827+1
1,439.711 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to chromosome 6 open reading frame 95, partial [Bos taurus] [MASS=44755]
61813525

0.6269

953.5327+1
527.724 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to chromosome 6 open reading frame 95, partial [Bos taurus] [MASS=44755]
61813525

0.5049

953.5128+1
548.666 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to chromosome 6 open reading frame 95, partial [Bos taurus] [MASS=44755]
61813525

0.6198

953.4827+1
580.078 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Collagen alpha 2(IV) chain precursor, partial [Bos taurus] [MASS=84139]
61823381

0.6354

722.4127+1
929.231 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to D123 gene product, partial [Bos taurus] [MASS=41295]
61813527

0.6042

1,048.5627+1
505.891 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 32 [Bos taurus] [MASS=36043]
61869618

0.7884

713.5927+1
442.709 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to dendritic cell-specific transmembrane protein, partial [Bos taurus] [MASS=57069]
61809895

0.7406

763.5427+1
447.775 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to DNA-dependent protein kinase catalytic subunit, partial [Bos taurus] [MASS=100826]
61843429

0.578

1,178.5928+1
624.313 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to DNA helicase HEL308, partial [Bos taurus] [MASS=32821]
61838827

0.5167

911.4927+1
604.456 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to EF-hand domain (C-terminal) containing 2, partial [Bos taurus] [MASS=13082]
61878509

0.9378

965.5527+1
416.081 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to enhancer of polycomb homolog 2, partial [Bos taurus] [MASS=12076]
61817605

0.5164

784.4427+1
589.632 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to enigma protein isoform 1, partial [Bos taurus] [MASS=27750]
61815786

0.7167

963.2009+3
508.109 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to expressed sequence AI450540, partial [Bos taurus] [MASS=46938]
61847492

0.6773

757.5627+1
939.094 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to F-box only protein 32 isoform 1 [Bos taurus] [MASS=41291]
61808763

0.7836

928.5728+1
447.284 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to F-box only protein 32 isoform 1 [Bos taurus] [MASS=41291]
61808763

0.5965

928.6328+1
511.858 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Fibulin-1 precursor, partial [Bos taurus] [MASS=35904]
61826975

0.8771

1,122.6028+1
1,287.600 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Fibulin-1 precursor, partial [Bos taurus] [MASS=35904]
61826975

0.9344

1,120.4927+1
592.694 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Fibulin-1 precursor, partial [Bos taurus] [MASS=35904]
61826975

0.091

1,122.5427+1
1,234.132 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Fibulin-1 precursor, partial [Bos taurus] [MASS=35904]
61826975

0.6635

1,119.9628+1
1,064.995 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Fibulin-1 precursor, partial [Bos taurus] [MASS=35904]
61826975

0.0971

1,122.5027+1
1,198.487 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Fibulin-1 precursor, partial [Bos taurus] [MASS=35904]
61826975

0.5358

1,122.5828+1
1,269.777 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Fibulin-1 precursor, partial [Bos taurus] [MASS=35904]
61826975

0.9288

1,122.5527+1
1,243.043 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Fibulin-1 precursor, partial [Bos taurus] [MASS=35904]
61826975

0.6077

1,120.5928+1
503.580 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Fibulin-1 precursor, partial [Bos taurus] [MASS=35904]
61826975

0.6837

1,120.4927+1
592.694 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Fibulin-1 precursor, partial [Bos taurus] [MASS=35904]
61826975

0.8828

1,122.5327+1
1,225.221 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Fibulin-1 precursor, partial [Bos taurus] [MASS=35904]
61826975

0.6621

1,120.4728+1
610.516 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to FLJ00159 protein, partial [Bos taurus] [MASS=15736]
61813195

0.5631

810.3828+1
661.020 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to FLJ00159 protein, partial [Bos taurus] [MASS=15736]
61813195

0.885

810.3627+1
685.653 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to FLJ00159 protein, partial [Bos taurus] [MASS=15736]
61813195

0.737

810.3727+1
673.337 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to formin, isoform IV, partial [Bos taurus] [MASS=65702]
61814877

0.5027

1,120.5427+1
555.440 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to formin, isoform IV, partial [Bos taurus] [MASS=65702]
61814877

0.6958

1,120.4927+1
599.996 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Gene model 996, partial [Bos taurus] [MASS=63204]
61876528

0.722

701.5627+1
1,640.415 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to glucuronosyltransferase, partial [Bos taurus] [MASS=47761]
61818247

0.5917

949.5027+1
1,386.545 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to glucuronosyltransferase, partial [Bos taurus] [MASS=47761]
61818247

0.8682

947.5427+1
678.365 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to glucuronosyltransferase, partial [Bos taurus] [MASS=47761]
61818247

0.5395

947.5227+1
699.436 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to glutamate decarboxylase, partial [Bos taurus] [MASS=46771]
61830858

0.5701

791.5627+1
938.716 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to glutamate receptor KA1 precursor, partial [Bos taurus] [MASS=23837]
61840567

0.5258

958.5676+3
187.471 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to glycoprotein M6A isoform 1, partial [Bos taurus] [MASS=16084]
61844431

0.0143

875.7964+2
373.128 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to G-protein signalling modulator 2 (AGS3-like, C. elegans) [Bos taurus] [MASS=19818]
61844803

0.0406

871.3713+2
673.324 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Huntingtin-associated protein 1 (HAP-1) (Neuroan 1), partial [Bos taurus] [MASS=39255]
61846116

0.0374

446.4114+2
928.443 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to hydrocephalus-inducing protein, partial [Bos taurus] [MASS=18267]
61878503

0.8335

1,011.7127+1
1,460.164 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to hypothetical protein DKFZp434I099, partial [Bos taurus] [MASS=27001]
60650192

0.8101

713.4927+1
582.586 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to hypothetical protein FLJ30058, partial [Bos taurus] [MASS=88485]
61873916

0.559

850.5227+1
487.831 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to hypothetical protein MGC50559, partial [Bos taurus] [MASS=37515]
61875536

0.6947

619.5728+1
1,505.049 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to hypothetical protein, partial [Bos taurus] [MASS=25921]
61875032

0.6358

802.4927+1
483.649 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to hypothetical protein, partial [Bos taurus] [MASS=25921]
61875032

0.7132

802.4927+1
483.649 ppm

Q W Q V S R

300 400 500 600
0.0

10%

20%

700 800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500
0.0

2.0

4.0

6%

b5+1
b4+1

b3+1

y3+1

b2+1y2+1

y5+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to hypothetical protein, partial [Bos taurus] [MASS=371298]
61843439

0.7566

1,050.4927+1
667.932 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to hypothetical protein, partial [Bos taurus] [MASS=38258]
59858177

0.0432

713.4627+1
624.548 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to hypothetical protein, partial [Bos taurus] [MASS=38258]
61815752

0.7237

713.4827+1
596.573 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to hypothetical protein, partial [Bos taurus] [MASS=38258]
59858177

0.9335

713.0027+1
1,267.980 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to hypothetical protein, partial [Bos taurus] [MASS=52131]
61822799

0.5655

1,056.7527+1
466.523 ppm

K K S D P E L L K

350 400 450 500 550
0.0

20%

40%

600 650 700 750
0.0

50%

800 850 900 950 1,000
0.0

50%

100%

y4+1

y3+1

b3+1

y6+1

b6+1

b5+1

b7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to hypothetical protein, partial [Bos taurus] [MASS=52131]
61822799

0.5733

1,056.6627+1
551.569 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to interleukin 22, partial [Bos taurus] [MASS=23293]
61884785

0.355

715.5527+1
1,031.822 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to kelch repeat and BTB (POZ) domain-containing 6, partial [Bos taurus] [MASS=17650]
61844017

0.6756

1,120.5127+1
1,182.294 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to KIAA0342 protein, partial [Bos taurus] [MASS=253759]
61810827

0.0087

847.5427+1
591.836 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to KIAA0342 protein, partial [Bos taurus] [MASS=253759]
61810827

0.8788

719.5128+1
498.835 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to KIAA0342 protein, partial [Bos taurus] [MASS=253759]
61810827

0.9809

719.4727+1
554.323 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to KIAA0342 protein, partial [Bos taurus] [MASS=253759]
61810827

0.9528

719.4627+1
568.195 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to KIAA1009 protein, partial [Bos taurus] [MASS=40813]
61810171

0.7378

1,016.6328+1
427.839 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to KIAA1130 protein, partial [Bos taurus] [MASS=28693]
61830570

0.7595

867.5427+1
614.095 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to kinesin family member 27, partial [Bos taurus] [MASS=35499]
61841455

0.5459

801.4827+1
451.764 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to laminin, gamma 3 precursor, partial [Bos taurus] [MASS=27628]
61875264

0.1422

883.5814+2
718.603 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to lin-7 homolog a, partial [Bos taurus] [MASS=26045]
61814857

0.5282

1,000.5927+1
502.842 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Lix1 homolog (mouse) like [Bos taurus] [MASS=25035]
61868194

0.5424

1,015.5827+1
262.318 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Low-density lipoprotein receptor-related protein 2 precursor (Megalin) (Glycoprotein 330) (gp330), partial [Bos taurus] [MASS=103964]
61869940

0.6118

701.4827+1
473.377 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Low-density lipoprotein receptor-related protein 2 precursor (Megalin) (Glycoprotein 330) (gp330), partial [Bos taurus] [MASS=103964]
61869940

0.668

701.4827+1
473.377 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Lung carbonyl reductase [NADPH] (NADPH-dependent carbonyl reductase) (LCR) (Adipocyte P27 protein) (AP27) [Bos taurus] [MASS=25911]
61856902

0.838

832.5027+1
581.179 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Lung carbonyl reductase [NADPH] (NADPH-dependent carbonyl reductase) (LCR) (Adipocyte P27 protein) (AP27) [Bos taurus] [MASS=25911]
61856902

0.6881

832.5027+1
581.179 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to mannose receptor, C type 2, partial [Bos taurus] [MASS=49960]
61832179

0.2524

898.2264+2
309.619 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to mannose receptor, C type 2, partial [Bos taurus] [MASS=49960]
61832179

0.1412

1,221.8228+1
577.343 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to mannose receptor, C type 2, partial [Bos taurus] [MASS=49960]
61832179

0.1083

1,221.7627+1
626.381 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to membrane associated guanylate kinase interacting protein-like 1, partial [Bos taurus] [MASS=19920]
61878381

0.5368

627.4827+1
535.601 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to methyl-CpG binding domain protein 3-like 2, partial [Bos taurus] [MASS=22204]
61826285

0.6287

746.5327+1
1,001.081 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to mitochondrial ribosomal protein S18-2 [Bos taurus] [MASS=28597]
61813395

0.5871

714.6328+1
1,007.526 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to N-glycosylase/DNA lyase [Bos taurus] [MASS=45329]
61856736

0.8454

1,237.7228+1
1,144.414 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to novel protein (FLJ13815), partial [Bos taurus] [MASS=59042]
61859516

0.1412

911.4014+2
633.929 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Nucleoporin 50 kDa (Nuclear pore-associated protein 60 kDa-like) (PRO1146), partial [Bos taurus] [MASS=58893]
61825001

0.8978

1,050.4628+1
658.548 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to olfactory receptor MOR160-5, partial [Bos taurus] [MASS=32863]
61880381

0.8305

804.4827+1
504.407 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to olfactory receptor MOR232-3 [Bos taurus] [MASS=30340]
61861462

0.5522

1,052.6927+1
398.469 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to PDZ and LIM domain 4, partial [Bos taurus] [MASS=33046]
61810695

0.7231

1,110.5027+1
1,180.689 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to peroxisome biogenesis factor 1, partial [Bos taurus] [MASS=44318]
61876398

0.8891

1,112.6127+1
1,203.202 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to peroxisome biogenesis factor 1, partial [Bos taurus] [MASS=44318]
61876398

0.7543

1,112.5527+1
1,149.259 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to PGM1 protein, partial [Bos taurus] [MASS=31262]
61844447

0.5507

786.6427+1
1,709.255 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Phosphatase and actin regulator 2, partial [Bos taurus] [MASS=42571]
61842293

0.5091

765.5527+1
510.463 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Phosphatase and actin regulator 2, partial [Bos taurus] [MASS=42571]
61842293

0.7243

765.5427+1
523.501 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Phosphatase and actin regulator 2, partial [Bos taurus] [MASS=42571]
61842293

0.6113

765.4727+1
614.772 ppm

K T P V P P K

300 400 500 600 700
0.0

10%

20%

800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500 1,600
0.0

0.1

0.2

0.3

y6+1
b6+1

y5+1

b5+1y4+1

b4+1

y3+1b3+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Plsc-domain containing protein, partial [Bos taurus] [MASS=56396]
61823593

0.6467

950.4927+1
570.667 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Plsc-domain containing protein, partial [Bos taurus] [MASS=56396]
61823593

0.532

952.5327+1
1,572.092 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to poly (ADP-ribose) polymerase family, member 16, partial [Bos taurus] [MASS=71160]
61871228

0.7469

899.6527+1
384.015 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to poly (ADP-ribose) polymerase family, member 16, partial [Bos taurus] [MASS=71160]
61871228

0.9198

899.5627+1
483.904 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to poly (ADP-ribose) polymerase family, member 16, partial [Bos taurus] [MASS=71160]
61871228

0.9748

898.9827+1
1,127.628 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to poly (ADP-ribose) polymerase family, member 16, partial [Bos taurus] [MASS=71160]
61871228

0.9851

899.5427+1
506.101 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to poly (ADP-ribose) polymerase family, member 16, partial [Bos taurus] [MASS=71160]
61871228

0.5545

899.5728+1
472.805 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to polyprotein, partial [Bos taurus] [MASS=30355]
61816362

0.5668

677.5128+1
1,170.383 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to potassium voltage-gated channel, Shal-related subfamily, member 1 [Bos taurus] [MASS=60291]
61822325

0.664

926.5527+1
499.341 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to PR-domain zinc finger protein 9, partial [Bos taurus] [MASS=53850]
61872922

0.5102

932.5627+1
605.677 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Pre-B-cell leukemia transcription factor-1 (Homeobox protein PBX1), partial [Bos taurus] [MASS=39560]
61869054

0.7111

1,165.6827+1
1,137.584 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to prominin 1, partial [Bos taurus] [MASS=49401]
61810463

0.0184

669.4413+2
309.898 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Protein-glutamine gamma-glutamyltransferase X (TGase X) (TGX) (TG(X)) (Transglutaminase 5), partial [Bos taurus] [MASS=41586]
61845132

0.5563

1,013.6227+1
336.295 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Protein-glutamine gamma-glutamyltransferase X (TGase X) (TGX) (TG(X)) (Transglutaminase 5), partial [Bos taurus] [MASS=41586]
61845132

0.6059

1,014.7027+1
1,401.080 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Protein-glutamine gamma-glutamyltransferase X (TGase X) (TGX) (TG(X)) (Transglutaminase 5), partial [Bos taurus] [MASS=41586]
61845132

0.6098

1,014.6527+1
1,351.785 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to protein kinase C and casein kinase substrate in neurons 3, partial [Bos taurus] [MASS=37045]
61833099

0.1394

850.5427+1
468.573 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to protein phosphatase 1, regulatory subunit 10 [Bos taurus] [MASS=89238]
61813397

0.6076

784.6427+1
383.739 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to protein phosphatase 1, regulatory subunit 10 [Bos taurus] [MASS=89238]
61813397

0.6178

784.5627+1
485.526 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to RNA polymerase I transcription termination factor 1, partial [Bos taurus] [MASS=63025]
61824701

0.2576

697.3364+2
701.030 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Rotavirus X associated non-structural protein (RoXaN), partial [Bos taurus] [MASS=51438]
61837529

0.0829

560.0514+2
67.161 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to SDA1 domain containing 1, partial [Bos taurus] [MASS=36504]
61836831

0.6357

790.5527+1
659.892 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to SET-binding protein (SEB), partial [Bos taurus] [MASS=46698]
61863466

0.5296

878.5227+1
1,681.590 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to solute carrier family 30 (zinc transporter), member 10 isoform a, partial [Bos taurus] [MASS=16375]
61835780

0.106

574.6014+2
49.119 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to SP9 [Bos taurus] [MASS=80103]
61827165

0.6533

1,059.7427+1
437.612 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to TAR RNA binding protein 1, partial [Bos taurus] [MASS=104983]
61815233

0.5291

932.4927+1
566.899 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to testis expressed gene 21, partial [Bos taurus] [MASS=22335]
61873056

0.7376

845.5327+1
537.193 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to testis expressed gene 21, partial [Bos taurus] [MASS=22335]
61873056

0.583

845.5327+1
537.193 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Thyroliberin precursor (Thyrotropin releasing hormone) (TRH) (Thyrotropin releasing factor) (TSH-releasing factor) (Protirelin), partial [Bos taurus] [MASS=42249]
61830098

0.0915

483.3364+2
1,530.634 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to tigger transposable element derived 5 [Bos taurus] [MASS=64694]
61809047

0.518

641.4027+1
555.722 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to titin isoform N2-A, partial [Bos taurus] [MASS=245964]
61810409

0.237

500.7014+2
716.259 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to titin isoform N2-B, partial [Bos taurus] [MASS=429249]
61825069

0.5779

950.5027+1
789.909 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to titin isoform N2-B, partial [Bos taurus] [MASS=429249]
61825069

0.7872

952.6127+1
1,425.868 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Transcription elongation factor A protein 3 (Transcription elongation factor S-II protein 3) (Transcription elongation factor TFIIS.h), partial [Bos taurus] [MASS=16437]
61828927

0.6182

614.4427+1
1,940.657 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Transcription elongation factor B polypeptide 3 (RNA polymerase II transcription factor SIII subunit A1) (SIII p110) (Elongin A) (EloA) (Elongin 110 kDa subunit) (MSTP059) [Bos taurus] [MASS=53272]
61872144

0.5624

829.4727+1
514.859 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to transient receptor potential channel 6, subfamily V, partial [Bos taurus] [MASS=78571]
61820283

0.5199

747.4527+1
578.187 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to TRIM5 alpha [Bos taurus] [MASS=58763]
61864353

0.7372

885.6727+1
423.761 ppm

D E L G V I L K

300 400 500 600
0.0

50%

100%

700 800 900 1,000
0.0

20%

40%

60%

1,100 1,200 1,300 1,400 1,500
0.0

0.5

1.0

1.5

y6+1

b6+1

y5+1

b5+1

b4+1
y3+1

y2+1

b7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to tripartite motif-containing 43, partial [Bos taurus] [MASS=24573]
61870148

0.5651

1,480.6327+1
685.048 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to twinkle [Bos taurus] [MASS=76535]
61818357

0.1042

551.3776+3
473.572 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to ubiquitin-conjugating enzyme UBCi, partial [Bos taurus] [MASS=13631]
61869108

0.5596

704.4927+1
397.007 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to ubiquitin-conjugating enzyme UBCi, partial [Bos taurus] [MASS=13631]
61869108

0.5618

704.4627+1
439.514 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Unc-13 homolog C (Munc13-3), partial [Bos taurus] [MASS=53094]
61825229

0.1956

812.4313+2
594.036 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to zinc finger protein 307 [Bos taurus] [MASS=61149]
61886201

0.2192

599.5814+2
655.420 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

proliferation potential-related protein [Mus musculus]
61830932

0.6083

473.3309+3
451.872 ppm

G A S S I A I T A L M E E K

150 200 250 300 350 400 450
0.0

20%

40%

60%

500 550 600 650 700 750 800
0.0

50%

100%

850 900 950 1,000 1,050 1,100 1,150
0.0

2.0

4.0

b10+2y7+2b9+2b4+1

b7+2

y2+1b6+2b5+2b5+2
y1+1

y2+2

y7+1M14+2

y12+2

b13+2

b7+1

b12+2
y4+1b11+2y9+2b6+1

b12+1

b11+1

y8+1

b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein tyrosine kinase-receptor [Homo sapiens]
61860390

0.6864

804.4927+1
601.128 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine phosphatase [Homo sapiens]
61844543

0.4654

1,144.8827+1
525.457 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protocadherin alpha C2 [Homo sapiens]
61855818

0.6731

675.4727+1
387.297 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protocadherin alpha C2 [Homo sapiens]
61855818

0.5723

675.4227+1
461.180 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative E1-E2 ATPase [Mus musculus]
61858264

0.5533

627.3828+1
694.627 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative polypeptide N-acetylgalactosaminyltransferase [Homo sapiens]
61808925

0.575

1,030.6028+1
323.580 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Rab5 GDP/GTP exchange factor, Rabex5 [Bos taurus]
27807069

0.5059

926.4727+1
1,500.285 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Rab5 GDP/GTP exchange factor, Rabex5 [Bos taurus]
27807069

0.5313

926.4627+1
1,489.487 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.6352

1,137.5427+1
649.527 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.5382

1,139.5728+1
1,132.284 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.3971

568.7764+2
640.750 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.1057

568.7463+2
693.414 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.3567

568.6913+2
789.966 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.6092

568.5063+2
1,114.729 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.209

568.4413+2
1,228.835 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.2667

568.4363+2
1,237.613 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.2936

568.4313+2
1,246.390 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.5631

788.5427+1
493.961 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.7715

788.5128+1
531.939 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.6613

788.4927+1
557.257 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.7002

789.5327+1
759.298 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.7088

789.5128+1
733.980 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.0384

568.4413+2
1,228.835 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.3105

568.4014+2
1,299.055 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.1764

568.4564+2
1,202.503 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.8169

926.5728+1
524.316 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.0771

926.6127+1
481.215 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.1822

926.5927+1
502.766 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.1499

926.5728+1
524.316 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.0747

926.5728+1
524.316 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.0058

926.5627+1
535.091 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.1095

926.5527+1
545.866 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.7152

926.5427+1
556.641 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
162648

0.7011

926.5227+1
578.191 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame (preproalbumin) [Rattus norvegicus]
162648

0.8053

897.5728+1
571.575 ppm

L C V L H E K

300 400 500 600
0.0

20%

40%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400 1,500
0.0

0.0

0.0

y5+1

b5+1

y4+1

b4+1

y3+1

b3+1

y2+1b2+1

y6+1

b6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame (preproalbumin) [Rattus norvegicus]
162648

0.842

897.5327+1
616.065 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame (preproalbumin) [Rattus norvegicus]
162648

0.2269

449.0464+2
6.785 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame (preproalbumin) [Rattus norvegicus]
162648

0.7938

897.4627+1
693.921 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame (preproalbumin) [Rattus norvegicus]
162648

0.3563

448.9814+2
137.805 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame (preproalbumin) [Rattus norvegicus]
162648

0.2466

874.6863+2
282.773 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

regulator of nonsense transcript stability [Homo sapiens]
61843503

0.6131

952.5327+1
399.514 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RERE [Homo sapiens]
61841461

0.844

1,050.4728+1
812.859 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RERE [Homo sapiens]
61841461

0.808

1,050.4127+1
869.875 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

retinoblastoma-associated factor 600 [Homo sapiens]
61835949

0.5036

985.6227+1
1,486.044 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein L3-like [Homo sapiens]
7159574

0.5056

728.5128+1
567.722 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein L4 [Bos taurus] [MASS=47412]
61808677

0.5963

741.4727+1
779.079 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein S18, cytosolic [validated] - rat
61836469

0.3574

571.1014+2
836.854 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein S20 (AA 1-119) [Rattus rattus]
61822677

0.4067

759.4814+2
789.388 ppm

T W D R F Q M R I H K

250 300 350 400 450 500 550 600
0.0

10%

20%

30%

650 700 750 800 850 900 950 1,000
0.0

50%

100%

1,050 1,100 1,150 1,200 1,250 1,300 1,350 1,400
0.0

5%

10%

b8+2
b4+1

y8+2

y7+2y7+2b6+2b6+2

b3+1

y3+1
b5+2

y5+2
b2+1y2+1b4+2

b7+1

y7+1
b6+1

y6+1

y10+2

b5+1

b10+2y5+1y9+2

b10+1y9+1b8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

r-sly1
61856724

0.6402

1,165.6327+1
286.460 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

scaffold attachment factor B [Homo sapiens]
61856622

0.6093

1,150.6627+1
1,253.490 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serine proteinase inhibitor
27807393

0.5343

741.6127+1
972.100 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
162648

0.1081

1,638.9628+1
570.538 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
162648

0.8289

819.9164+2
40.344 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
162648

0.0664

819.7964+2
186.604 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
162648

0.9518

819.7914+2
192.698 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
162648

0.1975

756.4864+2
824.137 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
162648

0.5341

756.4564+2
784.474 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
162648

0.407

755.7164+2
193.887 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
162648

0.2147

1,510.9127+1
537.636 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
162648

0.4092

1,510.9027+1
544.247 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
162648

0.6108

1,512.9528+1
810.916 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
162648

0.6962

1,510.9027+1
544.247 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
162648

0.441

1,512.9528+1
810.916 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
162648

0.393

755.5464+2
418.646 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
162648

0.4983

1,510.8727+1
564.078 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Shab-related delayed-rectifier K+ channel alpha subunit [Homo sapiens]
61888892

0.5528

784.4627+1
397.438 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Shab-related delayed-rectifier K+ channel alpha subunit [Homo sapiens]
61888892

0.6032

784.4627+1
397.438 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Shab-related delayed-rectifier K+ channel alpha subunit [Homo sapiens]
61888892

0.2448

392.4714+2
213.418 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to hypothetical protein FLJ10847 [Homo sapiens]
61816844

0.6691

711.5227+1
640.825 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to nesprin 1 isoform longer; synaptic nuclei expressed gene 1; nesprin 1; enaptin [Mus musculus] [MASS=480839]
61842741

0.6138

913.5627+1
534.526 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to nesprin 1 isoform longer; synaptic nuclei expressed gene 1; nesprin 1; enaptin [Mus musculus] [MASS=480839]
61842741

0.6228

913.5427+1
512.646 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to P-Rex1 [Homo sapiens] [Mus musculus]
61814548

0.1751

723.5927+1
1,109.151 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to P-Rex1 [Homo sapiens] [Mus musculus]
61814548

0.1998

723.5427+1
1,040.070 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to P-Rex1 [Homo sapiens] [Mus musculus]
61814548

0.2045

723.4727+1
943.358 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to Probable serine protease HTRA4 precursor [Rattus norvegicus]
61823095

0.6911

784.5427+1
565.780 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to Probable serine protease HTRA4 precursor [Rattus norvegicus]
61823095

0.5723

784.5927+1
502.166 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to Probable serine protease HTRA4 precursor [Rattus norvegicus]
61823095

0.5791

784.5827+1
514.889 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to Probable serine protease HTRA4 precursor [Rattus norvegicus]
61823095

0.5781

784.5927+1
502.166 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to Probable serine protease HTRA4 precursor [Rattus norvegicus]
61823095

0.6344

784.5927+1
502.166 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to Ribosome binding protein 1 (Ribosome receptor protein) (mRRp) [Rattus norvegicus]
61847084

0.6748

1,113.3727+1
868.249 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Sp-alpha [Mus musculus]
61835951

0.5857

737.4927+1
538.775 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

spectrin alpha chain, nonerythroid - human (fragment)
61882103

0.502

758.3527+1
624.336 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

spermine synthase [Homo sapiens]
61876693

0.5878

932.4827+1
320.192 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

stem cell factor longer isoform [Bos taurus]
27805973

0.5772

675.4827+1
367.646 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

stem cell factor longer isoform [Bos taurus]
27805973

0.7584

675.4127+1
471.083 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

stem cell factor longer isoform [Bos taurus]
27805973

0.6775

675.5227+1
308.539 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

stem cell factor longer isoform [Bos taurus]
27805973

0.5396

675.4527+1
411.976 ppm

V T D D V K

200 250 300 350 400 450 500
0.0

20%

40%

550 600 650 700 750 800 850
0.0

50%

100%

900 950 1,000 1,050 1,100 1,150 1,200
0.0

2.0

4.0

b5+1y4+1

b4+1

y3+1

b3+1

y2+1b2+1

y5+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

stem cell factor longer isoform [Bos taurus]
27805973

0.5084

675.3828+1
515.413 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

steroid 17alpha-monooxygenase (EC 1.14.99.9) cytochrome P450 17 precursor - bovine
27805825

0.7741

728.5427+1
522.241 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

stromelysin 3 [Bos taurus]
6715445

0.6161

831.7227+1
240.236 ppm

R V T D W R

250 300 350 400
0.0

0.5

1.0

450 500 550 600
0.0

1.0

2.0

3.0

650 700 750 800
0.0

50%

100%

y2+1

b3+1

b2+1

y4+1

y3+1

b4+1

y5+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tbx2
61834513

0.5217

978.5627+1
459.276 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

thyroid peroxidase (AA 1-876) [Homo sapiens]
61830226

0.5048

616.4527+1
277.674 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tmem25 protein [Mus musculus] [MASS=29566]
61839779

0.5437

799.4927+1
1,767.763 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TPA: keratin 5b [Homo sapiens]
61845497

0.7472

779.5128+1
420.952 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TPA: keratin 5b [Homo sapiens]
61845497

0.6264

779.5128+1
420.952 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transcriptional co-activator CRSP130 [Homo sapiens]
61869560

0.6183

878.6227+1
548.793 ppm

V I K L A H A K

300 400 500 600 700
0.0

10%

20%

800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500
0.0

0.5

1.0

1.5

y6+1

b6+1

y5+1

b5+1b4+1
y4+1

b3+1

y7+1
b7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transcriptional regulator homolog RPD3 [Homo sapiens]
61825435

0.2956

1,053.4828+1
599.078 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transcription factor TMF, TATA element modulatory factor - human
61815185

0.386

1,052.5127+1
303.361 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transcription factor TMF, TATA element modulatory factor - human
61815185

0.2483

1,052.5027+1
293.866 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transcription factor TMF, TATA element modulatory factor - human
61815185

0.1801

1,052.4927+1
284.371 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transient receptor potential cation channel, subfamily M, member 1 [Mus musculus] [MASS=197358]
61836783

0.8417

802.5728+1
798.317 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

translation initiation factor eIF-4B - human
61819511

0.0955

355.2314+2
2,011.211 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

translation intiation factor eIF-3 p110 subunit [Homo sapiens]
61843309

0.7148

928.5927+1
587.048 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ubiquitin E1-like enzyme [Bos taurus] [MASS=109991]
59676572

0.5984

673.4827+1
473.023 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ubiquitin-specific protease [Homo sapiens]
61850676

0.6628

923.5728+1
591.862 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ubiquitin-specific protease [Homo sapiens]
61850676

0.679

923.5627+1
581.040 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ubiquitin-specific protease [Homo sapiens]
61850676

0.9719

923.5427+1
559.396 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unknown
61825253

0.9326

699.3727+1
861.274 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unknown
61825253

0.5298

699.3828+1
875.564 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unknown
61825253

0.6256

699.3727+1
861.274 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unknown
61825253

0.6992

699.4027+1
904.145 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unknown
61825253

0.5803

699.3527+1
832.693 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unknown [Homo sapiens]
61816778

0.1611

880.7714+2
782.287 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unknown [Homo sapiens]
61839429

0.5076

947.5827+1
466.805 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:2821) [Homo sapiens]
61886433

0.6388

998.7427+1
477.848 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:2821) [Homo sapiens]
61886433

0.0453

998.6927+1
427.811 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:2821) [Homo sapiens]
61886433

0.9622

998.6727+1
407.797 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:47315) [Mus musculus]
61868036

0.8263

980.5427+1
528.883 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:5528) [Homo sapiens]
61867070

0.8156

945.5427+1
1,493.326 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
61830640

0.6598

1,016.6127+1
1,420.127 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
61809939

0.3586

760.1514+2
931.289 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

X-ray repair cross-complementing protein 2 [Homo sapiens]
61833375

0.6277

629.5128+1
481.117 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

X-ray repair cross-complementing protein 2 [Homo sapiens]
61833375

0.7037

629.4327+1
607.935 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

yeast sds22 homolog [Homo sapiens]
61843459

0.5578

614.4227+1
511.575 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

zinc finger protein 205 [Bos taurus] [MASS=60458]
61553655

0.7269

901.7628+1
819.595 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

zinc finger protein 205 [Bos taurus] [MASS=60458]
61553655

0.7874

901.7327+1
786.337 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

zinc finger protein 205 [Bos taurus] [MASS=60458]
61553655

0.7451

901.6527+1
697.648 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| 3,4-dihydroxy-2-butanone 4-phosphate synthase (ribB)
1573772

1.5931

684.8719+3
1,128.624 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| 4-alpha-glucanotransferase (malQ) [Haemophilus influ
1574819

1.5138

638.7679+3
575.987 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| 64 kDa virion protein (muN) [Haemophilus influenzae
1574348

1.6778

711.6953+3
343.952 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| 64 kDa virion protein (muN) [Haemophilus influenzae
1574348

1.6306

711.4836+3
46.578 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ABC transporter, ATP-binding protein [Haemophilus in
1574704

1.5591

602.4806+3
776.494 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ABC transporter, ATP-binding protein [Haemophilus in
1574308

2.1918

487.6072+3
590.158 ppm

W L E S F N A T L V K R

200 250 300 350 400
0.0

50%

450 500 550 600 650
0.0

50%

100%

700 750 800 850 900 950
0.0

20%

40%

y3+1y7+2b6+2y6+2y5+2

y2+1

b2+1b4+2y4+2y1+1

b11+2b11+2y10+2

b4+1

y4+1

M+3
b8+2

y8+2

b3+1

b8+1

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ABC transporter, ATP-binding protein [Haemophilus in
1573657

2.0177

424.0929+2
233.959 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ABC transporter, ATP-binding protein [Haemophilus in
1574704

1.543

792.0849+3
1,015.629 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ABC transporter, ATP-binding protein [Haemophilus in
1574184

1.6536

680.6202+3
151.074 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ABC transporter, ATP-binding protein [Haemophilus in
1572982

1.9692

960.1226+3
1,037.442 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ABC transporter, ATP-binding protein [Haemophilus in
1573615

1.5861

442.2109+2
728.212 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ABC transporter, ATP-binding protein [Haemophilus in
1573657

1.5424

1,170.9086+3
84.792 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| acetate kinase (ackA) [Haemophilus influenzae Rd]
1574134

1.5062

534.5712+3
1,861.808 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| acetohydroxy acid synthase II, putative [Haemophilus
1573743

1.7515

726.0244+2
378.473 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| acetolactate synthase III small subunit (ilvH) [Haem
1574425

1.5641

453.7414+2
2,677.493 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| acetyl-CoA acetyltransferase (atoB) [Haemophilus inf
1573781

1.5036

1,045.2903+3
195.398 ppm

E G T V T A G N A S G I N D G A A A L I L V S E S K A H A L G L K

400 500 600 700 800 900

1,000 1,100 1,200 1,300 1,400

1,500 1,600 1,700 1,800 1,900

y18+2
y17+2

b19+2

b9+1

b17+2b8+1y7+1

y6+1

b9+2

y29+2b29+2
b29+2

y28+2b28+2b28+2b14+1
y26+2

b27+2

y12+1

y25+2b13+1

y24+2

b25+2
y11+1b22+2

b21+2y19+2

y19+1
y32+2

b17+1

y31+2
b31+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| acetyl-CoA carboxylase, biotin carboxyl carrier prot
1573998

1.5471

783.3773+3
247.236 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| acetyl-CoA carboxylase, biotin carboxyl carrier prot
1573998

1.6025

784.2932+3
921.270 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| adenylate cyclase (cyaA) [Haemophilus influenzae Rd]
1573596

1.5539

1,095.0345+3
177.019 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| adenylate kinase (adk) [Haemophilus influenzae Rd]
1573319

1.6517

813.7744+2
478.985 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| amino acid carrier protein, putative [Haemophilus in
1573139

1.5539

732.4219+3
286.134 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| aminopeptidase A/I (pepA) [Haemophilus influenzae Rd
1574559

1.7431

732.4702+3
58.393 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| aminopeptidase A/I (pepA) [Haemophilus influenzae Rd
1574559

1.622

733.2166+3
960.007 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| aminopeptidase A/I (pepA) [Haemophilus influenzae Rd
1574559

1.5984

733.2972+3
1,070.080 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ampD signalling protein (ampD) [Haemophilus influenz
1573269

1.6048

532.7083+3
885.783 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| anaerobic C4-dicarboxylate membrane transporter prot
1573753

1.5979

1,240.1705+3
527.181 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| anaerobic dimethyl sulfoxide reductase, chain A (dms
1574081

1.5851

340.9532+3
2,701.230 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| anaerobic dimethyl sulfoxide reductase, chain A (dms
1574081

1.57

785.2233+3
825.890 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| anaerobic ribonucleoside-triphosphate reductase (nrd
1574782

1.0403

671.4037+1
832.654 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| anthranilate synthase component II (trpG) [Haemophil
1574098

1.5645

1,033.4142+3
587.198 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| asparaginyl-tRNA synthetase (asnS) [Haemophilus infl
1574761

1.5804

829.2209+2
1,510.889 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| asparaginyl-tRNA synthetase (asnS) [Haemophilus infl
1574761

1.7422

583.7673+2
144.688 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| aspartate aminotransferase (aspC) [Haemophilus influ
1574463

1.8199

1,129.6069+3
301.649 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| aspartate aminotransferase (aspC) [Haemophilus influ
1574463

1.513

1,128.3918+2
504.695 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ATP-dependent Clp protease, ATPase subunit (clpB) [H
1573874

1.6639

559.6716+3
596.228 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ATP-dependent DNA helicase (recQ) [Haemophilus influ
1573732

1.5524

562.4225+3
448.310 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ATP-dependent DNA helicase (rep) [Haemophilus influe
1573648

1.8027

343.4113+3
1,023.067 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ATP-dependent DNA helicase (rep) [Haemophilus influe
1573648

1.6851

673.0203+3
24.053 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ATP-dependent helicase (hepA) [Haemophilus influenza
1573610

1.5119

929.6529+3
456.843 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ATP-dependent helicase (hepA) [Haemophilus influenza
1573610

1.9816

741.8373+2
31.584 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ATP-dependent helicase (hepA) [Haemophilus influenza
1573610

1.6603

930.1273+3
52.966 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ATP-dependent helicase (hrpa) [Haemophilus influenza
1574628

1.8181

431.7746+3
113.515 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ATP-dependent RNA helicase (deaD) [Haemophilus influ
1573195

1.6757

602.3369+3
4.248 ppm

T G T L D I T E L L E K N G F R

200 250 300 350 400 450
0.0

50%

100%

500 550 600 650 700 750
0.0

20%

40%

60%

800 850 900 950 1,000 1,050
0.0

20%

40%

60%

y7+2b8+2y5+2
y4+2

y1+1

y6+1y12+2b7+1

b11+2

y9+2y9+2
b10+2y8+2b5+1

b10+1b9+1

y14+2

b15+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ATP-dependent RNA helicase (srmB) [Haemophilus influ
1573394

1.6074

920.9122+3
583.332 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ATP synthase F1, subunit epsilon (atpC) [Haemophilus
1573456

1.5517

426.5594+2
218.376 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| biotin operon repressor/biotin acetyl coenzyme A car
1573184

2.0474

716.1599+2
185.569 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| biotin synthetase (bioB) [Haemophilus influenzae Rd]
1574054

1.7033

601.2244+2
1,689.947 ppm

A I Q L S T L M S I K

200 250 300 350 400 450 500
0.0

5%

550 600 650 700 750 800 850
0.0

50%

100%

900 950 1,000 1,050 1,100 1,150 1,200
0.0

0.5

1.0

1.5

b9+2
b8+2

b4+1

y7+2b7+2y6+2

b3+1

y5+2

b8+1y7+1b7+1y6+1b6+1y5+1y10+2b10+2
M11+1

y10+1

b10+1
y9+1

b9+1

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| cell cycle protein (mesJ) [Haemophilus influenzae Rd
1573375

1.842

1,001.7439+3
96.261 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| cell cycle protein (mesJ) [Haemophilus influenzae Rd
1573375

1.6769

1,001.9476+3
106.964 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| cell division protein (ftsA) [Haemophilus influenzae
1574698

1.7781

688.4066+3
76.065 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| cell division protein FtsK-related protein [Haemophi
1574437

1.8311

594.0359+3
1,137.090 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| cell division protein FtsK-related protein [Haemophi
1574437

1.5733

594.2596+3
1,513.826 ppm

P S V D V I T G L I K A N I P S R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| cell division protein (ftsQ) [Haemophilus influenzae
1574697

1.7321

1,059.8785+3
309.819 ppm

N L P Y L G G P D Y Q S L K V I E T W N Q I Y I N L K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| cell division protein (ftsZ) [Haemophilus influenzae
1574699

1.5449

684.1026+3
1,408.805 ppm

E L G I L T V A V V T K P F T F E G K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| competence protein (comM) [Haemophilus influenzae Rd
1574671

1.5505

765.8806+3
827.836 ppm

F D L S I E V P L L P Q G S L Q N T G D R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| competence protein E (comE) [Haemophilus influenzae
1573410

1.7377

913.0643+3
1,035.654 ppm

A S E L M K S L T T G S G S L L S P A G S I T F D D R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical integral membrane protein [Ha
1573380

1.8814

1,114.8190+3
206.870 ppm

M F E I L F P A L L T G I V L S L I T A P L G V F V V W R K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574235

1.6847

884.8144+2
1,487.331 ppm

Y L V Q I G K V S N D G Q A F K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573546

1.5653

911.0853+3
738.513 ppm

L E W T Y I L T G V G L G A V L I T I D A F L K K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573741

1.6481

815.2899+3
864.218 ppm

F S K E T G A Q L L P D Y Q L I T L Y D K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574522

1.5116

626.0479+3
968.859 ppm

V L V H I A I M P K Y S H L V R

200 250 300 350 400 450 500
0.0

5%

10%

550 600 650 700 750 800
0.0

50%

100%

850 900 950 1,000 1,050 1,100
0.0

50%

y8+2
b9+2

b4+1y3+1
b7+2

b6+2b3+1b5+2y2+1b4+2b2+1

b14+2y13+2y6+1

b7+1

y12+2y9+2
b5+1

y4+1

b10+1y8+1

b9+1

M16+2b8+1y14+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573014

1.5051

919.6356+3
97.465 ppm

M I Y H F D L Y R L A D P E E L E F M G I R

300 400 500 600 700
0.0

2.0

4.0

6%

800 900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800
0.0

1.0

2.0

b12+2y13+2y6+1
b11+2b5+1b10+2y11+2y5+1b9+2y10+2

y9+2
b4+1b8+2y8+2y4+1y7+2

b3+1

b5+2y3+1
y5+2y2+1

y21+2b21+2y20+2b9+1b20+2y19+2b18+2y9+1y18+2b8+1b17+2b17+2
b16+2

y16+2b14+2b14+2y7+1b13+2

b12+1

b11+1

b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1572961

2.0509

673.2704+2
1,600.586 ppm

E T L E D A V N N P D K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573333

1.5643

816.0264+2
712.287 ppm

E N I I K L L P S F S Q N K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573636

1.6119

602.8474+2
2,014.721 ppm

N S D A K Q T L G N R

200 250 300 350 400 450
0.0

50%

100%

500 550 600 650 700 750 800
0.0

20%

40%

850 900 950 1,000 1,050 1,100
0.0

5%

b9+2y8+2

b8+2

b4+1b7+2b6+2b3+1y2+1b5+2y4+2b2+1y1+1

b6+1

y5+1

y10+2b5+1b10+2

y10+1
b10+1b9+1b8+1

y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573765

2.3625

723.4176+3
1,007.573 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1572956

1.9575

1,288.2882+3
429.578 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574617

1.7679

717.2789+3
1,232.836 ppm

L N N F A D G E G F M P D F I L L L K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
3212216

1.8577

835.9299+3
842.379 ppm

L Y L S P I K D L F N N E I I A Y D L V R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573822

1.7884

841.8339+3
108.043 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573192

1.6577

612.1082+3
679.735 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573369

1.5466

680.6049+3
782.221 ppm

N L T H C L S V W D S P G G I V E R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574684

1.8403

488.3704+2
1,722.947 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573444

1.598

677.4309+3
37.000 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574043

1.8258

779.1193+3
174.335 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1572947

1.7606

771.4982+3
417.656 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573332

1.9468

931.3484+2
959.538 ppm

G D D I D A A C G Q L A G D V I D R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574584

1.7937

887.5396+3
508.821 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574475

1.539

718.3312+3
281.234 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573616

1.7833

1,070.2152+3
894.781 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573382

1.5371

845.1029+3
588.582 ppm
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300 400 500 600 700
0.0

10%

20%

30%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600
0.0

5%

b14+2

y14+2y6+1b12+2y12+2b11+2y5+1b10+2

b10+2

y4+1

y9+2
b4+1y3+1y7+2

y2+1

y12+1

b24+2

b11+1
b23+2

y11+1y22+2

b22+2

b10+1b21+2
b21+2

y20+2
y10+1

b9+1y9+1y18+2b8+1
b17+2y17+2

b16+2

y8+1b7+1b7+1b15+2

y14+1

M+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574450

1.63

1,231.9392+3
624.830 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1572963

1.9709

723.6609+3
749.584 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1572948

1.5907

596.7096+3
677.079 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573656

1.6121

887.1716+3
542.727 ppm

F S L P A K P Y S V P C P T C H F P L S L L K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1572963

1.6881

803.7194+2
1,106.744 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574235

1.7941

884.0223+2
591.406 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574124

1.5517

747.7966+3
951.350 ppm

G L F V Y A V D H G K M A A S L H D T G R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574587

2.0546

640.3643+3
1,011.521 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573671

2.0003

953.1002+3
679.077 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573243

1.5062

756.8189+3
1,225.367 ppm

N I P Y I V V T T V P S Q Q T L L K P R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574013

1.613

856.2749+3
804.466 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574291

1.7507

566.6102+3
68.803 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574069

1.9352

776.1125+3
1,099.061 ppm
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y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573491

1.5648

728.8625+3
925.543 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1572992

1.7086

723.5709+3
98.743 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573856

2.0592

669.5643+3
758.602 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1572963

1.5733

1,052.5779+3
232.143 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574723

1.7307

660.2186+3
856.531 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1572963

1.6782

722.1262+3
1,371.720 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573506

1.7959

694.3743+3
153.465 ppm

N D K L G D F M Q A W P A F A M L K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574071

1.5697

841.2889+3
409.027 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574684

1.5491

488.1989+2
1,371.536 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573196

2.4599

621.9419+3
919.974 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573506

1.6376

873.1399+3
219.981 ppm

E S Q M N L E L I S I D N A L A E I S L F I R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573703

1.9252

902.7209+3
405.720 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573444

1.5578

513.7146+3
987.927 ppm

L A S G A T T L T A H C D P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573877

1.6024

1,108.4543+2
241.128 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574450

1.6493

632.3389+3
95.622 ppm

I T Y C E P A E K W F V I L K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574435

2.1121

808.3076+3
915.055 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573052

1.6779

701.5428+2
407.974 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574357

1.8059

994.2729+2
1,226.305 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573076

1.9492

903.1059+3
825.534 ppm

A Q P T D H I L V M S N G S F G G I H Q K I L D K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573700

1.792

568.5132+3
1,565.780 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574684

1.8581

488.2574+2
1,491.405 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573725

1.6292

542.6595+3
505.912 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574495

1.5407

602.8033+2
1,853.008 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573418

2.7633

1,045.2024+2
512.227 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573275

2.7599

915.6796+3
344.061 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573700

1.5084

702.7529+2
1,461.422 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573428

1.5764

944.3586+3
397.815 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573765

1.5098

846.7476+3
999.337 ppm

A Q Q E H Q S T L N E L N K N L A L D Q D K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573855

1.7155

921.0299+3
26.959 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574124

1.5426

653.2573+3
742.011 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574291

1.7856

878.2512+3
823.508 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574035

2.1548

1,249.2722+3
694.329 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574291

1.5754

878.1716+3
914.109 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573196

1.858

945.8876+3
882.222 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574783

1.7698

595.5933+3
384.864 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574684

1.7974

488.2474+2
1,470.914 ppm

G A T A V N L D S K

150 200 250 300 350 400
0.0

5%

10%

15%

450 500 550 600 650
0.0

2.0

4.0

6%

700 750 800 850 900
0.0

50%

100%

b5+1

b8+2b8+2y3+1b4+1y5+2y1+1

b7+1

y5+1

b6+1

y4+1

y8+2y8+2

y8+1b9+1y7+1y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573699

2.1848

868.1666+3
611.572 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573630

1.519

743.1429+3
825.165 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573769

1.5483

961.1943+2
145.992 ppm

E A E G L D F Q L Y P G E L G K R

300 400 500 600 700 800
0.0

20%

40%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800 1,900
0.0

5%

10%

15%

b15+2

y14+2

b14+2

b14+2
y13+2

b7+1

y7+1

b13+2

y12+2

y12+2
b12+2

y6+1y11+2
b11+2

b6+1y5+1b10+2y10+2y9+2b9+2b5+1y4+1y8+2
b4+1

b7+2y7+2y3+1y6+2y2+1y5+2

b12+1
b11+1b10+1y10+1y9+1y9+1b9+1M17+2

y8+1y16+2
b8+1b16+2y15+2

M17+1y16+1y16+1b16+1b15+1y13+1y13+1

b13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574092

1.6039

933.2892+3
961.527 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1573673

1.6427

631.0489+3
524.587 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical protein [Haemophilus influenz
1574235

1.7319

876.0123+3
841.991 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical transmembrane protein (aefA)
1573153

1.8713

500.9279+2
1,742.071 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical transmembrane protein (aefA)
1573153

1.6445

1,012.0839+2
524.203 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical transmembrane protein [Haemop
1574399

1.6295

806.3919+3
621.888 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical transmembrane protein [Haemop
1573488

2.05

700.1093+3
1,425.462 ppm

N H P D Q P E W M S H V N A T V L K

250 300 350 400 450 500 550
0.0

5%

600 650 700 750 800 850 900
0.0

50%

100%

950 1,000 1,050 1,100 1,150 1,200 1,250 1,300
0.0

10%

20%

30%

b9+2y10+2

y5+1

y9+2y9+2
b4+1

y4+1y8+2
b7+2b3+1y6+2y2+1b2+1

y16+2y8+1y15+2
b14+2

b7+1b13+2b13+2b12+2y12+2b6+1b11+2y6+1

y11+2

b5+1

y11+1
b10+1

y10+1
b8+1y17+2b17+2y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| conserved hypothetical transmembrane protein [Haemop
1572990

1.6433

987.2769+3
573.674 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| cystathionine beta-lyase (metC) [Haemophilus influen
1573077

1.8337

744.1028+2
360.327 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| cytochrome C-type biogenesis [Haemophilus influenzae
1573957

1.5344

835.9944+2
509.144 ppm

A G S S S E S A V K F Q F I S K

300 400 500 600 700
0.0

5%

10%

800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500 1,600
0.0

2.0

4.0

b14+2

y12+2
b8+1

y11+2
b7+1y10+2

y9+2

b11+2b6+1y8+2y4+1b10+2b4+1

y10+1

y9+1

b11+1y8+1b10+1y7+1y15+2b9+1y14+2

y6+1

b15+2

y13+2

b15+1y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| cytochrome C-type biogenesis protein (ccmE) [Haemoph
1574648

1.6401

955.3066+3
936.641 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| desulfoviridin gamma subunit, putative [Haemophilus
1574204

1.5715

608.7746+3
962.456 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| diadenosine-tetraphosphatase (apaH) [Haemophilus inf
1573537

1.67

987.1096+3
313.425 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| diaminopimelate decarboxylase (lysA) [Haemophilus in
1573731

1.5345

594.0919+3
1,004.915 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| DNA gyrase, subunit B (gyrB) [Haemophilus influenzae
1573554

1.6409

1,167.7484+2
395.735 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| DNA mismatch repair protein (mutH) [Haemophilus infl
1573374

1.8768

541.7703+3
289.874 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| DNA mismatch repair protein (mutL) [Haemophilus infl
1573016

1.8164

824.6133+2
235.792 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| DNA/pantothenate metabolism flavoprotein (dfp) [Haem
1573978

1.8871

603.6886+3
41.757 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| DNA/pantothenate metabolism flavoprotein (dfp) [Haem
1573978

1.5919

600.2943+3
1,024.035 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| DNA polymerase III, alpha subunit (dnaE) [Haemophilu
1573746

1.6725

999.7422+3
325.100 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| DNA polymerase III, subunits gamma and tau (dnaX) [H
1574159

1.6973

1,004.4796+3
995.800 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| DNA polymerase I (polA) [Haemophilus influenzae Rd]
1573871

1.7729

1,146.1796+3
671.971 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| DNA primase (dnaG) [Haemophilus influenzae Rd]
1573516

1.7167

827.1666+3
664.589 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| DNA primase (dnaG) [Haemophilus influenzae Rd]
1573516

1.6252

826.5966+3
24.689 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| DNA primase (dnaG) [Haemophilus influenzae Rd]
1573516

1.5905

593.5964+2
97.785 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| DNA topoisomerase III (topB) [Haemophilus influenzae
1573420

2.1407

934.6329+2
647.571 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| D-ribose ABC transporter, ATP-binding protein (rbsA)
1573483

1.6176

431.8949+3
608.125 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| D-ribose ABC transporter, ATP-binding protein (rbsA)
1573483

1.7472

660.5735+3
247.366 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| D-ribose ABC transporter, periplasmic-binding protei
1573485

1.5593

464.0429+3
1,072.142 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| endonuclease III (nth) [Haemophilus influenzae Rd]
1574542

1.8331

396.2336+3
1,896.424 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| endonuclease III (nth) [Haemophilus influenzae Rd]
1574542

1.9998

396.2649+3
1,975.585 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| esterase/lipase, putative [Haemophilus influenzae Rd
1573150

1.5205

735.5516+3
990.557 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| esterase/lipase, putative [Haemophilus influenzae Rd
1573150

1.6198

735.2975+3
645.053 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| esterase/lipase, putative [Haemophilus influenzae Rd
1573150

1.5721

735.4469+3
848.184 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| excinuclease ABC, subunit A (uvrA) [Haemophilus infl
1573215

2.0704

778.0184+2
806.234 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| excinuclease ABC, subunit A (uvrA) [Haemophilus infl
1573215

1.7047

889.5799+3
468.806 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| excinuclease ABC, subunit A (uvrA) [Haemophilus infl
1573215

1.8904

777.9413+2
707.249 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| excinuclease ABC, subunit A (uvrA) [Haemophilus infl
1573215

2.0417

777.7073+2
406.437 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| excinuclease ABC, subunit B (uvrB) [Haemophilus infl
1574178

1.8418

501.2724+2
289.994 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| excinuclease ABC, subunit B (uvrB) [Haemophilus infl
1574178

2.3123

402.2669+2
831.524 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| excinuclease ABC, subunit B (uvrB) [Haemophilus infl
1574178

1.5597

668.8348+2
812.783 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| excinuclease ABC, subunit C (uvrC) [Haemophilus infl
1573005

1.5178

353.8866+3
2,341.927 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| excinuclease ABC, subunit C (uvrC) [Haemophilus infl
1573005

1.5279

655.6556+3
135.451 ppm

A T L D E I A S V P G I S P K L A E R

200 250 300 350 400 450 500
0.0

50%

100%

550 600 650 700 750 800 850
0.0

10%

20%

900 950 1,000 1,050 1,100 1,150 1,200
0.0

5%

10%

b10+2
y4+1

y3+1

y6+2y5+2
y2+1

b3+1y4+2y4+2b4+2

b17+2

b8+1

b16+2b15+2y14+2y14+2y6+1b6+1b13+2y5+1b12+2

b10+1M19+2y18+2y8+1b9+1
y17+2b18+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| exodeoxyribonuclease V, beta chain (recB) [Haemophil
1574781

1.7947

828.6269+2
795.725 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| exodeoxyribonuclease V, gamma chain (recC) [Haemophi
1573962

1.6429

527.6273+3
1,295.042 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| exodeoxyribonuclease V, gamma chain (recC) [Haemophi
1573962

1.7623

827.2264+2
913.178 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| fdhE protein (fdhE) [Haemophilus influenzae Rd]
1572952

1.8575

945.9779+3
64.946 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| fdhE protein (fdhE) [Haemophilus influenzae Rd]
1572952

1.8898

945.7176+3
340.031 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| fdhE protein (fdhE) [Haemophilus influenzae Rd]
1572952

1.7428

945.9269+3
118.836 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| formate acetyltransferase (pfl) [Haemophilus influen
1573136

1.5531

825.6399+3
705.999 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| formyltetrahydrofolate deformylase (purU) [Haemophil
1574433

1.8912

836.9109+2
1,143.052 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| galactokinase (galK) [Haemophilus influenzae Rd]
1573832

1.7655

739.6149+3
1,075.827 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| galactokinase (galK) [Haemophilus influenzae Rd]
1573832

1.7286

739.7902+3
1,313.035 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| galactose ABC transporter, periplasmic-binding prote
1573835

1.5707

916.9129+3
843.871 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| galactoside ABC transporter, ATP-binding protein (mg
1573836

1.6059

873.3204+2
157.833 ppm

A I F D E L D I D V D P K E K

300 400 500 600 700
0.0

10%

20%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600 1,700
0.0

2.0

4.0

6%

b13+2

y6+1y12+2b6+1b12+2
y11+2

b11+2b11+2y5+1

y10+2

b5+1b10+2y4+1y8+2b8+2

b4+1
b4+1

y7+2y3+1b7+2b7+2y6+2b6+2
b3+1

y5+2b5+2y2+1y4+2

b11+1
y10+1

b10+1y9+1b9+1
y8+1

b8+1M+2y14+2y14+2y7+1
b14+2

y13+2

y14+1

b14+1

b13+1

y12+1
b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| gamma-glutamyl phosphate reductase (proA) [Haemophil
1574171

1.791

568.7196+3
1,366.812 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| gamma-glutamyl phosphate reductase (proA) [Haemophil
1574171

1.8075

568.7662+3
1,448.931 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| gamma-glutamyl phosphate reductase (proA) [Haemophil
1574171

2.3286

568.7526+3
1,424.882 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| glpX protein (glpX) [Haemophilus influenzae Rd]
1573665

1.5775

635.8999+3
318.705 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| glucosamine-6-phosphate isomerase (nagB) [Haemophilu
1573097

1.6252

1,045.4615+3
602.758 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| glucose-1-phosphate adenylyltransferase (glgC) [Haem
1574822

2.1692

989.8739+3
784.604 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| glutamate 5-kinase (gamma-glutamyl kinase) (proB) [H
1573920

1.5661

486.6946+3
1,026.924 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| glutamate 5-kinase (gamma-glutamyl kinase) (proB) [H
1573920

1.506

582.8354+2
1,164.486 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| glutamate-ammonia-ligase adenylyltransferase (glnE)
1573018

1.5471

764.4783+3
111.832 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| glutamate-ammonia-ligase adenylyltransferase (glnE)
1573018

1.5086

661.8014+2
821.104 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| glycine cleavage system transcriptional activator (g
1574123

1.8067

793.5552+3
18.777 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| glycogen phosphorylase (glgP) [Haemophilus influenza
1574824

1.6307

1,077.1964+2
917.790 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| glycogen phosphorylase (glgP) [Haemophilus influenza
1574824

1.7226

911.6284+2
1,258.527 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| glycogen synthase (glgA) [Haemophilus influenzae Rd]
1574823

1.5634

952.1626+3
91.487 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| GTP-binding protein [Haemophilus influenzae Rd]
1573089

1.5624

537.1802+3
1,606.361 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| GTP-binding protein [Haemophilus influenzae Rd]
1573881

1.6697

468.9562+3
865.441 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| GTP cyclohydrolase II (ribA) [Haemophilus influenzae
1573172

1.1315

944.3297+1
1,852.609 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| GTP cyclohydrolase II (ribA) [Haemophilus influenzae
1573172

1.0896

944.3537+1
1,827.268 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| GTP cyclohydrolase II (ribA) [Haemophilus influenzae
1573172

1.1222

944.3407+1
1,840.994 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| heat shock protein (htpX) [Haemophilus influenzae Rd
1573723

1.8833

466.6143+2
356.332 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| heme-hemopexin utilization protein A (hxuA) [Haemoph
1573230

1.6692

705.0184+2
1,048.166 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| heme-hemopexin utilization protein B (hxuB) [Haemoph
1573229

1.5346

915.8192+3
188.117 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| heme-hemopexin utilization protein C [Haemophilus in
1573228

1.6431

492.3544+2
2,701.238 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| hemin receptor (hemR) [Haemophilus influenzae Rd]
1573065

1.8855

1,240.8945+3
705.903 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| hemM protein (hemM) [Haemophilus influenzae Rd]
1574449

1.6487

764.1946+3
21.119 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| hemoglobin-binding protein [Haemophilus influenzae R
1573714

1.6733

734.0814+2
318.431 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| hemoglobin-binding protein [Haemophilus influenzae R
3212198

1.9541

741.9362+3
1,311.202 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| hflC protein (hflC) [Haemophilus influenzae Rd]
1573107

1.7474

1,030.8708+2
733.773 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| hflC protein (hflC) [Haemophilus influenzae Rd]
1573107

1.6374

1,030.8088+2
673.615 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| hflC protein (hflC) [Haemophilus influenzae Rd]
1573107

1.5307

889.7739+3
550.876 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| hflK protein (hflK) [Haemophilus influenzae Rd]
1573108

2.2688

729.2153+3
1,046.898 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0096 [Haemop
1573054

1.7351

1,274.8773+2
382.785 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0109 [Haemop
1573066

1.5289

804.7103+3
198.674 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0178 [Haemop
1573142

1.6621

1,000.2274+2
355.688 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0205 [Haemop
1573169

1.5659

791.1236+3
731.168 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0220.2 [Haem
3212185

1.8913

467.9182+3
645.308 ppm

G I F P L F S A P K T A R

200 250 300 350 400
0.0

2.0

4.0

6%

450 500 550 600 650
0.0

50%

100%

700 750 800 850 900
0.0

1.0

2.0

3.0

b8+2

y3+1

b6+2

y6+2

b3+1

b5+2

y1+1

b6+1y6+1b12+2b11+2
b10+2

b5+1y8+2

y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0526 [Haemop
1573510

1.7434

830.0389+3
134.054 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0526 [Haemop
1573510

1.5665

959.7493+3
426.527 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0552 [Haemop
1573538

1.7736

1,131.1639+3
506.343 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0577 [Haemop
1573571

1.6497

1,081.5553+3
301.270 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0704 [Haemop
1573706

1.0399

932.3828+1
302.162 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0842 [Haemop
1573857

1.6422

732.8829+3
34.147 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0842 [Haemop
1573857

1.9857

688.5939+3
250.161 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0870.1 [Haem
3212206

1.7054

911.4352+3
774.185 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0874 [Haemop
1573892

1.5685

859.3216+3
708.990 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0930 [Haemop
1573966

1.7199

750.7024+2
493.823 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI0941 [Haemop
1573961

1.9787

1,237.3456+3
166.923 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1056 [Haemop
1574609

2.2426

1,041.3206+3
856.123 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1056 [Haemop
1574609

1.6747

852.3166+3
436.961 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1170 [Haemop
1574097

1.549

914.3946+3
377.470 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1176 [Haemop
1574109

1.5159

489.3018+2
2,616.763 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1343 [Haemop
1574801

1.5994

1,076.2992+3
720.549 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1343 [Haemop
1574801

1.5339

731.9066+3
554.199 ppm
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250 300 350 400 450 500 550

600 650 700 750 800 850 900 950

1,000 1,050 1,100 1,150 1,200 1,250 1,300 1,350

b9+2

y8+2

y4+1b7+2
y6+2b5+2y2+1

b16+2
b14+2y14+2

y12+2b11+2

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1375 [Haemop
1574217

1.7686

790.7656+3
1,104.613 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1375 [Haemop
1574217

1.9205

677.0792+3
1,439.351 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1386 [Haemop
1574228

1.5837

801.2069+3
121.962 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1402 [Haemop
1574241

1.7814

1,019.2689+2
1,424.174 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1402 [Haemop
1574241

2.1378

1,019.6469+2
1,054.031 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1410 [Haemop
1574247

1.5494

730.1512+3
951.490 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1410 [Haemop
1574247

1.6325

730.1366+3
971.549 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1427 [Haemop
1574261

1.9138

694.4003+3
524.322 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1436.2 [Haem
3212222

1.9068

731.6724+2
962.468 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1436.2 [Haem
3212222

1.0782

1,334.3387+1
1,677.517 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1466.1 [Haem
3212228

1.8209

666.9946+3
895.636 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1484 [Haemop
1574329

1.6335

636.4598+2
1,954.612 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1499 [Haemop
1574340

1.7271

941.1802+3
815.045 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1506 [Haemop
1574351

1.511

881.4919+3
923.133 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1518 [Haemop
1574349

1.5263

684.1569+2
441.333 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1523 [Haemop
1574365

1.7351

396.0179+3
1,425.615 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1552 [Haemop
1574405

1.6883

497.1156+3
1,810.867 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1552 [Haemop
1574405

2.2132

745.3569+2
1,385.937 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1552 [Haemop
1574405

1.6257

497.0896+3
1,758.506 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1602 [Haemop
1574445

1.8214

722.0514+2
236.322 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1602 [Haemop
1574445

1.9181

722.1854+2
421.818 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1602 [Haemop
1574445

1.8942

722.4709+2
817.037 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1620 [Haemop
1574469

1.6996

1,230.1886+3
602.450 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1624 [Haemop
1574472

1.6643

524.5333+3
1,839.391 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1631 [Haemop
1574483

1.6972

830.5277+1
601.226 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| H. influenzae predicted coding region HI1718 [Haemop
1574574

1.9391

850.2153+3
398.810 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| histidinol-phosphate aminotransferase (hisC) [Haemop
1573449

1.5524

859.7579+3
1,029.443 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| histidinol-phosphate aminotransferase (hisH) [Haemop
1574093

1.5458

873.0303+2
635.995 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| immunoglobin A1 protease (iga1) [Haemophilus influen
1574019

1.5523

811.7809+2
1,111.967 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| immunoglobin A1 protease (iga1) [Haemophilus influen
1574019

1.5431

604.1442+3
1,377.739 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| indole-3-glycerol phosphate synthase / phosphoribosy
1574224

1.6063

514.2479+3
1,284.675 ppm

G T H Q K P A Y I L E C K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| iron (chelated) ABC transporter, permease protein (y
1573328

1.5115

882.0739+3
810.624 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| iron (chelated) ABC transporter, permease protein (y
1573328

1.635

882.2129+3
968.275 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| iron (chelated) ABC transporter, permease protein (y
1573328

1.6238

882.1182+3
860.906 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| iron (chelated) ABC transporter, permease protein (y
1573328

1.6394

882.1063+3
847.296 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| killing protein (kicB) [Haemophilus influenzae Rd]
1574206

1.5352

603.7369+2
1,764.999 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| lipid-A-disaccharide synthetase (lpxB) [Haemophilus
1574611

1.6303

857.7153+3
286.152 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| lipoate biosynthesis protein A (lipA) [Haemophilus i
1572971

1.7294

521.4012+3
311.582 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| lipooligosaccharide biosynthesis protein [Haemophilu
1573773

1.633

832.4213+3
217.123 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| lipopolysaccharide biosynthesis protein, putative [H
1574550

1.1227

944.3007+1
819.505 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| lipopolysaccharide biosynthesis protein, putative [H
1574549

1.5607

397.6624+2
400.772 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| lipopolysaccharide biosynthesis protein, putative [H
1574550

1.5884

467.7456+3
484.702 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| lipopolysaccharide core biosynthesis protein (kdtB)
1573650

1.8604

838.8422+3
261.125 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| L-ribulose-5-phosphate 4-epimerase (araD) [Haemophil
1574057

1.7546

388.2019+3
527.033 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| L-seryl-tRNA selenium transferase (selA) [Haemophilu
1573709

1.5045

943.5062+3
963.417 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| lysyl-tRNA synthetase (lysU) [Haemophilus influenzae
1574141

1.6691

1,366.8999+3
218.120 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| malate dehydrogenase (mdh) [Haemophilus influenzae R
1574140

2.1298

809.2552+3
368.371 ppm

G F S G E D P T P A L E G A D V V L I S A G V A R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| menaquinone-specific isochorismate synthase (menF) [
1573249

1.6175

931.2629+2
1,313.436 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| modulator of drug activity B (mdaB) [Haemophilus inf
1573647

1.5008

913.3219+3
55.193 ppm

M N I L L L D G G K A F G H S H G E L N H T L H K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| molybdenum ABC transporter, ATP-binding protein (mod
1574544

1.562

623.5059+3
1,284.500 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| molybdenum ABC transporter, ATP-binding protein (mod
1574544

1.5301

623.4349+3
1,170.543 ppm

V R V C I Y S S D V S I T L Q K

200 250 300 350 400 450 500
0.0

10%

20%

550 600 650 700 750 800 850
0.0

50%

100%

900 950 1,000 1,050 1,100 1,150 1,200 1,250
0.0

2.0

4.0

y10+2b4+1y9+2

y4+1

b8+2

y8+2b6+2y7+2b3+1y6+2b5+2b2+1y4+2

y15+2b7+1b15+2y14+2b14+2b6+1y7+1y13+2b12+2y12+2y12+2
y5+1

b9+2

y11+1

y10+1y9+1b8+1M16+2

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| molybdenum ABC transporter, ATP-binding protein (mod
1574544

1.5256

858.1304+2
728.483 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| molybdenum ABC transporter, periplasmic-binding prot
1574546

1.7035

613.9406+3
401.989 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| molybdenum transport protein (modE) [Haemophilus inf
1574547

1.8857

1,224.2136+3
713.282 ppm

T Q E H A F H I L Q D E S V P L D S L L T A T A R F S L Q S S A R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| molybdopterin biosynthesis protein (moeA) [Haemophil
1574287

2.186

952.1559+3
471.061 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| N-acetylglucosamine-6-phosphate deacetylase (nagA) [
1573096

1.0682

631.2547+1
738.199 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| N-acetylmuramoyl-L-alanine amidase, putative [Haemop
1573015

2.218

758.6536+3
652.670 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| N-acetylmuramoyl-L-alanine amidase, putative [Haemop
1573015

1.8766

744.8799+2
1,436.537 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| N-acetylneuraminate lyase (nanA) [Haemophilus influe
1573098

1.5766

671.0576+3
446.351 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| N-acetylneuraminate lyase (nanA) [Haemophilus influe
1573098

2.0528

671.0842+3
486.087 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| NADH dehydrogenase (ndh) [Haemophilus influenzae Rd]
1573754

1.7682

636.1466+3
1,157.012 ppm

L L P A L P E N L S A A V L D E L K

200 250 300 350 400 450 500 550
0.0

20%

40%

550 600 650 700 750 800 850 900
0.0

50%

100%

950 1,000 1,050 1,100 1,150 1,200 1,250
0.0

5%

10%

15%

y10+2b10+2b10+2y4+1b9+2y9+2y8+2b4+1y6+2y2+1

b17+2y15+2b15+2y6+1b14+2y13+2y12+2b13+2b6+1

b12+2

b11+1b10+1M18+2y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| NADH dehydrogenase (ndh) [Haemophilus influenzae Rd]
1573754

2.0203

636.2519+3
1,322.696 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| NADH:ubiquinone oxidoreducatase subunit A, Na transl
1573122

1.8204

1,013.7642+3
294.232 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| NADH:ubiquinone oxidoreducatase subunit A, Na transl
1573122

1.5391

691.1609+3
427.898 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| NAD(P) transhydrogenase, subunit beta (pntB) [Haemop
1574195

1.5354

904.0416+3
303.974 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| Na+/H+ antiporter (nhaB) [Haemophilus influenzae Rd]
1573402

2.0609

960.8365+3
35.257 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| Na+/H+ antiporter (nhaB) [Haemophilus influenzae Rd]
1573402

1.5067

961.4036+3
625.182 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| napD protein (napD) [Haemophilus influenzae Rd]
1573314

1.7798

825.5826+3
743.924 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| nitrogen fixation protein (nifR3) [Haemophilus influ
1574007

1.6317

653.1086+3
1,125.130 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| nitrogen fixation protein (rnfG) [Haemophilus influe
1574539

1.8104

1,040.6129+2
439.870 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| nitrogen regulatory protein P-II (glnB) [Haemophilus
1573306

1.5

635.5964+2
1,354.544 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| N utilization substance protein A (nusA) [Haemophilu
1574741

1.7029

581.4863+3
293.005 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| oligopeptidase A (prlC) [Haemophilus influenzae Rd]
1573174

1.7205

546.4999+2
215.473 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| oligopeptide ABC transporter, ATP-binding protein (o
1574676

1.6861

524.1893+3
1,475.791 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| oligopeptide ABC transporter, ATP-binding protein (o
1574676

1.6254

1,060.0079+3
89.781 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| oligopeptide ABC transporter, periplasmic-binding pr
1574679

1.655

390.9429+3
2,227.706 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| oligopeptide ABC transporter, permease protein (oppB
1574678

1.7015

859.5366+3
1,043.048 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| oligopeptide ABC transporter, permease protein (oppC
1574677

1.5807

563.2639+3
526.590 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| oligopeptide ABC transporter, permease protein (oppC
1574677

1.7845

563.5005+3
946.731 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| opacity associated protein (oapA) [Haemophilus influ
1573300

1.5549

568.5089+3
1,542.438 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| opacity associated protein (oapB) [Haemophilus influ
1573309

1.7875

937.0879+3
973.839 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| orotidine 5'-phosphate decarboxylase (pyrF) [Haemoph
1574155

1.8824

920.8179+3
545.803 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| O-succinylbenzoate--CoA ligase (menE) [Haemophilus i
1573152

2.5569

693.9092+3
681.804 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| oxidoreductase, putative [Haemophilus influenzae Rd]
1573476

1.5069

887.2076+3
1,045.672 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| oxidoreductase, putative [Haemophilus influenzae Rd]
1573476

1.8842

661.9279+3
249.934 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| oxidoreductase, putative [Haemophilus influenzae Rd]
1573476

1.8184

661.9752+3
178.479 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| pantothenate kinase (coaA) [Haemophilus influenzae R
1573628

1.5579

651.0316+3
1,438.650 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| penicillin-binding protein 2 (pbp2) [Haemophilus inf
1572977

1.8692

460.0556+3
402.762 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| penicillin-binding protein 2 (pbp2) [Haemophilus inf
1572977

2.2077

460.0329+3
353.508 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| penicillin-binding protein 2 (pbp2) [Haemophilus inf
1572977

1.9133

460.0796+3
454.912 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| peptide chain release factor 1 (prfA) [Haemophilus i
1574404

2.1033

1,035.6432+3
149.109 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| peptide chain release factor 3 (prfC) [Haemophilus i
1574592

1.3302

1,287.4167+1
40.226 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| peptide methionine sulfoxide reductase (msrA) [Haemo
1574293

1.7207

809.3483+3
224.247 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| peptide methionine sulfoxide reductase (msrA) [Haemo
1574293

1.6406

739.7999+3
455.178 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| peptidyl-tRNA hydrolase (pth) [Haemophilus influenza
1573366

1.5605

775.6476+3
317.719 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| periplasmic serine protease [Haemophilus influenzae
1574189

1.9057

352.6523+3
709.053 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| pfs protein (pfs) [Haemophilus influenzae Rd]
1574146

1.5823

1,137.7349+3
775.808 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| phosphate permease, putative [Haemophilus influenzae
1574446

1.6037

535.5169+3
1,070.568 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| phosphate regulon sensor protein (phoR) [Haemophilus
1574212

1.6496

431.6953+3
2,009.348 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| phospho-2-dehydro-3-deoxyheptonate aldolase (phenyla
1574392

2.0552

515.7592+3
347.812 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| phospho-2-dehydro-3-deoxyheptonate aldolase (phenyla
1574392

1.7249

527.6139+3
529.606 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| phospho-2-dehydro-3-deoxyheptonate aldolase (phenyla
1574392

2.3302

666.5173+3
296.184 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| phospho-2-dehydro-3-deoxyheptonate aldolase (phenyla
1574392

1.6041

527.1086+3
1,486.261 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| phosphoribosylaminoimidazole carboxylase, ATPase sub
1574462

1.619

978.7519+2
655.698 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| poly(A) polymerase (pcnB) [Haemophilus influenzae Rd
1573011

1.5257

733.6259+3
227.725 ppm

R D F T V N A L Y Y N P Q D N T L R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| preprotein translocase SecA subunit (secA) [Haemophi
1573926

1.8068

1,232.9186+3
7.033 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| preprotein translocase SecA subunit (secA) [Haemophi
1573926

1.8657

663.4193+3
623.555 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| prolyl-tRNA synthetase (proS) [Haemophilus influenza
1573733

1.5255

790.3699+3
520.253 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| protease, putative [Haemophilus influenzae Rd]
1573393

1.626

847.2406+3
1,091.885 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| protease, putative [Haemophilus influenzae Rd]
1573393

1.6306

822.9532+3
454.826 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| protease, putative [Haemophilus influenzae Rd]
1573393

1.6516

847.2086+3
1,054.089 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| protective surface antigen D15 [Haemophilus influenz
1573938

1.5087

741.5898+2
1,722.793 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| protective surface antigen D15 [Haemophilus influenz
1573938

1.9305

1,140.8334+2
32.890 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| protein-export membrane protein (secF) [Haemophilus
1573204

1.5755

1,036.8904+2
204.058 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| purine-nucleoside phosphorylase (deoD) [Haemophilus
1573501

1.5706

731.8379+3
14.842 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| recombination protein (rec2) [Haemophilus influenzae
1573009

1.7089

970.6416+3
464.316 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| replicative DNA helicase (dnaB) [Haemophilus influen
1574411

1.6721

750.9464+2
1,479.850 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| riboflavin biosynthesis protein (ribD) [Haemophilus
1573964

2.0304

1,135.5850+3
20.171 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| riboflavin synthase, alpha chain (ribE) [Haemophilus
1574454

1.5459

791.3339+3
717.200 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ribonuclease D (rnd) [Haemophilus influenzae Rd]
1573361

1.5919

1,014.7264+2
377.703 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ribonuclease E (rne) [Haemophilus influenzae Rd]
1573386

2.0411

1,233.3114+2
36.260 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ribonuclease E (rne) [Haemophilus influenzae Rd]
1573386

1.8716

580.7779+3
1,356.564 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ribonuclease E (rne) [Haemophilus influenzae Rd]
1573386

1.5066

870.2043+2
250.865 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ribonuclease T (rnt) [Haemophilus influenzae Rd]
1573293

2.1619

999.0682+3
989.334 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ribonuclease T (rnt) [Haemophilus influenzae Rd]
1573293

2.2141

998.8046+3
725.249 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ribonuclease T (rnt) [Haemophilus influenzae Rd]
1573293

1.5533

423.2322+3
648.165 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| ribosome releasing factor (rrf) [Haemophilus influen
1573820

1.9829

864.1919+3
647.887 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| RNA polymerase sigma-E factor (rpoE) [Haemophilus in
1573624

1.5477

617.4543+2
368.421 ppm

V A G L L T R Y V S R

200 250 300 350 400 450 500
0.0

10%

20%

550 600 650 700 750 800
0.0

50%

100%

850 900 950 1,000 1,050 1,100 1,150
0.0

5%

b9+2y7+2y3+1b4+1

y2+1

b3+1y1+1

y5+1y10+2
b6+1

y9+2b10+2

y4+1

y9+1

b10+1

b9+1

y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| rod shape-determining protein (mreC) [Haemophilus in
1572984

1.5611

925.6579+3
308.794 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| rRNA methylase, putative [Haemophilus influenzae Rd]
1573396

2.3498

814.4689+3
1,129.758 ppm

N E D C L V L L D N V N N A Q N I G G V L R

300 400 500 600

700 800 900 1,000 1,100

1,200 1,300 1,400 1,500

y12+2

y6+1
y5+1

y9+2y2+1

y20+2y20+2
b20+2b9+1y10+1

b19+2

b17+2

y18+2

b8+1
b16+2y17+2y8+1y16+2b7+1b14+2

b6+1y7+1b12+2

y14+1b12+1

y12+1

b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| sanA protein (sanA) [Haemophilus influenzae Rd]
1574720

1.8634

952.8289+3
703.948 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| selenocysteine-specific elongation factor (selB) [Ha
1573710

1.6471

359.2409+2
2,365.814 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| sensor protein (ygiY) [Haemophilus influenzae Rd]
1574561

1.6296

527.8813+2
2,494.516 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| serine transporter (sdaC) [Haemophilus influenzae Rd
1573257

1.9288

1,117.3026+3
20.826 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| shikimic acid kinase I (aroK) [Haemophilus influenza
1573166

1.9194

777.3459+3
992.903 ppm

I I N E L T Q M Q G I V L S T G G G A V L S K

300 400 500 600
0.0

5%

10%

15%

700 800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500
0.0

5%

10%

y7+1
y14+2

b11+2y13+2

b5+1

y6+1

b10+2b9+2y11+2b4+1y8+2y5+2
b4+2b2+1

b22+2b22+2y12+1b9+1y21+2y21+2b21+2y20+2b20+2
b8+1
b19+2y19+2b18+2b17+2y10+1y18+2b16+2y17+2b15+2b15+2b7+1y9+1b14+2y16+2b13+2y15+2

y8+1

b6+1

b14+1y14+1

M+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| short chain dehydrogenase/reductase [Haemophilus inf
1574268

2.0176

870.0819+3
262.977 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| sigma-E factor regulatory protein, putative [Haemoph
1573864

1.5257

994.2709+3
475.815 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| single-stranded-DNA-specific exonuclease (recJ) [Hae
1574144

1.534

587.9609+3
1,662.784 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| single-stranded-DNA-specific exonuclease (recJ) [Hae
1574144

1.5601

586.7842+3
340.666 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| single-stranded-DNA-specific exonuclease (recJ) [Hae
1574144

1.556

643.9316+3
802.630 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| small protein A, putative [Haemophilus influenzae Rd
1573852

1.8554

866.7186+3
59.946 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| spermidine/putrescine ABC transporter, periplasmic-b
1574803

2.3673

674.1252+3
1,030.391 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| succinyl-CoA synthetase, alpha subunit (sucD) [Haemo
1574126

1.5399

618.3056+3
1,209.238 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| sufI protein (sufI) [Haemophilus influenzae Rd]
1573736

1.7116

725.1696+3
925.724 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| sufI protein (sufI) [Haemophilus influenzae Rd]
1573736

1.526

1,040.0280+3
841.580 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| sufI protein (sufI) [Haemophilus influenzae Rd]
1573736

1.7454

940.6456+3
272.875 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| sufI protein (sufI) [Haemophilus influenzae Rd]
1573736

2.0464

940.7272+3
359.687 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| sugar isomerase, putative [Haemophilus influenzae Rd
1574044

1.529

396.1889+3
1,855.073 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| thiamin ABC transporter, permease protein, putative
1574049

1.9164

769.2003+3
1,267.576 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| thiol:disulfide interchange protein (dsbE) [Haemophi
1574650

1.5041

584.3569+3
644.297 ppm

Y A G D V N E K V W T Q T L K

200 250 300 350 400 450
0.0

20%

40%

60%

500 550 600 650 700 750
0.0

50%

100%

800 850 900 950 1,000 1,050
0.0

5%

y7+2

b13+2b12+2b12+2y11+2b5+1

b9+1

b8+1M15+2

b14+2

y14+2

y13+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| thioredoxin reductase (trxB) [Haemophilus influenzae
1574715

1.9381

698.4529+2
958.610 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| thioredoxin reductase (trxB) [Haemophilus influenzae
1574715

2.2945

698.2759+2
705.133 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| threonyl-tRNA synthetase (thrS) [Haemophilus influen
1574199

2.2612

1,071.1395+3
309.404 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| thymidylate kinase [Haemophilus influenzae Rd]
1573430

2.0201

860.2852+3
1,144.502 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| topoisomerase IV, subunit B (parE) [Haemophilus infl
1574369

1.9916

619.7532+3
582.427 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| traN-related protein [Haemophilus influenzae Rd]
1574238

1.9247

418.9809+3
396.973 ppm

G S L N K D L A A Q I K

150 200 250 300 350
0.0

20%

40%

60%

400 450 500 550 600
0.0

50%

100%

650 700 750 800
0.0

5%

10%

15%

b7+2

y6+2

b6+2b6+2

y5+2

y2+1y4+2b4+2y1+1b3+2

y11+2y10+2
b11+2

y5+1

b5+1b10+2

y4+1

y8+2b9+2b8+2y3+1

b8+1

b7+1

M12+2

b6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| transcriptional regulator [Haemophilus influenzae Rd
1573785

1.5503

535.6094+2
100.444 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| transcriptional regulator [Haemophilus influenzae Rd
1573785

1.645

844.0384+2
452.910 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| transcriptional regulator (nadR) [Haemophilus influe
1573771

1.5266

688.0379+3
92.286 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| transcriptional regulator, putative [Haemophilus inf
1574065

1.7575

478.5764+2
2,133.823 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| transcriptional regulator, putative [Haemophilus inf
1574065

1.6619

404.3286+3
480.060 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| transcriptional regulator (ttk) [Haemophilus influen
1573980

1.7097

629.1129+3
977.329 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| transcription-repair coupling factor (mfd) [Haemophi
1574188

1.5773

748.7659+2
170.424 ppm

L Y V P V T S L H L I S R

300 400 500 600

700 800 900 1,000

1,100 1,200 1,300 1,400

b11+2b10+2y8+2

b3+1

y3+1

y9+1b8+1

y7+1

y6+1

b6+1

b12+1

b12+1

b11+1

b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| transcription-repair coupling factor (mfd) [Haemophi
1574188

1.5305

933.5989+3
834.469 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| transcription-repair coupling factor (mfd) [Haemophi
1574188

1.6326

1,127.0430+3
537.129 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| transcription-repair coupling factor (mfd) [Haemophi
1574188

1.6757

933.7836+3
636.904 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| transferrin-binding protein 2 precursor (tbp2) [Haem
1574025

1.5202

658.6918+2
51.302 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| transferrin-binding protein 2 precursor (tbp2) [Haem
1574025

1.036

1,059.3647+1
74.536 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| translation initiation factor 2 (infB) [Haemophilus
1574742

1.6416

846.9639+2
616.340 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| transposase (muA) [Haemophilus influenzae Rd]
1574318

1.5363

1,099.5049+3
58.851 ppm

A E E M E L S N Y A P A V E F E E R F L E M L P E P V K

400 500 600 700 800
0.0

50%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

10%

20%

b7+1
b13+2y6+1y11+2b12+2y10+2b9+2b8+2y3+1

b13+1

y18+2
b9+1

b18+2y17+2y16+2b16+2b8+1
y14+2

b14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| transposase (muA) [Haemophilus influenzae Rd]
1574318

1.5074

883.8024+2
365.120 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| trigger factor (tig) [Haemophilus influenzae Rd]
1573715

2.5109

1,069.1193+3
363.396 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| trigger factor (tig) [Haemophilus influenzae Rd]
1573715

1.9774

812.2249+3
839.382 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| tRNA delta(2)-isopentenylpyrophosphate transferase (
1573017

1.5672

923.4166+3
707.005 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| tryptophan synthase beta subunit (trpB) [Haemophilus
1574269

1.0676

656.2647+1
2,208.245 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| tryptophan synthase beta subunit (trpB) [Haemophilus
1574269

1.1247

657.3967+1
489.778 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| type II restriction enzyme, putative [Haemophilus in
1574072

1.6371

1,112.2473+2
866.487 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| type I restriction enzyme (hsdR) [Haemophilus influe
1574743

1.6491

594.0383+3
1,192.196 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| UDP-MurNAc-pentapeptide synthetase (murF) [Haemophil
1574689

1.5436

1,291.4652+3
22.065 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| UDP-N-acetylenolpyruvoylglucosamine reductase (murB)
1573234

1.5451

343.1922+3
2,290.190 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| UDP-N-acetylglucosamine--N-acetylmuramyl-(pentapepti
1574693

1.6345

530.1429+2
943.164 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| UDP-N-acetylglucosamine pyrophosphorylase (glmU) [Ha
1573640

3.0052

507.6334+2
2,001.560 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| UDP-N-acetylglucosamine pyrophosphorylase (glmU) [Ha
1573640

1.5571

769.1769+2
1,522.642 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| UDP-N-acetylmuramoylalanine--D-glutamate ligase (mur
1574691

1.5767

945.8782+3
572.252 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| UDP-N-acetylmuramoylalanine--D-glutamate ligase (mur
1574691

1.513

938.1392+3
459.250 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| UDP-N-acetylmuramyl-tripeptide synthetase (murE) [Ha
1574688

2.1184

625.0942+3
483.588 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| undecaprenyl-phosphate galactosephosphotransferase (
1573890

1.5775

857.7112+3
0.023 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| uridylyl transferase (glnD) [Haemophilus influenzae
1574572

1.5973

883.7926+3
647.281 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| uroporphyrin-III C-methyltransferase (hemX) [Haemoph
1573595

1.6847

1,358.2124+2
194.597 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| virulence associated protein C (vapC) [Haemophilus i
1573972

1.7366

437.8359+3
749.615 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| virulence-associated protein (vacB) [Haemophilus inf
1573876

1.0942

1,916.1667+1
506.250 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| zinc protease, putative [Haemophilus influenzae Rd]
1574200

1.563

550.3224+2
2,135.751 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

.1| zinc-type alcohol dehydrogenase [Haemophilus influen
1573000

1.6689

874.1754+2
802.435 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

3-dehydroquinate dehydratase (EC 4.2.1.10) - Haemophilus influenzae (strain Rd KW20)
1573993

1.7105

1,146.0632+3
506.121 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Acetyl-CoA acetyltransferase
1574764

1.8832

829.2574+2
373.898 ppm

A V A T N L S D L A A M G A Q P K

300 400 500 600 700
0.0

5%

10%

15%

800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500 1,600
0.0

2.0

4.0

y14+2

y14+2y13+2
b7+1b14+2y6+1

b13+2

y12+2

b12+2b6+1y11+2b11+2

y10+2

y5+1b10+2

y9+2

y8+2
y3+1

b4+1b7+2b6+2y5+2
y2+1

b12+1y11+1

b11+1
b11+1

y10+1b10+1y9+1b9+1y16+2y8+1b8+1b16+2y15+2

b16+1
y15+1y14+1

b15+1y13+1b14+1y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Acetyl-CoA acetyltransferase
1574764

1.6084

828.8088+2
166.821 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Acetyl-CoA acetyltransferase
1574764

1.7816

829.7249+2
937.524 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

acriflavine resistance protein (acrB) [Haemophilus i
1573914

1.5685

770.1169+2
1,018.847 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

2.128

488.0489+2
94.339 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

1.0124

643.6077+1
327.437 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

2.9227

565.0629+2
76.882 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

2.8337

581.0798+2
675.286 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

2.2586

894.7994+2
744.433 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

1.6937

997.3037+1
852.974 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

3.3381

390.6789+3
543.404 ppm

H Q G V M V G M G Q K

150 200 250 300
0.0

20%

40%

60%

350 400 450 500
0.0

50%

100%

550 600 650 700 750
0.0

20%

40%

60%

b6+2

b3+1

y6+2

b5+2
y2+1b2+1

y5+2

y4+2b4+2
b3+2y1+1

y5+1

y10+2y10+2
b10+2

y4+1

y9+2y9+2b9+2y8+2y8+2

b4+1

b8+2y7+2

b7+2
y3+1

y7+1b7+1
b6+1

y6+1

b5+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

1.7993

1,160.4617+1
785.508 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

1.7111

1,160.3727+1
862.075 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

1.9397

472.4364+2
262.279 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

1.6378

997.3007+1
855.976 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

2.6292

487.7959+2
423.567 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

2.7173

580.2884+2
686.573 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

2.4953

999.4197+1
1,264.798 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

2.707

585.2184+2
821.310 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

1.5805

461.5729+2
33.026 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

2.5988

1,131.4287+1
1,074.972 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
0

4.0918

895.3564+2
122.761 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actinin alpha 1
0

2.676

724.8688+2
1,297.250 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actinin alpha 3
0

1.5029

571.6396+3
570.040 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actinin alpha 3
0

1.7248

1,045.7623+2
1,024.201 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actinin alpha 3
0

1.9169

408.8749+3
610.576 ppm

H R P D L I D Y A K

150 200 250 300
0.0

50%

350 400 450 500
0.0

5%

10%

550 600 650 700
0.0

50%

100%

b5+2
b4+2

b9+2b4+1
b8+2

y4+1y8+2

b7+2

b3+1

y3+1

b6+2

b6+1b5+1y5+1y9+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alanyl tRNA synthetase
1573826

1.8064

765.8049+2
605.162 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alanyl tRNA synthetase
1573826

2.1327

765.7419+2
522.900 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.8277

460.8544+2
356.418 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.3408

777.0914+2
262.928 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

3.155

940.1804+2
377.354 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.2822

739.9019+2
79.807 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

4.1003

526.2056+3
1,198.936 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.8464

507.3209+2
413.995 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

5.4034

784.5489+2
888.902 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.2257

1,723.7278+1
709.767 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.4596

558.1996+3
500.212 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

3.926

416.6629+3
489.090 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.0011

964.4229+2
446.964 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.6357

448.6699+2
772.756 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

5.86

1,013.3666+3
327.725 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

3.7727

941.6954+2
1,232.568 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.6374

636.0686+3
58.965 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.5235

1,398.5508+1
761.624 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

3.4969

575.0689+3
147.147 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

4.8956

722.0804+2
463.760 ppm

Y I C D N Q D T I S S K

250 300 350 400 450 500 550
0.0

5%

10%

15%

600 650 700 750 800 850 900 950
0.0

50%

100%

1,000 1,050 1,100 1,150 1,200 1,250 1,300
0.0

20%

40%

b9+2

b4+1

y5+1

b8+2y9+2b7+2y8+2

b3+1y4+1

y3+1

b2+1

y5+2
y2+1

y4+2

b7+1
y8+1

b6+1y7+1b5+1
y6+1
b11+2y11+2b10+2

y10+2

b11+1y11+1b10+1

y10+1

b9+1b8+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.9002

778.4244+2
1,450.882 ppm

D D P H A C Y S T V F D K

300 400 500 600
0.0

2.0

4.0

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400
0.0

1.0

2.0

3.0

y10+2

y5+1b10+2

b5+1

y8+2y4+1
b8+2

b4+1
b7+2

y3+1

b3+1b5+2y2+1y4+2b2+1

y8+1b8+1b7+1y12+2b6+1
y11+2

b11+2

b12+1y11+1b11+1y10+1b10+1

y9+1

b9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

4.3497

1,123.6609+2
429.223 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

3.8889

598.8299+3
315.444 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.7226

1,162.3407+1
845.987 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.6319

506.9958+2
226.254 ppm

Q T A L V E L L K

150 200 250 300 350
0.0

0.5

1.0

400 450 500 550 600
0.0

50%

100%

650 700 750 800 850
0.0

0.5

1.0

1.5

y3+1

y2+1

b2+1

y1+1

y5+1
y4+1y8+2b4+1y7+2

b8+1

y7+1
y6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

4.2468

1,228.9474+2
309.327 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

4.3359

1,568.6548+1
606.505 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.2605

379.0319+2
223.758 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

3.9036

652.4233+2
488.858 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.107

652.9854+2
371.460 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

3.1026

525.7302+3
295.107 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

3.4245

940.1758+2
382.136 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.6337

739.9689+2
170.305 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

3.7957

598.8356+3
324.904 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

5.1173

953.7054+2
357.462 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.9668

944.3054+2
270.109 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.3553

1,398.4227+1
853.012 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.4737

831.1332+3
237.941 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

3.5457

526.0916+3
982.169 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.6375

757.2059+2
1,775.508 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

4.7915

473.5542+3
778.205 ppm

S L H T L F G D E L C K

150 200 250 300 350 400
0.0

50%

100%

450 500 550 600 650
0.0

50%

700 750 800 850 900 950
0.0

20%

40%

60%

b7+2

y6+2

b6+2

b3+1

y5+2y2+1

b5+2
y4+2y3+2b2+1b3+2y2+2

y1+1

y11+2

y5+1b11+2

y10+2
b10+2

b5+1

y4+1

y9+2y9+2

b9+2

b4+1

b8+2

y7+2

y3+1

b8+1y7+1
b7+1

y6+1

M+2

b6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

4.3343

1,568.5847+1
561.882 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.9341

783.6459+2
262.362 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.7698

757.3117+1
767.149 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

3.6556

941.6869+2
1,223.536 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

4.6898

473.5252+3
716.961 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.7256

507.4594+2
686.840 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

4.957

740.4673+2
843.639 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.659

1,566.6107+1
696.476 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.6954

739.6494+2
261.249 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.0529

423.3399+2
397.960 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.4874

424.8519+2
3,167.975 ppm

L S Q K F P K

150 200 250 300 350
0.0

5%

10%

15%

400 450 500 550 600
0.0

50%

100%

650 700 750 800 850
0.0

5%

10%

b6+2b3+1

y5+2

y2+1

b2+1

b3+2
y1+1

b5+1y4+1b4+1y3+1

y6+1
b6+1

y5+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.5669

299.6786+3
1,113.697 ppm

L C V L H E K

100 120 140 160 180 200 220
0.0

1.0

2.0

240 260 280 300 320 340 360 380
0.0

10%

20%

30%

400 420 440 460 480 500 520
0.0

50%

100%

y3+2

y1+1

b6+2b3+1

y5+2

b5+2y2+1
b2+1

y4+2
b4+2

y4+1y3+1

y6+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

3.7751

582.3134+2
1,117.369 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.8954

699.1034+2
1,007.229 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

4.3203

783.9114+2
76.133 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

5.796

1,246.4403+2
29.826 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.6662

299.5509+3
687.688 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

2.3966

449.0014+2
35.304 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.9184

921.3977+1
693.346 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

5.4619

642.4592+3
314.055 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

3.1519

571.0399+2
275.153 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

4.5086

627.0666+3
68.430 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

1.7117

506.9354+2
345.439 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
0

5.8963

1,022.8214+2
163.758 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Aldehyde dehydrogenase 8 family member A1
0

1.4884

633.3618+1
662.897 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.9123

522.4614+2
219.613 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

3.1204

709.5198+2
369.028 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

7.3878

1,305.2273+3
124.488 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.2893

980.5978+2
1,000.402 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

1.1777

1,495.4097+1
783.759 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

3.0273

593.1534+2
801.011 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

5.5745

930.8506+3
183.174 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

5.8181

898.7313+3
313.408 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

3.8927

979.0209+2
608.583 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

5.4426

898.8549+3
175.901 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

1.7488

549.3249+2
432.675 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

3.6374

708.2643+2
9.009 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

1.9609

481.3419+3
286.657 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

4.8133

1,363.3038+2
459.289 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

3.6616

908.9966+3
319.305 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

1.8215

701.4926+3
518.349 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

6.7342

1,348.3589+2
119.194 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

6.4262

899.1919+3
198.814 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

6.7478

899.1956+3
202.891 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

5.1246

898.8339+3
199.252 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.5132

444.1284+2
309.757 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

5.4139

746.8699+3
87.306 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

4.0214

707.9313+2
478.834 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.2332

1,153.3907+1
823.664 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

3.5655

909.2872+3
0.242 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.5075

1,958.9657+1
137.213 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.1473

741.1806+3
80.144 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

5.1161

979.6694+2
53.070 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

8.5949

1,235.5850+3
437.971 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

3.4296

979.0159+2
613.684 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

3.678

980.8779+2
1,286.081 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

3.8267

979.3464+2
276.481 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.1132

1,234.3236+3
583.038 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

4.3745

979.3669+2
255.565 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

1.9912

1,495.5358+1
699.624 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

4.9443

709.9919+2
295.494 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

4.8065

909.0309+3
281.560 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

4.8211

829.6852+3
532.121 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

3.6524

600.8124+2
240.472 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

5.0634

1,051.2924+2
381.198 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

1.4896

887.3457+1
715.004 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

3.1877

708.5193+2
350.767 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.9128

473.1712+3
2,096.739 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

1.5795

1,495.4537+1
754.378 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.044

701.5459+3
594.380 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

5.8638

1,119.6483+2
498.483 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

4.5399

908.9999+3
315.640 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

4.6438

709.8298+2
67.417 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

4.0593

851.2999+3
403.786 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

4.8978

931.0862+3
69.862 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

6.4958

899.1469+3
148.778 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

7.8488

1,235.7520+3
573.152 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

3.0723

592.6744+2
6.499 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.6293

1,161.3247+1
933.677 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

6.2411

1,106.7573+2
66.696 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.2695

1,200.5038+1
691.874 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

4.7446

899.4066+3
437.505 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.8331

979.5264+2
92.830 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.8439

444.0719+2
182.646 ppm

A D V T L G G G A K

150 200 250 300 350
0.0

5%

10%

15%

400 450 500 550
0.0

50%

100%

600 650 700 750 800
0.0

50%

y8+2

y4+1

b3+1

y3+1
y2+1

b2+1

y1+1

b6+1

y6+1
b5+1

y9+2

y5+1

b4+1

y9+1b9+1

y8+1

b8+1b7+1

y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.9297

1,202.5657+1
1,023.111 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

1.9946

1,200.5107+1
686.052 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.2869

1,112.4308+1
753.152 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

3.9516

747.9039+2
517.999 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

4.8348

710.3069+2
738.977 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

3.957

909.1076+3
197.276 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

4.0954

1,261.9174+2
89.871 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

2.5248

580.7673+2
1,114.517 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

1.774

701.2956+3
237.508 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

3.2914

851.0696+3
133.217 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

7.0591

899.9456+3
1,036.828 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

7.2982

931.0769+3
59.841 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALKALINE PHOSPHATASE PRECURSOR (EC 3.1.3.1) (APASE) - Esch
0

7.6732

1,234.9266+3
94.929 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

alpha-actin (aa 40-375) [Mus musculus]
0

4.0462

505.6579+3
853.208 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

alpha-actin (aa 40-375) [Mus musculus]
0

2.8524

757.5854+2
335.567 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase)
0

3.8341

920.3589+2
694.908 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

1.8669

495.3943+3
360.386 ppm

D I N V Y G D V V I N H K

150 200 250 300 350 400
0.0

10%

20%

450 500 550 600 650
0.0

50%

100%

700 750 800 850 900 950
0.0

0.2

0.4

y7+2y3+1y6+2
b3+1

y5+2b5+2y4+2

b2+1

y3+2y1+1

y12+2b12+2b6+1

y11+2

y5+1b5+1
y10+2

y9+2

y4+1b9+2
b4+1y8+2b8+2

y8+1b8+1
y7+1

y6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

1.6744

326.2539+3
1,590.359 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

3.7682

927.3744+2
679.068 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

3.6509

1,324.0488+2
305.915 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

1.5334

852.1586+3
542.903 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

3.0453

533.0892+3
392.968 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

3.6584

859.5939+3
358.227 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

2.3053

695.9886+3
361.155 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

5.9334

1,044.6449+2
995.188 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

4.4082

618.8639+3
313.384 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

5.0688

928.2089+2
219.686 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

4.8814

1,266.7034+2
492.522 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

2.4445

742.6609+2
218.766 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

1.8679

743.3239+2
673.169 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

1.8252

748.0389+3
320.272 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

5.1564

1,267.0104+2
250.376 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

2.2203

852.7192+3
114.418 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

2.1784

844.9022+3
20.164 ppm

G T S Q A D V G Y G A Y D L Y D L G E F H Q K

300 400 500 600 700
0.0

5%

800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500 1,600
0.0

1.0

2.0

b8+1
y11+2

b13+2
y10+2y4+1

b10+2

b5+1
y7+2b4+1y6+2

y21+2b12+1y20+2y20+2y9+1

y19+2

b20+2

y18+2

b11+1

b19+2y17+2

y16+2

y16+2b18+2
y15+2b9+1y7+1

y14+2

y13+2y12+2y6+1

M+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

3.142

678.8686+3
230.118 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

3.9702

844.8303+3
65.020 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

1.5251

629.1249+3
287.227 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

3.6989

928.6584+2
703.795 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

3.2355

533.0806+3
376.715 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

2.6912

719.5632+3
223.688 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

7.4845

1,099.2333+3
47.087 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

5.2768

679.6046+3
853.253 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

5.4481

852.9816+3
421.975 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

5.2724

928.3489+2
370.465 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

1.9843

845.3326+3
529.301 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

2.0331

719.4386+3
50.477 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

5.837

1,043.7089+2
98.730 ppm

E G D S S V A N S G L A A L I T D G P G G A K

300 400 500 600 700 800
0.0

50%

100%

900 1,000 1,100 1,200 1,300 1,400
0.0

20%

40%

60%

1,500 1,600 1,700 1,800 1,900
0.0

10%

20%

30%

y19+2b9+1
b18+2

y9+1

y18+2b8+1y17+2b16+2y16+2

y8+1

b15+2y15+2b7+1b14+2b14+2y14+2

y7+1

y13+2b13+2b6+1b12+2y12+2b11+2y11+2

y6+1

b5+1y10+2b10+2
y5+1b9+2y9+2b4+1b8+2y8+2y8+2y4+1b7+2b3+1y7+2

b15+1y15+1
b14+1

y14+1

y13+1
b13+1

b12+1

y12+1

b11+1

y11+1

y22+2b22+2b22+2b21+2

y10+1

b20+2b10+1y20+2

b22+1b21+1b20+1b19+1y19+1
b18+1y18+1

b17+1

y17+1

b16+1

y16+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

5.3946

852.7619+3
164.440 ppm

L Q N D S A Y L A E H G I T A V W I P P A Y K

300 400 500 600 700
0.0

50%

100%

800 900 1,000 1,100 1,200
0.0

50%

1,300 1,400 1,500 1,600 1,700
0.0

2.0

4.0

y13+2
b13+2
b13+2

y6+1

y12+2b12+2y11+2b6+1b11+2

y5+1

y10+2b5+1b10+2y9+2b9+2b9+2y8+2y4+1b4+1b8+2y7+2y3+1b3+1b3+1y2+1b2+1

b22+2

y21+2

y10+1b21+2b10+1y20+2b20+2b20+2

y9+1

b19+2y18+2

b18+2

b9+1

y8+1

y17+2

b17+2

b8+1y16+2

y7+1

b16+2
y15+2

b15+2

b7+1y14+2
b14+2

b16+1

y15+1

b15+1

y14+1
b14+1

y13+1

b13+1

y12+1b12+1
y11+1b11+1

y22+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

2.5437

488.3489+2
519.611 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

1.9996

308.6582+3
1,045.459 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

1.3126

711.3777+1
723.060 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

6.4469

902.6339+3
8.343 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

5.4528

1,278.3994+2
416.676 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-amylase precursor (EC 3.2.1.1) (1,4-alpha-D-glucan glucanohydrolase) (BLA)
0

3.3827

928.6069+2
648.330 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-S2 casein precursor [Contains: Casocidin-I]
0

1.5747

415.8752+3
1,002.812 ppm

I T V D D K H Y Q K

150 200 250 300 350
0.0

5%

10%

15%

400 450 500 550
0.0

50%

100%

600 650 700 750 800
0.0

1.0

2.0

3.0

b4+2

y1+1

y4+1b9+2b5+1b8+2y7+2b4+1b7+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-S2 casein precursor [Contains: Casocidin-I]
0

1.5992

416.0249+3
1,362.766 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-S2 casein precursor [Contains: Casocidin-I]
0

1.7943

381.0899+2
293.959 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-S2 casein precursor [Contains: Casocidin-I]
0

4.7222

1,355.0254+2
18.550 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Aminopeptidase N
1574460

1.7488

372.4772+3
1,999.773 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

antigen [Haemophilus influenzae Rd]
1574504

1.503

558.1678+2
135.509 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

anti-human erbB-2 receptor bifunctional single-chain antibody-phosphatase fusion protein [synthetic construct]
0

2.0461

1,183.4647+1
675.288 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ATP-dependent DNA helicase (recQ) [Haemophilus influ
1573732

1.7613

857.8669+3
1,054.463 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ATP-dependent DNA helicase (rep) [Haemophilus influe
1573648

2.1758

785.5156+3
59.876 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

bacterioferritin comigratory protein - Haemophilus influenzae (strain Rd KW20)
1573220

1.572

766.9702+3
134.641 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.0612

417.4816+3
12.446 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.7666

755.2249+3
61.790 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

6.9163

1,042.7533+3
35.010 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.3419

802.8329+2
536.931 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.0265

812.9778+2
670.138 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.2644

729.5934+2
1,065.733 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.4662

803.0923+2
860.132 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.3383

803.0926+3
231.586 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

5.5298

1,063.5776+3
346.063 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.0471

533.2979+2
487.743 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.6899

650.4728+2
1,189.020 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.7788

728.6078+2
228.349 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.8626

435.1039+2
273.612 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.9172

869.3867+1
669.008 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.1739

737.3129+2
2,029.553 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

5.115

581.1472+3
292.751 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.3609

802.9952+3
110.411 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.3811

592.4476+3
654.197 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.3057

592.6709+3
1,031.197 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.2545

668.9409+3
307.765 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.937

697.0508+2
340.861 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.7255

944.4904+2
1,140.488 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

5.1533

945.3824+2
197.643 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.2756

824.4016+3
189.414 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.3074

824.6719+3
138.305 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.7795

824.3926+3
200.325 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.8241

709.3407+1
731.739 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.1473

400.6454+2
291.884 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.153

1,565.0438+2
549.132 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.8025

1,223.7213+2
13.931 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.6629

593.0109+2
2,210.728 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

5.899

872.9304+2
1,679.841 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.9263

1,742.8378+1
53.591 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.645

592.5399+3
810.061 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.4829

669.4606+3
1,084.464 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.6112

949.2006+3
172.928 ppm

V T V S L W Q G E T Q V A S G T A P F G G E I I D E R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.0464

802.7909+2
484.621 ppm

A V L E A E V Q M C G E L R

300 400 500 600
0.0

10%

20%

700 800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500
0.0

5%

10%

15%

y11+2

b12+2b12+2

y5+1

b6+1
b11+2y9+2b5+1

y4+1

y4+1

y7+2

b8+2b4+1

y2+1

b5+2

y8+1
b9+1

y7+1

b8+1y13+2

y6+1

y12+2
b13+2

b7+1

y13+1

b13+1

y11+1

b12+1y10+1
b11+1

b10+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.0235

824.4906+3
81.522 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.4068

841.3046+3
464.095 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.8867

949.3182+3
49.029 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.8542

824.8946+3
408.239 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.5107

730.1389+2
1,870.987 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.294

400.5979+2
173.440 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.6327

712.4753+2
259.767 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.8989

803.3154+2
1,137.874 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.9657

878.7629+2
217.128 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.4882

1,743.7997+1
498.034 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.5803

801.9609+3
1,177.287 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

6.4361

949.2646+3
105.539 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.8535

824.6189+3
74.054 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.3047

668.8549+3
179.229 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.9745

872.8359+2
1,571.466 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.1626

825.5482+3
1,200.664 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

5.6113

945.4004+2
178.617 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.3087

944.1058+2
1,546.905 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.0261

824.6816+3
150.023 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.5569

531.9858+2
211.856 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.1653

753.5264+2
385.645 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.1876

540.9449+2
1,170.982 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

6.5155

755.2816+3
136.794 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

6.046

1,042.7632+3
25.424 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.9508

541.8989+3
510.839 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.9758

822.7112+3
584.695 ppm

I D G S G Q M A I T V D V E V A S D T P H P A R

300 400 500 600 700

800 900 1,000 1,100

1,200 1,300 1,400 1,500

b7+1y6+1b13+2b12+2
y5+1b9+2b5+1y3+1y5+2

y22+2
y22+2

y21+2
y21+2

b21+2b21+2y10+1

y20+2y19+2

b10+1

y18+2

y9+1

b18+2

b18+2

y17+2
y17+2

y8+1b9+1

y16+2
b17+2

y15+2
y15+2

y7+1
b15+2

y14+2b14+2

y13+1y11+1
y23+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.8651

728.7089+2
147.041 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.9853

871.8214+2
408.008 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.2898

592.7283+3
1,127.979 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.4603

948.7639+3
632.722 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.5887

669.1459+3
614.160 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.4118

872.7958+2
1,525.593 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

6.9958

1,063.2406+3
29.198 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

6.0024

946.0909+2
551.242 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.3357

735.4597+1
563.360 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

6.4861

1,042.3719+3
400.578 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.8462

878.5453+2
464.440 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.3583

803.3144+2
1,136.628 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.7479

1,742.8058+1
71.941 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

5.7752

719.1086+3
405.992 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.5498

802.6094+2
258.567 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.4865

592.3996+3
573.170 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.4427

1,423.4784+2
399.315 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.5511

1,002.5339+2
566.582 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.4625

949.3716+3
7.129 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.4873

824.9686+3
497.947 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.7835

822.4836+3
307.919 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.9512

824.8013+3
295.093 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.0131

792.1003+2
314.049 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.5414

1,427.5468+1
675.500 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.681

713.7513+2
2,049.906 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

6.5973

755.2446+3
87.821 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.6095

592.6779+2
1,648.423 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.16

1,001.8734+2
1,224.708 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.297

723.9019+2
749.389 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.0698

803.1448+2
925.520 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.1347

803.3073+3
498.837 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.1938

802.4949+2
115.960 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.4339

824.6789+3
146.791 ppm

A V V E L H T A D G T L I E A E A C D V G F R

400 500 600 700

800 900 1,000 1,100

1,200 1,300 1,400 1,500 1,600

b14+2b13+2

y5+1

y10+2
y9+2

y4+1

y7+2

y3+1

y2+1

b22+2b21+2

b20+2

y9+1b19+2b19+2y8+1
b18+2

b9+1

b17+2

b15+2b15+2

y6+1

b15+1y13+1

b13+1

b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.6148

434.8519+2
305.048 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.4475

813.6729+2
1,525.063 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.4413

841.3686+3
540.172 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.1995

697.3793+2
129.910 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.2202

945.6849+2
122.099 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.2046

803.0079+2
754.890 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.7658

481.5334+2
1,081.448 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.4246

502.7422+3
392.539 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.9495

1,066.3407+1
726.479 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.42

728.3813+2
538.930 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

5.3066

1,132.4553+2
275.287 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.2323

915.0139+3
36.159 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

5.2752

1,223.5583+2
119.216 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.7609

841.0249+3
131.653 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.3761

824.6202+3
75.670 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.2821

592.9956+3
1,579.254 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.9566

1,445.6667+1
726.719 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

6.4115

1,424.2108+2
114.882 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

4.1095

482.5522+3
647.850 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.6344

696.9904+2
427.563 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.5243

668.8346+3
148.838 ppm

I I F D G V N S A F H L W C N G R

200 250 300 350 400 450 500
0.0

5%

550 600 650 700 750 800 850 900
0.0

50%

100%

900 950 1,000 1,050 1,100 1,150 1,200 1,250
0.0

10%

20%

b5+1y8+2b4+1y7+2b8+2
b2+1

y15+2

y14+2y13+2b13+2y11+2b12+2

b6+1

b11+2b11+2y9+2

y16+2y7+1b9+1
b16+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

5.5457

946.0189+2
475.138 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.0261

812.3457+1
698.790 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.935

729.0679+2
402.412 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.043

871.3148+1
1,544.599 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.6199

671.0063+2
403.239 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.5484

632.6443+2
75.837 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

5.7149

1,243.0764+2
216.980 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.7664

541.9902+3
679.364 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.7046

1,362.6177+1
783.130 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

6.0734

1,261.2954+2
60.125 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

2.7498

680.6188+2
229.671 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.1475

802.7869+2
479.639 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

3.1743

802.5034+2
126.547 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.6455

736.1609+2
465.021 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

1.8357

824.5356+3
26.969 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

7.0091

1,145.2552+3
10.609 ppm

L T A A C F D R W D L P L S D M Y T P Y V F P S E N G L R

400 500 600 700 800
0.0

20%

40%

60%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

2.0

4.0

6%

b15+2y14+2b14+2b13+2b7+1

y7+1

b12+2
y12+2b11+2

y11+2
b10+2y10+2y5+1b9+2b5+1y9+2b8+2y4+1b7+2y7+2b4+1y3+1

b24+2

b23+2
y12+1

b11+1

b22+2

y22+2

y11+1
b21+2

y21+2
b10+1

b20+2y10+1y20+2b19+2b9+1
y19+2

b18+2

b18+2
y18+2

b17+2

y9+1

y17+2
b16+2y16+2b8+1

y8+1

y15+2

y17+1

b16+1

y16+1y16+1y15+1
b15+1

M+2M+2

y14+1

y28+2

b14+1

b28+2

y27+2y26+2b27+2

b13+1

b26+2

y13+1

y25+2

y25+2
b25+2y24+2

b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta galactosidase 1
0

5.6805

945.9269+2
377.894 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta-lactoglobulin [Bos taurus]
0

2.9165

301.4933+3
1,499.594 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta-lactoglobulin [Bos taurus]
0

1.9768

398.0829+3
714.793 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta-lactoglobulin [Bos taurus]
0

2.9948

301.3729+3
1,100.316 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta-lactoglobulin [Bos taurus]
0

5.0265

1,156.3484+2
413.007 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta-lactoglobulin [Bos taurus]
0

2.6042

771.3376+3
155.543 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta-lactoglobulin [Bos taurus]
0

2.8714

596.5533+2
241.334 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta-lactoglobulin [Bos taurus]
0

4.5529

771.3739+3
202.635 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta-lactoglobulin [Bos taurus]
0

2.1552

1,353.3253+2
521.548 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta-lactoglobulin [Bos taurus]
0

2.8137

532.9039+2
549.281 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta-lactoglobulin [Bos taurus]
0

5.3967

1,156.7859+2
34.981 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta-lactoglobulin [Bos taurus]
0

4.6606

1,354.1588+2
93.792 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta-lactoglobulin [Bos taurus]
0

4.7883

771.2809+3
82.098 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta-lactoglobulin [Bos taurus]
0

1.7758

337.0939+2
505.398 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

butyrate-acetoacetate CoA-transferase (EC 2.8.3.9) small chain - Haemophilus influenzae (strain Rd KW20)
1573784

1.5435

858.1592+3
1,011.578 ppm

A D I A I I H A Q K G D M N G N L A Y E L S A R

300 400 500 600 700
0.0

10%

20%

30%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600 1,700
0.0

10%

20%

30%

y13+2

b13+2

y12+2b12+2
y11+2

b6+1

y5+1

b11+2

b10+2y9+2b9+2y8+2

y4+1
y7+2

b7+2

y3+1

b6+2y2+1

y11+1b23+2y22+2

b22+2

y21+2b11+1y20+2y20+2y10+1b10+1y19+2b19+2y18+2b9+1y8+1y17+2b18+2y16+2b17+2

y15+2
y7+1b8+1b15+2y14+2b14+2

b14+1y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Calcium channel, voltage-dependent, alpha 1I subunit
1573185

1.5501

301.6824+2
507.641 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

carbonate dehydratase (EC 4.2.1.1) II - bovine (tentative sequence)
0

1.8221

501.0369+2
975.208 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

carbonate dehydratase (EC 4.2.1.1) II - bovine (tentative sequence)
0

1.7674

380.1749+3
594.461 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

2.1824

672.8119+2
691.908 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

4.7664

1,099.5049+2
218.946 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

3.9726

733.0922+3
340.336 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

1.8946

489.3269+2
403.681 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

5.5069

752.0126+3
305.856 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

1.8373

508.8054+2
465.963 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

4.1077

951.4095+3
336.309 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

1.6338

739.9352+3
589.068 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

1.6004

672.8664+2
611.021 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

3.1213

739.8383+3
457.958 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

1.1145

978.4398+1
622.035 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

5.3069

700.4769+3
1,080.613 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

3.3766

1,347.5157+1
712.107 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

5.0724

836.7519+3
177.759 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

3.7356

733.2142+3
506.734 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

5.0993

1,099.3358+2
65.277 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

5.7149

699.7516+3
44.506 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

5.2819

700.1246+3
577.320 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

6.1387

1,049.5863+2
5.461 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

3.0486

673.7919+2
762.569 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

2.6988

486.4439+2
244.771 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

4.2694

951.7592+3
703.828 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

6.2437

1,050.0433+2
440.665 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

2.0844

973.4787+1
361.922 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

1.738

740.0319+3
719.728 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

3.0554

506.3294+2
529.291 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

1.8399

509.1544+2
218.959 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

5.9832

700.0656+3
493.041 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

2.2402

695.1119+2
263.431 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

5.1818

700.1916+3
673.027 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

7.6462

837.0942+3
231.125 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbonic anhydrase II
0

5.4762

699.8046+3
120.214 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Casein alpha s1
0

5.1758

880.3969+2
468.786 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Casein alpha s1
0

4.9486

880.3428+2
407.456 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Casein alpha s1
0

3.2185

633.5034+2
372.137 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Casein alpha s1
0

3.2873

692.6464+2
481.289 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Casein beta
0

3.6653

729.2886+3
586.604 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Casein beta
0

4.8329

1,092.9319+2
328.558 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Casein beta
0

1.5187

741.6787+1
326.101 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Casein kappa
0

2.8836

624.7599+2
671.865 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Casein kappa
0

2.4868

660.2439+3
229.548 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

2.8464

524.4714+2
2,715.770 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

3.4864

437.1826+3
813.847 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

1.6644

372.3259+3
2,014.752 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

1.5205

426.0829+3
888.906 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

2.5886

699.4989+3
53.806 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

5.5776

871.7809+2
1,541.233 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

4.4874

730.0296+3
288.423 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

4.0494

426.4012+3
143.042 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

1.5305

523.2723+2
425.649 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

1.6825

469.0352+3
244.445 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

3.9866

580.7779+3
836.250 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

4.6247

1,601.9279+2
109.674 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

5.2704

1,601.8868+2
84.085 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

2.9715

437.1459+3
729.973 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

2.4237

559.2649+2
629.337 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

2.5017

481.0909+2
79.596 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

1.58

870.4394+2
0.947 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

3.5406

751.9164+2
740.560 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

4.433

1,259.3618+2
8.096 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

2.1084

414.5929+2
273.481 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

3.8735

669.0663+2
230.140 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

5.8882

912.1374+2
393.811 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

1.8707

617.2922+3
30.368 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

1.602

1,094.6034+2
114.231 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

3.2934

349.2319+3
1,524.869 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

3.9406

739.5508+2
278.827 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

1.8149

617.2329+3
126.431 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

3.8444

901.3829+2
702.926 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

4.5717

729.9769+3
216.292 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

3.9106

739.5554+2
272.748 ppm

F N S A N D D N V T Q V R

300 400 500 600
0.0

50%

100%

700 800 900 1,000
0.0

10%

20%

30%

1,100 1,200 1,300 1,400
0.0

20%

40%

y11+2

b11+2

y5+1

y10+2b5+1y9+2

y4+1

b9+2b4+1y7+2

y3+1

y6+2b3+1b6+2

y2+1

b5+2
b2+1

b4+2

b9+1

y8+1

b8+1

y7+1

b7+1

y6+1

y12+2
b12+2

b6+1

y12+1y12+1

b12+1

y11+1

b11+1

y10+1

b10+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

2.4867

617.1486+3
262.971 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

3.9972

1,601.4384+2
195.833 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

2.3718

436.9846+3
360.926 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

4.2685

740.0124+2
344.601 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

3.6704

669.2314+2
16.231 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

1.9338

327.9594+2
196.392 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

1.3404

962.7257+1
644.432 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

3.2796

348.9843+3
815.294 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

2.7023

349.0146+3
902.201 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

1.6149

926.1719+2
221.664 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

3.7491

526.4296+3
923.401 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

5.243

1,096.2203+2
1,362.168 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catalase
0

3.9418

729.8696+3
69.291 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cell division protein (ftsH) [Haemophilus influenzae
1574793

1.9023

1,012.8373+2
1,181.926 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cell division protein (ftsH) [Haemophilus influenzae
1574793

2.2931

1,012.9664+2
1,309.378 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chain A, Crystal Structure Of A Truncated Form Of Threonyl-Trna Synthetase With The Ligand Threonine
1574199

1.6941

791.0995+3
131.335 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chain A, Crystal Structure Of A Truncated Form Of Threonyl-Trna Synthetase With The Ligand Threonine
1574199

1.7258

790.7516+3
570.984 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chain A, Crystal Structure Of Horse Carbonmonoxyhemoglobin- Bezafibrate Complex At 1.55a Resolution: A Novel Allosteric Binding Site In R-State Hemoglobin
0

2.4101

520.7239+2
171.634 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chaperone protein htpG (Heat shock protein htpG) (High temperature protein G)
1573053

1.6612

1,368.2212+3
467.335 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

chaperonin (groES) [Haemophilus influenzae Rd]
1573527

1.5239

658.8429+3
188.781 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chromatin licensing and DNA replication factor 1
0

2.7595

386.6764+2
541.812 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chromatin licensing and DNA replication factor 1
0

1.7389

772.4027+1
685.673 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

citrate (pro-3S)-lyase (EC 4.1.3.6) beta chain - Haemophilus influenzae (strain Rd KW20)
1572968

1.7041

863.5589+3
349.544 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

citrate (pro-3S)-lyase (EC 4.1.3.6) gamma chain - Haemophilus influenzae (strain Rd KW20)
1572969

2.1143

1,124.4952+3
366.090 ppm

V A V A G T L E S S D V Q V R V Q P F D S L D I E I N S S V A K

400 500 600 700 800

900 1,000 1,100 1,200 1,300 1,400

1,500 1,600 1,700 1,800 1,900

b16+2y14+2

b15+2
y7+1

y12+2b7+1b10+2b9+2

b8+2

y12+1y23+2b23+2

b21+2

y10+1b20+2b11+1
y18+2

y9+1b18+2
y16+2

b18+1

y16+1

M+2

b31+2

b16+1
y28+2

y27+2

y26+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

[citrate (pro-3S)-lyase] ligase (EC 6.2.1.22) - Haemophilus influenzae (strain Rd KW20)
1572970

1.5256

701.1716+3
445.656 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

conserved hypothetical protein [Haemophilus influenz
1574800

1.5587

542.1252+3
1,548.613 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

conserved hypothetical protein [Haemophilus influenz
1573822

2.1805

640.6172+3
379.017 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

conserved hypothetical protein [Haemophilus influenz
1572979

1.5356

569.5949+3
503.818 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

conserved hypothetical protein [Haemophilus influenz
1574045

1.7247

687.0939+2
456.849 ppm

V V L F N T P A G D V N K

200 250 300 350 400 450 500 550
0.0

20%

40%

600 650 700 750 800 850 900 950
0.0

50%

100%

1,000 1,050 1,100 1,150 1,200 1,250 1,300 1,350
0.0

10%

20%

b5+1b11+2
y5+1

y10+2

b10+2
y4+1b4+1

y9+2

b9+2y8+2b7+2y3+1y7+2b6+2b6+2b3+1y6+2b5+2y5+2y2+1b4+2b2+1

y9+1
b9+1

b8+1
y8+1

b7+1y7+1b6+1y12+2
b12+2

y6+1

y12+1b12+1b11+1y10+1
b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

conserved hypothetical protein [Haemophilus influenz
1574807

1.7246

1,063.0715+3
104.092 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

conserved hypothetical transmembrane protein [Haemop
1573840

1.6845

744.7096+3
269.611 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

C reactive protein
1573982

2.1536

602.2632+3
102.750 ppm

Q E I G Q M V G C S R E T V G R

200 250 300 350 400 450 500
0.0

20%

40%

550 600 650 700 750 800 850
0.0

50%

100%

900 950 1,000 1,050 1,100 1,150 1,200
0.0

20%

40%

y9+2

b9+2

y8+2y4+1b4+1y7+2b3+1y3+1y5+2b5+2b2+1y4+2
b4+2y1+1

y15+2b15+2y7+1

b14+2
b7+1b13+2y13+2y6+1y6+1y12+2b12+2

y11+2

y5+1

b5+1

b10+2

b10+1y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

C reactive protein
1573982

1.5565

833.1359+3
1,113.831 ppm

M S N E L T E I D E V V T S S Q E E A T Q R

300 400 500 600 700
0.0

5%

10%

15%

800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500 1,600
0.0

2.0

4.0

6%

b6+1b11+2y5+1

b10+2

y9+2

b9+2

b8+2y7+2y6+2b6+2

b10+1b20+2b9+1y18+2b18+2y8+1b16+2y7+1b7+1y14+2y13+2

y13+1

b12+1
y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cysteinyl-tRNA synthetase
1573026

1.7454

686.7699+3
481.135 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cytochrome C
0

1.5368

584.9529+2
1,364.214 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cytochrome C
0

1.6398

402.9689+2
33.905 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c - bovine
0

6.0952

1,005.7239+2
603.573 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c - bovine
0

2.4156

482.4944+2
902.463 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c - bovine
0

1.7141

482.4744+2
861.018 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c - bovine
0

6.1863

1,005.7214+2
601.087 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c [Mus musculus]
0

1.6616

389.5354+2
82.627 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c [Mus musculus]
0

2.7534

453.4259+2
360.565 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c [validated] - pig
0

2.5763

435.9486+3
1,052.064 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c [validated] - pig
0

1.3992

1,455.3877+1
776.397 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c [validated] - pig
0

2.7403

1,068.8138+2
364.109 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c [validated] - pig
0

3.0167

435.4172+3
167.077 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c [validated] - pig
0

4.1893

728.1044+2
213.114 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c [validated] - pig
0

1.6442

566.5023+3
418.502 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c [validated] - pig
0

3.5722

728.0079+2
345.531 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c [validated] - pig
0

1.5994

566.5463+3
496.158 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c [validated] - pig
0

3.0678

727.9698+2
397.674 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytochrome c [validated] - pig
0

5.8944

1,069.2318+2
26.652 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cytokine inducible SH2 containing protein
0

1.3769

613.3067+1
725.681 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dihydrofolate reductase
1573919

1.6768

771.9946+3
996.179 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dihydrolipoamide s-succinyl transferase
1574511

1.698

739.9003+3
320.367 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dihydrolipoamide s-succinyl transferase
1574511

1.7496

789.6299+3
1,098.502 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dihydroorotate dehydrogenase
1574236

1.6461

1,165.4219+2
563.329 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dihydroorotate dehydrogenase
1574236

1.5771

914.8862+3
211.826 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dihydroxy-acid dehydratase (EC 4.2.1.9) - Haemophilus influenzae (strain Rd KW20)
1573744

1.5197

444.0388+2
1,063.580 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA gyrase B subunit [Serratia rubidaea]
1573554

1.7465

440.6053+3
250.194 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA repair protein (recN) [Haemophilus influenzae Rd
1573019

1.9102

886.8464+2
410.063 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA topoisomerase I
1574197

1.7674

598.1979+3
866.159 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DOPA decarboxylase
1573971

2.6162

885.3992+3
69.992 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dTDPglucose 4,6-dehydratase (EC 4.2.1.46) - Haemophilus influenzae (strain Rd KW20)
1573891

1.6254

645.7819+3
2.698 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dTDPglucose 4,6-dehydratase (EC 4.2.1.46) - Haemophilus influenzae (strain Rd KW20)
1573891

1.694

708.1776+3
542.651 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

enolase; phosphopyruvate hydratase [Escherichia coli]
1573953

1.8177

804.1733+2
1,561.489 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

expressed sequence AW494914 [Mus musculus]
0

1.7199

338.7944+2
299.706 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

fdhE protein (fdhE) [Haemophilus influenzae Rd]
1572952

1.7505

879.1719+3
526.389 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ferrochelatase
1574087

1.9186

1,002.9049+3
790.731 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ferrochelatase
1574087

1.6953

1,002.1152+3
2.993 ppm

G L L P F D F I H S Y H I D E N Y I N A L A D S I K

300 400 500 600 700 800
0.0

5%

10%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

0.5

1.0

1.5

y8+1

b14+2b7+1b13+2y13+2b12+2y12+2y12+2y6+1
b6+1

y11+2

b10+2y5+1b5+1y9+2y4+1y4+1b8+2y8+2
b4+1y7+2b6+2b3+1

y24+2y24+2b24+2y23+2y12+1b23+2y22+2b11+1b22+2y21+2b21+2y11+1y20+2b20+2b20+2b19+2b10+1

y19+2

y10+1

b9+1
b16+2

y9+1y16+2b8+1

b15+2

b15+1y14+1b13+1M26+2y25+2y13+1
b25+2
b25+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

formate dehydrogenase (EC 1.2.1.2), nitrate-inducible, beta chain - Haemophilus influenzae (strain Rd KW20)
1572950

1.7993

632.6859+3
1,056.170 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Frataxin
1573849

1.8998

535.6739+3
175.625 ppm

V Y G A E A E A Q E A A A K A K

200 250 300 350 400 450

500 550 600 650 700 750

800 850 900 950 1,000

y9+2y4+1y8+2y8+2b8+2y7+2
b6+2b2+1b5+2y2+1y4+2

y15+2b15+2y14+2

b6+1

b11+2
y6+1b10+2

b5+1
y10+2

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Frataxin
1573849

1.5369

744.9313+2
178.002 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Frataxin
1573849

1.5185

745.1789+2
510.082 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FUMARATE HYDRATASE (fumC) [Rickettsia prowazekii]
0

1.5071

627.3927+1
678.581 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FUMARATE HYDRATASE (fumC) [Rickettsia prowazekii]
0

1.7337

629.4077+1
2,525.799 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FUMARATE HYDRATASE (fumC) [Rickettsia prowazekii]
0

1.5025

627.3987+1
669.040 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FUMARATE HYDRATASE (fumC) [Rickettsia prowazekii]
0

1.6772

627.3587+1
732.650 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Galactose mutarotase (aldose 1-epimerase)
1573831

1.6502

790.7283+3
633.333 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

gamma-aminobutyrate aminotransferase (EC 2.6.1.-) - Haemophilus influenzae (strain Rd KW20)
1573974

1.6587

878.5452+3
92.431 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glucoamylase precursor (EC 3.2.1.3) (Glucan 1,4-alpha-glu
0

1.6206

1,123.3219+2
1,020.166 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glucoamylase precursor (EC 3.2.1.3) (Glucan 1,4-alpha-glu
0

1.6713

432.1354+2
1,451.453 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glucoamylase precursor (EC 3.2.1.3) (Glucan 1,4-alpha-glu
0

1.9757

495.7609+3
1,098.128 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glucoamylase precursor (EC 3.2.1.3) (Glucan 1,4-alpha-glu
0

1.5039

854.8923+2
531.147 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glucoamylase precursor (EC 3.2.1.3) (Glucan 1,4-alpha-glu
0

5.0859

1,074.2629+3
168.258 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glucoamylase precursor (EC 3.2.1.3) (Glucan 1,4-alpha-glu
0

3.9725

842.7754+2
416.536 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glutamate ammonia ligase
1573882

2.0463

579.9006+3
1,650.093 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glutamate dehydrogenase 2
1573147

1.5869

775.7142+3
186.912 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glutaminyl tRNA synthetase
1574816

2.5153

670.6042+3
781.072 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glutathione reductase
1573119

1.5795

833.2363+3
397.140 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

4.2252

881.6154+2
360.807 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

1.9348

882.4974+2
638.697 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

5.155

1,137.8129+2
810.747 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.3936

759.6499+3
648.121 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.9265

1,137.9639+2
678.202 ppm

W G D A G A E Y V V E S T G V F T T M E K

400 500 600 700 800 900

1,000 1,100 1,200 1,300 1,400

1,500 1,600 1,700 1,800 1,900

y8+1

b8+1

y6+1

b7+1

y5+1

b11+2y4+1b4+1y3+1

y13+1

b13+1

y12+1

b12+1

y11+1

b11+1

y10+1

b10+1
y9+1b19+2y18+2

b9+1

y17+1y16+1

y15+1

b16+1

y14+1

b15+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.8046

1,138.3153+2
369.663 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

5.9114

790.3102+3
488.354 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.3148

1,763.6927+1
99.033 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

4.8464

882.1544+2
250.001 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.7633

881.7563+2
201.023 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.7564

758.9696+3
247.652 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

7.2789

1,139.7354+2
876.782 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

4.5799

1,137.8319+2
794.069 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.5359

1,137.4753+2
1,106.997 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.4028

759.1052+3
69.024 ppm

W G D A G A E Y V V E S T G V F T T M E K

300 400 500 600
0.0

5%

10%

15%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400 1,500
0.0

2.0

4.0

b12+2y11+2

y5+1

b11+2

b6+1y10+2

b10+2

y4+1

y9+2b5+1b9+2b4+1
y7+2

y3+1

y6+2b3+1b7+2b6+2
y2+1

b5+2

b20+2
b20+2b10+1y19+2y9+1b19+2y18+2b9+1b18+2y17+2

y8+1b17+2

y15+2
y7+1

b8+1b16+2
y14+2b15+2M+3y6+1y6+1y13+2b7+1b13+2

y12+2

b15+1

y13+1

b14+1

b13+1y12+1b12+1
y11+1

b11+1
y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

4.5944

882.2014+2
303.262 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.8656

1,370.5458+1
741.476 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.1736

516.3824+2
544.866 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.3047

910.6034+2
661.281 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.2935

587.8403+3
196.490 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.8324

881.4299+2
571.021 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.3275

881.6313+2
342.676 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.7901

758.9952+3
213.857 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

5.7427

1,138.5383+2
173.919 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

4.7869

1,137.8513+2
776.952 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.7815

1,137.5798+2
1,015.269 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

8.3504

873.2892+3
324.909 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

5.4368

1,138.2544+2
423.208 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

5.4143

1,138.3854+2
308.219 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.9367

685.1199+2
518.206 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.5881

588.3169+3
613.766 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.267

977.8732+3
252.360 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.6248

881.6498+2
321.711 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.3789

758.9016+3
337.185 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

5.1493

1,138.2623+2
416.185 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

6.2672

1,139.3453+2
534.448 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

6.0365

1,139.1204+2
336.948 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

1.5197

759.2106+3
69.665 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.1762

872.8079+3
226.231 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

5.3317

1,138.3729+2
319.191 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.3097

758.9553+3
266.524 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.3328

684.5164+2
362.471 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

5.3169

910.0364+2
38.550 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.97

1,819.6747+1
180.010 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.2238

738.2649+3
545.531 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.8909

759.0519+3
139.246 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

4.5985

1,137.8429+2
784.413 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.6095

758.8173+3
448.224 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

4.9146

1,138.2324+2
442.519 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

6.5195

1,139.4438+2
620.909 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

6.7966

1,139.0498+2
275.065 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.0146

758.5499+3
800.213 ppm

W G D A G A E Y V V E S T G V F T T M E K

300 400 500 600
0.0

5%

10%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400 1,500
0.0

2.0

4.0

6%

y11+2

y5+1

b11+2b6+1
y10+2b10+2

y4+1

b5+1

b4+1

y7+2

y3+1

b3+1
y2+1

b20+2
b20+2b10+1y9+1y9+1y18+2b9+1b18+2

y8+1

y16+2y16+2

b17+2

y7+1
b8+1b16+2y14+2b14+2b7+1

y12+2

b14+1

y12+1y11+1

b11+1y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

1.2183

868.3907+1
724.631 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

1.7352

516.6589+2
1,080.091 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.4874

908.7784+2
1,343.101 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

4.1371

789.8356+3
112.292 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.2544

882.0724+2
157.076 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.9397

881.6009+2
377.239 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.9967

881.7324+2
228.220 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

5.0415

1,137.9548+2
686.102 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.2319

758.5889+3
748.863 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.4141

758.9772+3
237.557 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

6.5554

1,139.5333+2
699.471 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

4.1303

759.3962+3
314.126 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

1.73

804.3337+1
699.276 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

1.6883

516.6384+2
1,040.409 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.228

614.3514+2
663.350 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

4.8252

882.1934+2
294.197 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.8919

882.6863+2
852.876 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

5.5482

1,138.6079+2
112.913 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

4.5655

881.7584+2
198.756 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

1.5001

402.9084+2
1,140.892 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

4.5142

909.7339+2
293.683 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.8901

1,763.5177+1
198.190 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

6.4013

1,309.6053+2
74.148 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.6261

759.0906+3
88.335 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.9428

759.2833+3
165.343 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.9049

759.1646+3
9.098 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

1.6547

453.0309+3
337.729 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

5.1159

1,106.5433+2
225.716 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.4669

738.3882+3
712.605 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

5.1086

882.6158+2
772.984 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

6.1855

1,138.9183+2
159.637 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.763

759.1609+3
4.270 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.3338

758.4036+3
992.885 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

4.3656

1,137.7444+2
870.874 ppm

W G D A G A E Y V V E S T G V F T T M E K

400 500 600 700 800
0.0

20%

40%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

20%

40%

y15+2

y7+1
b8+1

b16+2b15+2

y6+1

y13+2b14+2
b7+1

b12+2

y5+1

b11+2
b6+1y4+1

b5+1b4+1
y3+1b3+1

y13+1

b14+1b13+1

y12+1

b12+1

y11+1

b11+1

y10+1

b10+1

y19+2

y9+1

y18+2y18+2
b9+1

b18+2y17+2

y8+1

b17+2

y18+1b18+1
y17+1

y16+1b17+1

y15+1

b16+1

y14+1

b15+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

4.0193

1,137.8033+2
819.085 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.0133

344.6066+3
1,565.956 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.2942

1,818.7278+1
700.051 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

2.0485

738.3969+3
724.345 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

4.5561

882.2624+2
372.389 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase
0

3.7789

759.1889+3
41.137 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glyceraldehyde-3-phosphate dehydrogenase (AA 1-333) [Cricetulus griseus]
0

3.1343

807.7029+2
265.975 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glyceraldehyde-3-phosphate dehydrogenase (AA 1-333) [Cricetulus griseus]
0

1.5694

381.4992+3
1,912.354 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glyceraldehyde-3-phosphate dehydrogenase (AA 1-333) [Cricetulus griseus]
0

3.2684

807.7673+2
186.190 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glyceraldehyde-3-phosphate dehydrogenase (AA 1-333) [Cricetulus griseus]
0

1.6246

538.8749+3
487.963 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glyceraldehyde-3-phosphate dehydrogenase (AA 1-333) [Cricetulus griseus]
0

3.9581

809.2554+2
1,654.434 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase, spermatogenic
0

2.5987

777.7209+3
225.438 ppm

L T G M A F R V P T P N V S V V D L T C R

300 400 500 600
0.0

20%

40%

60%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400
0.0

20%

40%

60%

y11+2

b6+1

y4+1

b10+2y9+2y8+2b5+1

y3+1

b7+2y6+2y2+1b6+2
y4+2b5+2

y18+2b9+1

b18+2

b17+2b8+1

y7+1

y6+1

b14+2

y13+2

b13+2

y12+2
y5+1

y13+1

y12+1

y11+1

M21+2
y10+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase, spermatogenic
0

3.1573

778.4089+2
50.804 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase, spermatogenic
0

3.856

778.2928+2
98.129 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase, spermatogenic
0

3.8481

778.4904+2
155.443 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase, spermatogenic
0

3.64

778.7319+2
465.506 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase, spermatogenic
0

3.5011

519.1936+3
540.615 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase, spermatogenic
0

4.0718

778.7278+2
460.370 ppm

V P T P N V S V V D L T C R

300 400 500 600
0.0

20%

40%

60%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400
0.0

20%

40%

60%

y11+2

b12+2b12+2
b6+1

b11+2

y4+1

y9+2
b5+1

b10+2y8+2b9+2

y3+1

b8+2b4+1y6+2b7+2
y2+1

y5+2b6+2
b3+1

y4+2b5+2

y9+1

b10+1

y8+1

b9+1

y7+1

b8+1

y6+1y13+2

b7+1

y12+2
y5+1

y13+1b13+1

y12+1

y11+1

b12+1
y10+1

b11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase, spermatogenic
0

3.4722

519.4913+3
1,113.879 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase, spermatogenic
0

2.2502

1,555.6627+1
690.652 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase, spermatogenic
0

2.6171

778.1843+3
369.928 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glyceraldehyde 3 phosphate dehydrogenase, spermatogenic
0

3.3986

519.4442+3
1,023.363 ppm

V P T P N V S V V D L T C R

200 250 300 350 400 450
0.0

50%

100%

500 550 600 650 700
0.0

20%

40%

60%

750 800 850 900 950 1,000
0.0

50%

b9+2

y3+1

y7+2
b8+2

y6+2

b7+2

y2+1

y5+2
b6+2b3+1

y4+2
y3+2b2+1y1+1

y13+2

b7+1

b13+2

y5+1

y11+2

b12+2

b6+1

y10+2

b11+2

y4+1

b5+1

b10+2

y8+2

b10+1

b9+1

y7+1

b8+1

y6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycerol 3 phosphate acyltransferase, mitochondrial
1573755

1.2521

870.7947+1
232.155 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycerol kinase
0

3.4281

886.0439+2
468.560 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycerol kinase
0

4.5323

729.0406+3
289.098 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycerol kinase
0

5.9278

1,176.4844+2
276.846 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycerol kinase
0

2.8779

885.7484+2
801.719 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycerol kinase (EC 2.7.1.30) (ATP:glycerol 3-phosphotran
0

2.2865

489.9824+2
70.731 ppm

D G L E D Y I R

200 250 300 350
0.0

5%

10%

15%

400 450 500 550 600
0.0

20%

40%

650 700 750 800 850
0.0

50%

100%

y5+2b6+2

y2+1

b3+1

y3+2

y1+1

b2+1

y4+1

b5+1

y3+1

y7+2

b4+1
y6+2

y6+1
b7+1

y5+1

b6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glycerol kinase (glpK) [Haemophilus influenzae Rd]
1573695

3.4344

625.9904+2
318.058 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.0915

415.0786+3
737.470 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.5256

603.3107+1
665.696 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.1771

679.1694+2
574.208 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.6899

589.0966+3
719.939 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.246

720.0244+2
384.452 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.1501

706.4869+3
469.074 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.5435

706.6193+3
656.385 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.1865

933.2239+2
241.563 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.5567

322.8012+3
1,276.360 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.572

412.1354+2
2,850.928 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.7116

421.4199+2
170.618 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.8182

422.9804+2
3,527.289 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.5505

664.0886+3
504.802 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.4005

690.9874+2
993.189 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.2486

536.8192+3
388.928 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.7916

585.7552+3
138.325 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.2007

790.7659+2
471.028 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.1729

1,153.3389+2
413.971 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.9428

769.0849+3
164.040 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.9541

491.9109+3
1,332.705 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.5998

783.7419+2
487.106 ppm

D F N V G G Y I Q A V L D R

300 400 500 600
0.0

20%

40%

700 800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500
0.0

10%

20%

30%

y12+2

b12+2y11+2
b6+1

y5+1

b5+1

y9+2

y4+1

b9+2

b4+1

y3+1

b3+1

y6+2

y2+1

b5+2
b2+1

b4+2
y10+1

b10+1y9+1
b9+1

y8+1
b8+1

y7+1

b7+1
y13+2

y6+1

b13+2b13+2

b13+1y12+1

b12+1
y11+1

b11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.9019

459.2374+2
506.596 ppm

A P N D F N L K

150 200 250 300 350
0.0

5%

10%

15%

400 450 500 550 600
0.0

50%

100%

650 700 750 800
0.0

10%

20%

30%

y6+2

b3+1

b2+1
y1+1

y4+1

y7+2

b4+1

b7+1

y6+1

b6+1

y5+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.0291

416.6964+2
1,720.753 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

6.16

938.8329+2
1,407.726 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.8829

624.9272+3
129.561 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.2368

614.5449+2
240.565 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.1249

663.7509+3
3.664 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.2132

559.7829+3
299.568 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.9938

677.3712+3
896.436 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.7903

769.1024+2
316.905 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.8295

617.5229+3
811.183 ppm

L L S Y V D D E A F I R D V A K

200 250 300 350 400 450 500
0.0

10%

20%

550 600 650 700 750 800 850
0.0

50%

100%

900 950 1,000 1,050 1,100 1,150 1,200
0.0

0.1

0.1

0.2

y9+2
b4+1y8+2y4+1y7+2y3+1b3+1

b2+1

y2+1

y15+2b15+2y7+1b14+2

y14+2

b7+1
y13+2
b13+2b6+1

y12+2y11+2
M+3y10+2b10+2b5+1

y10+1

y9+1

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.9507

790.6899+2
374.935 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.0889

877.9279+2
663.709 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.7152

790.6014+2
263.037 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

5.0352

783.7593+2
509.432 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.5385

350.9926+3
186.761 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.0319

558.3058+2
541.421 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.2174

625.5776+3
910.400 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

5.1986

937.7073+2
207.854 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.6627

630.3823+3
547.866 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.3188

1,608.5547+1
792.444 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.032

791.0999+2
893.334 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

5.1509

783.6959+2
428.423 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.5303

821.3157+1
739.891 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.3901

434.5989+2
250.567 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.876

565.2072+3
456.065 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.7737

1,144.3777+1
777.509 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

5.8428

933.5529+2
594.000 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.9473

790.6639+2
342.061 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.8098

932.4988+2
535.082 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.5371

783.5764+2
275.973 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.4135

783.3394+2
26.376 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.3942

639.5068+2
566.421 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.4357

416.7844+2
1,932.046 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.4826

1,053.3538+1
721.215 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.0281

614.7589+2
107.291 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.288

631.2249+2
63.504 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.793

944.2039+2
733.860 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.8827

839.6644+2
287.662 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.2771

816.4939+3
331.101 ppm

V I P A A D L S E Q I S T A G T E A S G T G N M K

300 400 500 600
0.0

2.0

4.0

6%

700 800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500
0.0

1.0

2.0

3.0

y7+1

b7+1

b13+2

y14+2

y6+1

b11+2b6+1

y5+1

y11+2b10+2

y4+1

y9+2

y3+1

b4+1
y2+1

b11+1y12+1

y23+2

b23+2y11+1y21+2b22+2b10+1b21+2y20+2y10+1b20+2
b19+2

b9+1y9+1y9+1b18+2b18+2
b17+2y17+2b16+2b16+2y16+2b8+1y8+1b15+2y15+2y15+2b14+2

b16+1

b15+1

b14+1

b13+1y14+1M+2

b24+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.7459

790.7744+2
481.776 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.3468

790.8044+2
519.707 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

6.0172

1,154.8434+2
889.393 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.8725

878.0939+2
474.861 ppm

Q L L N C L H V I T L Y N R

300 400 500 600 700
0.0

10%

20%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600 1,700
0.0

2.0

4.0

b6+1

y11+2

y5+1

b11+2

y10+2
b5+1

y4+1

b9+2y8+2b8+2b4+1

y3+1

b7+2b3+1y5+2y5+2
y2+1

b10+1y9+1b9+1

y8+1

b8+1y7+1

y13+2y13+2

b13+2

y6+1

y12+2

b13+1y12+1

y11+1b11+1

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

5.9667

822.5179+3
340.326 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.5588

703.4932+3
491.853 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.1312

421.5719+2
189.575 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.7529

663.6223+3
197.413 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.5159

629.5486+3
859.918 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.2782

537.1152+3
940.194 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.3604

783.8879+2
637.126 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.3408

815.8572+3
448.594 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.9084

783.5953+2
300.212 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.4192

783.7154+2
453.299 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.8749

638.7289+2
649.873 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.3812

417.1774+2
2,875.661 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.3043

679.5739+2
1,169.689 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.9211

625.7606+3
1,203.039 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.6534

460.5342+3
723.938 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.5423

496.8916+3
669.169 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.8521

790.5999+2
261.140 ppm

Q I I E Q L S S G F F S P K

250 300 350 400 450 500 550 600
0.0

10%

20%

650 700 750 800 850 900 950 1,000
0.0

50%

100%

1,050 1,100 1,150 1,200 1,250 1,300 1,350
0.0

5%

10%

15%

y5+1

b5+1b10+2y9+2b4+1
y4+1

y3+1

y5+2b4+2b2+1

y9+1b9+1
b8+1

y8+1

b7+1
y7+1

y13+2b6+1
b13+2

y6+1

y12+1
b12+1

b11+1

y11+1
b10+1

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.5792

932.9584+2
42.849 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.6531

783.8339+2
604.474 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.5016

783.9029+2
692.499 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.3986

679.3618+1
655.596 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.8105

527.1194+2
117.550 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.2337

678.9429+2
240.769 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.294

588.6916+3
32.342 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.0631

572.2668+2
641.416 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.7639

816.0446+3
219.176 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.576

763.4239+2
710.880 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

3.3032

1,580.6537+1
84.037 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.1565

816.0203+3
248.976 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.6299

526.5644+2
43.522 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.5494

526.2989+2
547.230 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.2733

704.3257+1
788.848 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

1.4504

821.3797+1
662.120 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.0806

416.2864+2
736.320 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.1022

1,071.5137+1
617.471 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.0476

805.1744+2
321.261 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

2.8737

585.5826+3
156.323 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

4.6399

769.3073+3
124.874 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

5.6872

822.4489+3
256.443 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase
0

6.8992

1,153.7052+3
233.961 ppm

L A A C F L D S M A T L G L A A Y G Y G I R Y E F G I F N Q K

400 500 600 700 800 900
0.0

5%

10%

15%

1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

10%

20%

30%

b8+1
y7+1

y14+2

b7+1

y12+2

b14+2
y11+2
y6+1

b13+2

y10+2y5+1

b5+1

b10+2y8+2
b4+1y3+1

y26+2

b26+2

y25+2

y25+2
b25+2b13+1

y24+2
b24+2y10+1

y23+2

y22+2

y21+2

b11+1

y20+2

y19+2

b21+2
y18+2

b9+1

y17+2

y8+1
y16+2y15+2

y17+1b19+1y16+1y14+1y30+2
y29+2b16+1

y28+2

b29+2b28+2

y27+2

b14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase, liver form
0

2.17

446.2869+2
430.028 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase, liver form
0

2.4497

677.3619+2
574.459 ppm

D Y Y F A L A H T V R

300 350 400 450 500 550

600 650 700 750 800 850

900 950 1,000 1,050 1,100 1,150

y4+1

y8+2
b3+1

y7+2y3+1y5+2y2+1

y7+1
y6+1

b5+1

y10+2

b4+1

y5+1

b10+1

y9+1
b8+1y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase, liver form
0

1.6753

721.6929+2
559.939 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase, liver form
0

2.7787

721.7458+2
633.368 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase, liver form
0

1.7089

1,441.4907+1
752.765 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase, liver form
0

4.4518

678.8544+2
1,626.040 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase, liver form
0

1.5023

778.4526+3
293.469 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase, liver form
0

2.3134

446.5849+2
236.665 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase, liver form
0

1.5012

677.9615+3
307.851 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase, liver form
0

1.73

526.7324+2
235.737 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase, liver form
0

1.8471

1,441.4657+1
770.083 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase, liver form
0

2.4182

778.0662+3
202.746 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase, liver form
0

2.1044

915.3507+1
702.365 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase, liver form
0

2.3629

721.5743+2
395.765 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogen phosphorylase, liver form
0

6.883

1,003.3083+2
361.267 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Heat shock 60 KD protein 1 (chaperonin)
1573528

1.8773

1,145.7123+3
689.571 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Heat shock 60 KD protein 1 (chaperonin)
1573528

1.8009

1,145.9003+3
853.726 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Heat shock 60 KD protein 1 (chaperonin)
1573528

1.6216

639.2509+3
882.911 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hemoglobin alpha 1
0

2.2641

362.7416+3
870.544 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hemoglobin alpha 1
0

2.0463

544.2629+2
1,147.126 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hemoglobin beta chain
0

1.8835

466.2689+2
491.659 ppm

S A V T A L W G K

200 250 300 350
0.0

5%

10%

15%

400 450 500 550 600
0.0

50%

100%

650 700 750 800
0.0

20%

40%

b4+1

b6+2

b3+1

y2+1

b2+1

y5+1
b6+1

y4+1b5+1
y3+1y7+2

b8+1

y7+1

b7+1

y6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hemoglobin beta chain
0

2.185

466.5114+2
1,011.439 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hemoglobin subunit alpha-1/2 (Hemoglobin alpha-1/2 chain)
0

3.6006

765.5634+2
301.919 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hemoglobin subunit beta-1/2 (Hemoglobin beta-1/2 chain) (B
0

1.9789

857.6769+2
826.570 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hemoglobin subunit beta-1/2 (Hemoglobin beta-1/2 chain) (B
0

2.1871

571.5799+3
468.540 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hepatopoietin
1574412

1.2325

1,794.6057+1
151.730 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Heterodimeric glycyl-transfer RNA synthetase [Rhodobacter sphaeroides 2.4.1]
1573948

1.7201

458.0802+3
849.183 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

H. influenzae predicted coding region HI0129 [Haemop
3212179

2.2577

904.6114+2
500.305 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

H. influenzae predicted coding region HI0279 [Haemop
1573252

1.5137

1,095.0273+2
1,245.302 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

H. influenzae predicted coding region HI0731 [Haemop
1573735

1.6022

728.7129+3
1,057.210 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

H. influenzae predicted coding region HI1339 [Haemop
1574799

2.0427

658.7496+3
544.711 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HUMMLC2B
0

1.636

659.8759+2
249.267 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HUMMLC2B
0

4.2383

940.0789+2
490.577 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HUMMLC2B
0

3.8874

780.2214+2
199.147 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HUMMLC2B
0

1.7693

539.9134+2
381.208 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HUMMLC2B
0

4.1584

520.5879+3
646.693 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HUMMLC2B
0

3.8362

940.2654+2
292.393 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HUMMLC2B
0

3.4272

880.7914+2
719.207 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HUMMLC2B
0

3.8042

520.5859+3
642.851 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HUMMLC2B
0

3.3983

511.7619+3
313.183 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HUMMLC2B
0

2.5049

940.2604+2
297.707 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HUMMLC2B
0

2.7787

940.6489+2
115.133 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HUMMLC2B
0

3.0008

940.6989+2
168.265 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Keratin 1
0

2.4921

437.1874+2
430.740 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Keratin 1
0

3.2271

651.0239+2
329.026 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Keratin 1
0

3.2603

691.7018+2
77.839 ppm

S L N N Q F A S F I D K

250 300 350 400 450 500 550
0.0

50%

600 650 700 750 800 850 900 950
0.0

50%

100%

1,000 1,050 1,100 1,150 1,200 1,250 1,300 1,350
0.0

10%

20%

30%

y10+2

b10+2

b5+1

y9+2

y4+1

b9+2
y8+2

b4+1
b7+2

y3+1

b3+1

y2+1

b2+1

y8+1

b8+1

y7+1

b7+1
b6+1

y6+1

y11+2b11+2

y5+1

b11+1

y10+1

b10+1

y9+1

b9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Keratin 1
0

1.7969

915.6139+2
146.056 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Keratin 1
0

2.0443

464.6729+3
337.663 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Keratin 10
0

1.9997

1,042.3258+2
700.557 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Keratin 10
0

1.8649

958.0436+3
325.924 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Keratin 14
0

1.8929

695.1013+3
453.499 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Keratin 18
0

1.9922

737.6938+2
1,216.023 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Keratin 2A
0

1.5636

771.8729+3
583.870 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Keratin 2A
0

1.8858

447.7186+3
279.821 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Keratin 8
0

2.3454

738.2704+2
1,973.005 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Keratin 9
0

1.5983

436.1749+3
764.154 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

KIAA1223 protein
1574154

1.966

1,155.7788+2
409.795 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lactalbumin alpha
0

4.7463

849.6293+2
349.805 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lactalbumin alpha
0

5.1392

849.8279+2
116.394 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lactalbumin alpha
0

4.0193

593.6319+3
538.400 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lactalbumin alpha
0

2.2483

609.9133+3
936.620 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lactalbumin alpha
0

4.3279

913.6863+2
357.506 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lactalbumin alpha
0

4.9458

849.7194+2
243.976 ppm

F L D D D L T D D I M C V K

300 400 500 600 700
0.0

20%

40%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600
0.0

20%

40%

y12+2

b6+1
y5+1b5+1

b10+2y9+2

y4+1

b9+2

b4+1

y7+2y7+2

y3+1

b3+1

b6+2b5+2y4+2
b2+1

y2+1

y10+1
b10+1

y9+1

b9+1

y8+1

b8+1

y7+1

b7+1

b13+2y13+2

y6+1

b13+1

b12+1

y12+1

y11+1
b11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lactalbumin alpha
0

6.2556

864.2166+3
378.188 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lactalbumin alpha
0

4.3025

593.8006+3
822.519 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lactalbumin alpha
0

3.5976

601.8868+2
477.933 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lactalbumin alpha
0

2.3486

1,203.3967+1
790.703 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lactalbumin alpha
0

2.7321

400.3226+3
477.442 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lactalbumin alpha
0

2.2366

1,203.4568+1
740.926 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lactalbumin alpha
0

2.6669

609.5396+3
323.728 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lactalbumin alpha
0

3.3022

546.8439+2
2,285.454 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lactalbumin alpha
0

2.8277

600.2364+2
65.424 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

L-seryl-tRNA selenium transferase (selA) [Haemophilu
1573709

1.7419

1,177.7799+3
640.931 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mannonate dehydratase (EC 4.2.1.8) - Haemophilus influenzae  (strain Rd KW20)
1573002

1.6732

889.7356+3
271.103 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mannonate dehydratase (EC 4.2.1.8) - Haemophilus influenzae  (strain Rd KW20)
1573002

1.7375

889.1385+3
941.654 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

3.2736

603.8914+2
521.035 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.3764

591.8365+3
265.680 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.2051

591.8022+3
245.070 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.6372

626.7474+2
1.762 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

1.6766

418.3176+3
1,160.450 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

1.911

635.6149+3
946.461 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.7704

672.2554+2
39.800 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

5.5403

859.1224+2
1,408.879 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.491

687.4529+2
950.141 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.6267

501.5804+2
1,071.256 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

3.6851

605.6708+2
2,421.698 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.3769

591.8556+3
297.774 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.5248

549.0599+2
736.708 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.1604

560.5972+3
1,282.831 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

4.5957

591.8552+3
334.599 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

5.7355

996.8256+3
24.173 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

4.9385

887.9689+2
506.665 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.0835

857.1343+2
907.013 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

1.7525

591.8942+3
400.478 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.2486

842.1293+2
181.298 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

4.4456

842.2509+2
325.515 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.72

686.6894+2
160.722 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.8338

549.0829+2
778.591 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

3.8396

857.5529+2
419.487 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

5.0725

887.5524+2
75.023 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

6.0944

1,299.4219+2
406.762 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

3.4972

626.6783+2
111.765 ppm

R F G E L P F L F K

200 250 300 350 400 450 500
0.0

10%

20%

550 600 650 700 750 800 850
0.0

20%

40%

900 950 1,000 1,050 1,100 1,150
0.0

50%

100%

b4+1

b8+2

y8+2y7+2

b7+2
y3+1

b3+1

b6+2

b2+1b5+2

y2+1

y4+2
y4+2

b7+1

y6+1

b6+1

y5+1

M10+2

b5+1

y4+1

b9+1

y9+1

b8+1

y8+1y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.815

418.0936+3
624.781 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.3526

1,098.6417+1
1,211.981 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.4063

1,241.5857+1
645.000 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

3.6306

591.8909+3
394.847 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

3.5611

866.5173+3
134.549 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

5.9443

1,299.3823+2
437.136 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

1.9884

676.7183+3
461.205 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

1.9497

635.4282+3
652.659 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

3.8075

1,494.4519+2
501.666 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

2.4761

686.4678+2
482.996 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mannose phosphate isomerase
0

3.7178

904.6069+2
87.925 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

modification methylase (hindIIIM) [Haemophilus influ
1574226

1.6021

761.6689+2
1,711.836 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

2.8113

535.9626+3
685.405 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

4.5158

502.5392+3
516.631 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

5.059

689.4264+2
135.481 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

5.9141

689.2698+2
91.384 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

3.3027

459.6916+3
296.389 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

1.8272

940.3887+1
694.220 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

1.4458

749.4787+1
2,127.260 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

3.1954

635.3453+2
576.510 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

1.9063

470.4014+2
254.753 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

4.0476

803.8054+2
513.120 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

2.4932

535.9459+3
654.307 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

4.6562

908.1364+2
157.205 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

2.5912

628.7892+3
632.028 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

3.2714

501.1152+3
486.146 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

4.3559

803.1824+2
261.856 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

1.6759

374.1609+2
582.313 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

2.8578

535.7249+3
241.940 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

3.0749

535.9856+3
728.321 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

1.3008

747.4907+1
527.325 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

3.367

535.9562+3
673.588 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

2.4268

535.9199+3
605.793 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

1.3017

747.5128+1
497.948 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

1.9723

535.8112+3
403.031 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

2.4798

907.5873+2
447.090 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

4.8117

689.8843+2
799.407 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

3.8

502.5202+3
478.829 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

1.9218

908.5768+2
642.071 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

2.1136

470.3789+2
302.521 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

3.7715

502.5696+3
576.982 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

2.5403

1,814.6718+1
723.921 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

3.309

751.5969+2
385.057 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

3.5622

830.6359+2
353.630 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

2.8576

535.6542+3
110.083 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

1.8735

374.2664+2
864.062 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

1.2269

747.4977+1
517.978 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

3.0937

689.3284+2
6.581 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

3.2126

1,815.7238+1
144.943 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myoglobin
0

5.1259

907.9709+2
24.964 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin, heavy chain 4, skeletal muscle
0

1.659

745.9239+3
1,063.723 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin, heavy chain 4, skeletal muscle
0

1.8595

992.5459+3
217.797 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin heavy chain 6, cardiac muscle, alpha
0

1.6971

747.2456+3
994.137 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MYOSIN HEAVY CHAIN, EMBRYONIC SMOOTH MUSCLE ISOFORM (FRAG
0

2.6217

782.2436+3
738.064 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin heavy chain, nonmuscle type B
0

1.5655

486.1779+3
1,351.890 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin heavy chain, nonmuscle type B
0

1.6039

819.6669+2
907.567 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin heavy chain, skeletal muscle, adult 1
0

1.5864

658.8029+3
423.636 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin heavy chain, skeletal muscle, adult 1
0

1.7447

659.1329+3
76.805 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin heavy chain, skeletal muscle, adult 1
0

1.5168

658.7096+3
565.175 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

myosin L2 (DTNB) regulatory light chain precursor, skeletal muscle - rat
0

2.9409

890.2084+2
300.893 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

myosin L2 (DTNB) regulatory light chain precursor, skeletal muscle - rat
0

4.8673

826.6888+2
361.431 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

myosin L2 (DTNB) regulatory light chain precursor, skeletal muscle - rat
0

3.7098

593.9562+3
513.940 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

3.8053

574.9962+3
1,197.100 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

1.977

671.5904+2
503.658 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

8.6463

1,031.1586+3
362.625 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

7.0899

1,030.6016+3
177.564 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

6.32

1,030.6522+3
128.427 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

1.6852

674.4702+3
532.115 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

3.3306

510.4332+3
385.306 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

1.8503

945.1646+3
885.578 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

2.3454

1,199.5397+1
708.358 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

7.2591

1,030.3242+3
446.527 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

5.6132

717.6672+3
1,159.523 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

1.7924

674.3819+3
401.143 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

7.7548

1,031.2982+3
498.076 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

4.9663

861.6934+2
267.830 ppm

V F D K E G N G T V M G A E L R

300 400 500 600 700
0.0

50%

800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500 1,600
0.0

20%

40%

60%

b14+2

y13+2

b6+1

b13+2

b5+1

y12+2b11+2b11+2

y5+1

y10+2
b4+1y4+1

b9+2y9+2b8+2

y3+1

b7+2b3+1b6+2b5+2

y2+1

y5+2b2+1b4+2y4+2

b11+1

y11+1

b10+1

b9+1

y9+1

y8+1
M+2

b8+1

y15+2b7+1
y7+1

b15+2

y14+2

b15+1y14+1

b14+1

y13+1
b13+1

b12+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

6.9367

1,075.2339+2
18.252 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

6.9689

1,030.9946+3
203.575 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

4.2488

701.0793+2
269.247 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

3.2359

574.8546+3
950.571 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

2.8323

608.0909+2
1,522.687 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

1.9675

1,199.5317+1
715.017 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin light chain 1, skeletal muscle isoform
0

7.3392

1,030.3936+3
379.286 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MYOSIN REGULATORY LIGHT CHAIN 2, SKELETAL MUSCLE ISOFORM
0

4.7914

882.4973+3
520.130 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MYOSIN REGULATORY LIGHT CHAIN 2, SKELETAL MUSCLE ISOFORM
0

5.0806

1,245.8009+2
433.867 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MYOSIN REGULATORY LIGHT CHAIN 2, SKELETAL MUSCLE ISOFORM
0

1.9136

1,081.1566+3
23.760 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MYOSIN REGULATORY LIGHT CHAIN 2, SKELETAL MUSCLE ISOFORM
0

4.9384

1,245.7959+2
437.877 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MYOSIN REGULATORY LIGHT CHAIN 2, SKELETAL MUSCLE ISOFORM
0

4.7887

1,245.7969+2
437.075 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MYOSIN REGULATORY LIGHT CHAIN 2, SKELETAL MUSCLE ISOFORM
0

4.9898

831.0949+3
241.036 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MYOSIN REGULATORY LIGHT CHAIN 2, SKELETAL MUSCLE ISOFORM
0

1.904

883.2139+3
291.229 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin, skeletal muscle, heavy chain 13
0

1.5881

623.3303+3
527.943 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

N-acetylmuramoyl-L-alanine amidase, putative [Haemop
1573015

1.509

659.2502+3
219.656 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ornithine decarboxylase 1
1573581

2.2053

473.8932+3
636.572 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ornithine decarboxylase 1
1573581

2.0335

474.0059+3
399.145 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

5.4486

591.6586+3
599.402 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

2.2095

448.8269+3
687.870 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

1.8842

623.9349+2
360.622 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

4.5943

929.7689+2
260.379 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

4.3464

760.6946+3
242.208 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

5.0344

1,229.9724+2
370.017 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

3.6678

820.4899+3
249.433 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

2.7792

791.6293+2
978.412 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

5.123

929.3029+2
240.680 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

5.6712

929.7414+2
230.810 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

5.6746

591.4213+3
198.257 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

4.3875

778.5953+2
946.327 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

4.0556

761.7474+2
480.735 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

4.1466

1,139.9564+2
708.926 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

1.646

940.1749+3
533.971 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

2.661

761.7975+3
351.987 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

5.0726

929.7253+2
213.606 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

4.6031

928.9479+2
622.388 ppm

E L I N S W V E S Q T N G I I R

300 400 500 600 700
0.0

20%

40%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600 1,700
0.0

10%

20%

b6+1

b13+2b12+2y12+2

y6+1

y11+2b11+2b10+2b10+2

y5+1

b5+1b4+1

y4+1

y8+2b7+2
y3+1

b6+2b3+1

y2+1

b10+1

y10+1

b9+1

y9+1

b8+1

y8+1

y15+2b15+2

b7+1
y14+2

y7+1

b14+2
y13+2

b15+1

y14+1

b14+1

y13+1

b13+1

b12+1

y12+1

y11+1

b11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

2.7144

760.7375+3
298.724 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

6.4957

1,141.9603+2
1,047.014 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

3.6135

619.9759+3
470.049 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

4.1994

820.6639+3
461.468 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

5.2882

591.4083+3
176.284 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

2.2525

761.1653+2
283.160 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

1.622

1,143.4984+2
1,020.229 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

4.9563

820.1196+3
201.851 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

4.7095

820.7029+3
508.993 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

5.2339

929.5093+2
18.645 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

4.5355

928.9413+2
629.377 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

2.3866

761.5566+3
2.148 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

4.7366

929.7289+2
217.369 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

2.8407

791.5604+2
891.220 ppm

L T E W T S S N V M E E R

300 400 500 600
0.0

10%

20%

30%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400
0.0

10%

20%

y4+1

b4+1
y3+1

b3+1b5+2

y2+1

b9+1

y8+1

b8+1
y7+1

y6+1y12+2b6+1b6+1y11+2y5+1
b11+2b5+1

b12+1y10+1b10+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

2.7713

672.7319+2
67.386 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

5.3776

929.5818+2
59.310 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

5.4171

1,140.0073+2
664.239 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

4.8008

929.4669+2
64.342 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

2.5628

1,003.8959+2
649.682 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

1.7185

761.4648+2
109.944 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

6.2182

1,141.7473+2
860.380 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

3.3471

930.4229+2
963.581 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

6.3507

1,004.8984+2
347.778 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

2.2713

930.6664+2
1,225.401 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

4.9217

778.7014+2
1,082.510 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

1.7691

791.5668+2
899.434 ppm

L T E W T S S N V M E E R

300 400 500 600
0.0

10%

20%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400
0.0

5%

10%

15%

b11+2b5+1y10+2b10+2

y4+1

b4+1
y3+1

b7+2b6+2y2+1

y9+1b9+1
y8+1

b8+1y7+1y6+1y12+2b6+1y11+2y5+1

y12+1
b12+1

y11+1
b11+1

y10+1
y10+1

b10+1
b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

5.2262

1,003.7709+2
774.054 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

3.3035

619.9929+3
497.468 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

5.598

929.7704+2
261.991 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

4.0535

761.6076+3
69.087 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OVALBUMIN (PLAKALBUMIN) (ALLERGEN GAL D 2) (GAL D II) - G
0

5.1932

820.3422+3
69.488 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

periplasmic serine protease [Haemophilus influenzae
1574189

1.873

910.5869+3
848.273 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Phenylalanyl tRNA synthetase beta chain
1574770

1.6154

763.5919+3
45.216 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Phenylalanyl tRNA synthetase beta chain
1574770

1.6138

908.0253+3
785.301 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Phenylalanyl tRNA synthetase beta chain
1574770

1.6125

907.5662+3
279.598 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Phosphodeoxyriboaldolase
1574670

1.1109

1,731.7527+1
1,011.231 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Phosphodeoxyriboaldolase
1574670

1.5766

591.3942+3
986.880 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Phosphofructokinase 1
1574011

1.6132

633.8499+3
1,301.047 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoglycerate kinase (EC 2.7.2.3) - Haemophilus influenzae (strain Rd KW20)
1573508

1.6955

988.3466+3
803.545 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Phosphoribosylformylglycinamidine synthase
1573760

2.0068

601.2245+3
355.169 ppm

G S P A L S E F R L T Q L Q Q K

200 250 300 350 400 450 500
0.0

5%

550 600 650 700 750 800 850
0.0

50%

100%

900 950 1,000 1,050 1,100 1,150 1,200
0.0

0.5

1.0

1.5

y4+1y8+2b9+2

b5+1

y6+2

b4+1

y4+2

b3+1

y7+1b15+2b15+2

y13+2

b14+2
y12+2y11+2

y10+2b12+2b7+1y9+2b11+2b10+2

b10+1

b9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Phosphoribosylformylglycinamidine synthase
1573760

1.6573

607.9863+3
79.579 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Phosphoserine aminotransferase 1
1574094

1.6954

744.9689+3
1,139.196 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Phosphoserine phosphatase
1574066

1.5689

1,267.9879+3
470.514 ppm

T A I A S G G F T Y F A D Y L K A L L Q L D F A A S N Q F D I E D G K

400 500 600 700 800 900
0.0

50%

1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

20%

40%

60%

y16+2b17+2

y15+2

y7+1b9+1
b15+2

b14+2
y13+2b8+1y6+1y11+2b12+2y10+2b11+2b7+1y9+2b6+1b10+2

y8+2
y4+1b5+1y7+2b9+2

y13+1

b27+2

b26+2y24+2b25+2y23+2b13+1y12+1b24+2b23+2
y22+2

y11+1b12+1b22+2y21+2y10+1b21+2
y20+2

b20+2y9+1y19+2y18+2b19+2y17+2y8+1b18+2

y17+1M+2y34+2

b33+2

y16+1b17+1y30+2y15+1y29+2y28+2b30+2b15+1

y14+1

y27+2b14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

P-protein [Includes: Chorismate mutase (CM); Prephenate dehydratase (PDT)]
1574701

2.5952

680.7776+3
1,454.458 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Troponin I, fast skeletal muscle (Troponin I, fast-twitch isoform) [Bos taurus] [MASS=20522]
0

1.9299

634.9459+3
357.885 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protein C
1573276

1.5197

1,145.6842+3
253.003 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protein C
1573276

1.5674

1,145.9752+3
0.855 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protein C
1573276

1.719

1,146.2745+3
261.983 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protein C
1573276

1.5362

1,146.4329+3
400.107 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protein C
1573276

1.6292

1,146.4659+3
428.895 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protein C
1573276

1.7506

1,145.7996+3
152.390 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

QTRT1
1573209

1.6499

914.6653+2
911.208 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
0

1.9622

788.5297+1
510.292 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
0

1.7458

926.3937+1
717.039 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
0

2.09

928.3907+1
1,434.746 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

reading frame HSA [Homo sapiens]
0

2.2695

790.3447+1
1,787.351 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

recA gene product [Escherichia coli]
1573588

1.8961

515.5539+3
1,203.927 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

recA gene product [Escherichia coli]
1573588

2.1351

515.5839+3
1,262.149 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

regulatory protein fnr homolog - Haemophilus influenzae  (strain Rd KW20)
1574259

1.5277

632.6523+2
113.143 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribonucleotide reductase M1 subunit
1574509

1.743

744.3608+2
1,366.859 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribonucleotide reductase M2 subunit
1574510

1.7107

870.3589+2
995.435 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribose 5 phosphate isomerase A
1573442

1.5248

436.0599+2
3,219.054 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribosomal protein L10
1573638

1.9362

921.3447+1
707.558 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribosomal protein L13
1574283

1.7164

745.0929+3
380.633 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribosomal protein L13
1574283

1.73

767.0543+3
604.407 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribosomal protein L32
1573115

1.6449

707.6913+2
606.712 ppm

S H D A L T T A A V S V D K

250 300 350 400 450 500 550 600
0.0

50%

100%

650 700 750 800 850 900 950 1,000
0.0

50%

1,050 1,100 1,150 1,200 1,250 1,300 1,350 1,400
0.0

10%

20%

y12+2b12+2y5+1y11+2b11+2b11+2b5+1y10+2b10+2b8+2y8+2
y3+1

y7+2b6+2y6+2
y2+1

b2+1

y9+1
b9+1

b8+1

y8+1b7+1y13+2b13+2b13+2b6+1

b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribosomal protein L32
1573115

1.6359

707.5403+2
393.365 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribosomal protein L32
1573115

1.7856

707.9534+2
976.891 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribosomal protein S11
1573811

1.6997

904.1049+2
126.115 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribosomal protein S13
1573810

1.6493

828.7349+3
109.299 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribosomal protein S6
1573532

2.0189

442.4576+3
2,109.282 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribosomal protein S6
1573532

1.5557

743.0314+2
1,710.646 ppm

Y T G S V K E A G G Q V H R

250 300 350 400 450 500 550
0.0

20%

40%

60%

600 650 700 750 800 850 900 950
0.0

50%

100%

1,000 1,050 1,100 1,150 1,200 1,250 1,300 1,350
0.0

20%

40%

b12+2y11+2y10+2y10+2b11+2b5+1y9+2b10+2y8+2y3+1b4+1b7+2y7+2b3+1b2+1

b10+1y8+1b8+1y7+1y13+2

y6+1

b6+1y12+2

b12+1y11+1y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribulose 5 phosphate 3 epimerase
1573553

1.8097

943.1243+3
97.770 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
0

3.7063

546.7369+3
190.108 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
0

4.526

546.7496+3
213.266 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
0

4.1008

820.1343+2
225.455 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serum albumin [Homo sapiens]
0

5.1769

546.9393+3
560.026 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Small fragment nuclease
1574570

1.5136

795.2706+3
789.716 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

S-myc protein
1572984

1.7038

379.2109+2
715.391 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SNRPB
1573620

2.2362

615.2236+3
187.161 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SPAC15E1.04 [Schizosaccharomyces pombe]
1573451

1.9442

635.3337+1
594.328 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SPCC1223.01 [Schizosaccharomyces pombe]
1573097

1.4456

637.4517+1
2,732.098 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

thiamin ABC transporter, permease protein, putative
1574049

1.5251

769.2036+3
1,263.250 ppm

F S L S N Q N G L S N S N I W F E K P K

300 400 500 600
0.0

20%

40%

700 800 900 1,000
0.0

20%

40%

60%

1,100 1,200 1,300 1,400
0.0

50%

100%

y9+2b5+1y8+2b10+2

y4+1

b9+2y7+2

b4+1

b8+2
y6+2

y3+1b3+1b6+2y5+2
b5+2

y2+1

y17+2b9+1y7+1b16+2y15+2y15+2b8+1y6+1b15+2y14+2b7+1

y13+2

b14+2y12+2b13+2y11+2y10+2b12+2

b13+1

y11+1y10+1b12+1b11+1b19+2y19+2y8+1b10+1
y18+2

b18+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Thymidylate synthetase
1573924

1.6789

750.1733+2
1,163.056 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TNNC2
0

2.2355

859.2654+2
1,565.518 ppm

A A F D M F D A D G G G D I S V K

300 400 500 600 700

800 900 1,000 1,100

1,200 1,300 1,400 1,500 1,600

b15+2

y8+1

b6+1

y7+1

y5+1b11+2

b5+1y4+1

b7+2
y3+1

b3+1

y12+1b11+1y11+1

b9+1

y9+1

y15+2b16+2
b16+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TNNC2
0

1.5007

1,048.2882+3
130.127 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TNNC2
0

4.2361

858.8679+2
1,102.461 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TNNC2
0

3.5704

857.7769+2
168.471 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TNNC2
0

2.7023

857.9914+2
81.405 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TNNC2
0

4.2275

858.0143+2
108.198 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TNNC2
0

3.7007

858.0939+2
200.810 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

topoisomerase IV, subunit B (parE) [Haemophilus infl
1574369

1.9478

749.2966+3
183.693 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.5948

535.2993+3
703.349 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.6521

548.7114+2
217.020 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

3.5589

589.7142+3
143.455 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.4002

797.2639+2
97.882 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.5631

586.2676+3
508.888 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.384

1,272.7279+2
451.858 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.8513

753.7816+3
459.690 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

5.4351

803.8536+3
381.420 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.8531

688.5446+3
183.723 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.7604

802.6028+2
272.404 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

3.2566

531.7963+3
441.696 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.0694

665.6929+3
1,010.647 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

7.2231

911.6046+3
30.169 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.4438

1,366.8999+2
400.796 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.4267

681.3514+2
112.867 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

5.3425

997.5848+2
55.965 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.4693

803.9816+3
540.647 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

3.8972

734.6116+3
131.269 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.4565

503.7406+3
391.443 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.146

385.6536+3
632.680 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.9562

655.5479+2
234.652 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.5179

417.0276+3
574.762 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.203

586.3533+3
655.000 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.2626

662.4247+1
536.331 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

3.5224

665.4849+3
699.732 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.3715

1,272.6754+2
493.073 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.5764

915.1324+2
410.682 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.9862

655.5289+2
263.606 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.9622

665.8126+3
1,190.500 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

3.6737

775.3499+2
82.135 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.6775

367.3569+2
176.653 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.6777

405.4682+3
845.868 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

3.9916

802.1244+2
323.569 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

5.7469

997.6794+2
148.953 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.2293

1,643.6007+1
678.959 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.9278

1,253.9984+2
91.961 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.986

735.4726+3
1,302.936 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.8267

916.7369+2
1,340.932 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.3423

577.8566+3
362.473 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.6335

586.2106+3
411.669 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.7068

590.0662+3
740.100 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.2632

803.4259+3
150.582 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.8767

915.5533+2
48.919 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.7238

734.7473+3
315.887 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.4628

915.5549+2
50.556 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

7.1611

836.0486+3
151.353 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.9706

910.7016+3
1,020.336 ppm

G D V A F V K D Q T V I Q N T D G N N N E A W A K

300 400 500 600 700
0.0

50%

800 900 1,000 1,100 1,200
0.0

50%

1,300 1,400 1,500 1,600
0.0

50%

100%

y13+2

y6+1

b7+1

b13+2
y12+2

y5+1

b6+1
b11+2y10+2y10+2

y9+2

b5+1

y3+1

y21+2
b11+1y20+2

y19+2

b20+2

y9+1

b9+1

y8+1

b17+2
y16+2y16+2b16+2y15+2b8+1b15+2b14+2

b15+1

y13+1M+2y12+1b24+2y23+2

b23+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.499

916.9128+2
1,533.069 ppm

G E A D A M S L D G G Y L Y I A G K

300 400 500 600 700
0.0

50%

100%

800 900 1,000 1,100 1,200 1,300
0.0

10%

20%

30%

1,400 1,500 1,600 1,700 1,800
0.0

0.5

1.0

y15+2y6+1b13+2b12+2b6+1y5+1
b11+2

b9+2y4+1b7+2

b13+1y12+1y11+1b12+1y10+1
b10+1y9+1b9+1y17+2

y8+1
y7+1

y16+2

b15+1

y14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.9526

474.2099+2
665.232 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

3.4759

673.0609+2
223.744 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

3.9134

586.1106+3
241.109 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.4624

822.1164+2
294.934 ppm

F D E F F S A G C A P G S P R

300 400 500 600
0.0

50%

100%

700 800 900 1,000 1,100
0.0

20%

40%

1,200 1,300 1,400 1,500 1,600
0.0

5%

10%

15%

y13+2b13+2
b5+1

b12+2y12+2b11+2

y6+1

b10+2y11+2
b4+1

b9+2

y5+1

y10+2b8+2b7+2y4+1b3+1
b6+2y3+1

y2+1
b4+2b2+1

b10+1

y11+1
b9+1

y10+1

b8+1

y9+1

b7+1

y8+1

b6+1
y14+2

y7+1

b14+2

b14+1y13+1

b13+1

b12+1y12+1
b11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

3.8483

802.9189+3
781.271 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.9975

735.1959+3
926.442 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.8566

577.5306+3
201.557 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.8975

426.1034+2
354.527 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.9676

657.1708+2
2,238.658 ppm

E L P D P Q E S I Q R

200 250 300 350 400 450 500
0.0

5%

550 600 650 700 750 800
0.0

50%

100%

850 900 950 1,000 1,050 1,100 1,150
0.0

2.0

4.0

6%

b9+2

y4+1

y8+2b4+1b8+2

y7+2

y3+1

y2+1

y4+2b2+1

b7+1y6+1y5+1b10+2b5+1

y9+1y8+1b8+1

y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.3091

572.4579+3
853.134 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.7053

918.3837+1
803.799 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

3.1776

734.5132+3
2.545 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

6.6424

1,102.1559+2
347.640 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.3588

734.7859+3
368.506 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.8435

734.6362+3
164.836 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.9328

385.7419+3
861.674 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

3.802

698.1664+2
181.991 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.9034

699.7433+2
2,074.744 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

5.1458

998.1384+2
610.556 ppm

S V T D C T S N F C L F Q S N S K

300 400 500 600 700 800
0.0

50%

100%

900 1,000 1,100 1,200 1,300
0.0

50%

1,400 1,500 1,600 1,700 1,800
0.0

20%

40%

y13+2

b13+2
b7+1

b12+2

y6+1

y11+2
b6+1

b11+2b10+2y9+2

y5+1

b9+2b9+2y8+2
y4+1
b8+2y7+2b4+1y6+2y3+1b3+1

y11+1

b11+1

y10+1
b10+1

y9+1b9+1

y8+1

y16+2

y15+2

b15+2

b8+1y14+2

b14+2

y7+1

b16+1

y15+1

b15+1

y14+1

b14+1b14+1

y13+1

b13+1

b13+1
y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.5526

734.7769+3
356.258 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.3328

734.7723+2
604.506 ppm

D L L F K D S A D G F L K

300 400 500 600
0.0

5%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400
0.0

2.0

4.0

6%

y11+2

b5+1
y5+1

y10+2

b9+2y9+2
b4+1

y4+1

b7+2y3+1y7+2b6+2

b3+1

y6+2
y2+1

b2+1

b9+1y9+1
b8+1

y8+1
y7+1

y12+2
b12+2b12+2y6+1

y12+1

b12+1y11+1
b11+1

y10+1

b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

3.2747

1,272.7334+2
447.540 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.431

561.0529+2
113.938 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.8742

548.5754+2
30.659 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

3.164

857.7289+2
262.820 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

1.6165

1,096.3998+1
714.511 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

2.4145

459.7594+2
429.722 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

4.0738

1,130.7599+2
382.373 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

6.1373

1,101.5653+2
188.070 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

3.0459

915.2599+2
271.492 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transferrin
0

3.1248

915.1749+2
364.286 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transketolase
1574055

1.6869

514.5889+2
71.293 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tropomyosin 1 alpha chain
0

1.7396

576.0803+3
209.719 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Troponin I, fast skeletal muscle (Troponin I, fast-twitc
0

4.5742

957.7796+3
407.479 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Troponin I, fast skeletal muscle (Troponin I, fast-twitc
0

5.7823

1,109.4449+3
394.355 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Troponin I, fast skeletal muscle (Troponin I, fast-twitc
0

6.7143

958.2632+3
912.496 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Trypsin precursor (EC 3.4.21.4)
0

1.2993

841.2927+1
837.764 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Trypsin precursor (EC 3.4.21.4)
0

1.6015

627.6052+3
84.035 ppm

S C A A A G T E C L I S G W G N T K

200 250 300 350 400 450 500
0.0

10%

20%

550 600 650 700 750 800
0.0

50%

100%

850 900 950 1,000 1,050 1,100 1,150
0.0

2.0

4.0

b5+1b9+2y8+2y4+1y7+2
b8+2

y3+1
y2+1

b4+2

y16+2y15+2b15+2y7+1b8+1
y14+2

y12+2y6+1b7+1
b12+2

y5+1y10+2
b11+2b10+2

b9+1

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Trypsin precursor (EC 3.4.21.4)
0

3.2325

896.9659+2
12.062 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Trypsin precursor (EC 3.4.21.4)
0

2.0949

421.1004+2
239.334 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Trypsin precursor (EC 3.4.21.4)
0

3.6775

737.4996+3
497.748 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tryptophanyl tRNA synthetase
1573633

1.6411

601.9432+3
1,576.947 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tryptophanyl tRNA synthetase
1573633

2.068

691.9109+3
166.563 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tryptophanyl tRNA synthetase
1573633

1.5816

593.5409+2
1,108.544 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tryptophanyl tRNA synthetase
1573633

1.638

601.7036+3
1,178.386 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ubiquitin activating enzyme 1
0

2.0822

902.8823+3
607.912 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ubiquitin activating enzyme 1
0

1.5043

911.0906+3
386.763 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ubiquitin activating enzyme 1
0

1.9094

1,120.3619+3
74.004 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ubiquitin carboxyl terminal hydrolase 4
0

1.6819

640.9099+3
732.806 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ubiquitin conjugating enzyme E2H
0

1.5281

792.4774+2
507.535 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ubiquitin conjugating enzyme E2S
0

1.0768

859.3267+1
1,598.454 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ubiquitin specific protease 11
0

1.8804

1,362.9492+3
570.765 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ubiquitin specific protease 5
0

1.6681

472.5479+3
2,082.931 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ubiquitin specific protease 6
0

1.5327

1,138.2512+3
583.018 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ubiquitin specific protease 6
0

1.6184

1,137.9612+3
328.168 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ubiquitin specific protease 8
0

1.9028

765.7156+3
93.958 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

UDP galactose 4 epimerase
1573321

1.599

686.7396+3
465.551 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unknown [Saccharomyces cerevisiae]
1574246

1.7291

318.0724+2
2,166.538 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

UPF0076 protein yjgF - Escherichia coli.
0

2.0914

507.1889+2
1,167.619 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

UPF0076 protein yjgF - Escherichia coli.
0

5.2631

987.8776+3
165.376 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Valyl tRNA synthetase 2
1574225

1.7413

826.8736+3
13.527 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Valyl tRNA synthetase 2
1574225

2.2903

826.7512+3
161.412 ppm

I P A W Y D A E G N V Y V A R N E E E V R

300 400 500 600
0.0

10%

20%

30%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400 1,500
0.0

5%

10%

y5+1y10+2
y10+2b5+1

y4+1b9+2b8+2b4+1b7+2

b18+2y17+2
b9+1y8+1

b17+2
b8+1b16+2y15+2b15+2y14+2

b7+1

b14+2y13+2b6+1b12+2b12+2

b13+1

b12+1y11+1

y10+1

b11+1

y19+2

b10+1
y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Valyl tRNA synthetase 2
1574225

2.3482

826.6886+3
237.168 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Valyl tRNA synthetase 2
1574225

1.8465

774.2352+3
478.222 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Zinc finger protein, subfamily 1A, member 2
0

1.7048

308.4919+2
369.932 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

100K [Human adenovirus B]
21408015

0.119

862.1464+2
810.603 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

1300003K24Rik protein [Mus musculus] [MASS=93948]
24212686

0.4702

667.9014+2
850.132 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

140 kDa estrogen receptor associated protein [Homo sapiens]
22054257

0.0376

578.2214+2
750.055 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

1810015C04Rik protein [Mus musculus]
10438431

0.1585

1,114.6514+2
291.310 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase  (EC 3.1.4.11) isozyme II - bovine
7512673

0.8378

912.7064+2
331.140 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

20K T3 glycoprotein precursor [Homo sapiens]
4502669

0.6731

860.5914+2
860.285 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

2310046B19Rik protein [Mus musculus]
27712432

0.6939

742.4963+2
246.831 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

26S proteasome regulatory chain 4 [validated] - human
6679501

0.7458

682.4114+2
145.061 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

30S ribosomal protein S7 homolog [Homo sapiens]
7705738

0.0793

889.6414+2
244.739 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

3',5'-cyclic AMP phosphodiesterase [Rattus norvegicus]
4505661

0.0498

861.5414+2
407.933 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

36 kDa phosphothyrosine protein [Homo sapiens]
7657293

0.8945

886.1414+2
263.027 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

36 kDa phosphothyrosine protein [Homo sapiens]
7657293

0.487

937.4664+2
73.035 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

36 kDa phosphothyrosine protein [Homo sapiens]
7657293

0.782

937.6764+2
296.939 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

36 kDa phosphothyrosine protein [Homo sapiens]
7657293

0.8834

937.7814+2
408.892 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

3-phosphoinositide dependent protein kinase-1 [Homo sapiens]
23271395

0.7972

1,092.0514+2
29.931 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

5730525G14Rik protein [Mus musculus]
27721307

0.7034

898.1709+3
440.369 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

actin-binding double-zinc-finger protein [Homo sapiens]
21284383

0.2216

924.0676+3
23.150 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

actin-binding double-zinc-finger protein [Homo sapiens]
12803267

0.199

829.5514+2
235.642 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

actin-binding double-zinc-finger protein [Homo sapiens]
12803267

0.5651

875.6064+2
247.233 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

actin-binding double-zinc-finger protein [Homo sapiens]
12803267

0.5327

915.2814+2
118.409 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

activator protein 4 [Drosophila melanogaster]
7287955

0.8082

903.7042+3
14.380 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

adenomatous polyposis coli protein - human
4557319

0.6146

854.1764+2
372.442 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

adenosine 5'-diphosphosugar pyrophosphatase [Homo sapiens]
7657403

0.0947

765.6863+2
364.403 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alix [Mus musculus]
6424942

0.1186

839.5964+2
377.075 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALL-1 fusion partner from chromosome 6
5174575

0.5649

806.2814+2
88.863 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ALL-1 fusion partner from chromosome 6
5174575

0.8829

806.5214+2
208.587 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

alpha-catenin [Mus musculus]
21411495

0.0951

983.1863+2
252.481 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

amplaxin [Homo sapiens]
2498954

0.8681

972.6014+2
176.682 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

anion exchanger 3 brain isoform
4827016

0.0

881.1909+3
536.176 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ARAP2 [Homo sapiens]
16118245

0.5902

770.8314+2
39.475 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ARF GTPase-activating protein GIT1 [Homo sapiens]
7661712

0.7304

830.7463+2
178.494 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ARF GTPase-activating protein GIT2 [Homo sapiens]
17149830

0.9003

1,032.8176+3
351.475 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ataxin-2-like protein A2LP [Homo sapiens]
27262649

0.0454

999.1714+2
215.617 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ATP-binding cassette transporter family A member 12 [Homo sapiens]
27881503

0.0138

1,155.4127+1
199.887 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

attachment glycoprotein G [Human respiratory syncytial virus]
8515371

0.6336

1,015.5109+3
271.424 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

atypical PKC specific binding protein [Rattus norvegicus]
25901054

0.1389

662.9664+2
464.538 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

B99 [Homo sapiens]
20127556

0.505

479.7209+3
361.616 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

bA195O1.1 (novel protein similar to C1D DNA-binding protein) [Homo sapiens]
17384063

0.0269

664.7314+2
103.186 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Bassoon [Rattus norvegicus]
3928704

0.2839

992.2864+2
344.149 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BC033915 protein [Mus musculus] [MASS=145954]
28490784

0.3387

885.7664+2
127.484 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

B-cell lymphoma/leukaemia 11B [Homo sapiens]
12597635

0.2447

879.2563+2
154.791 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

bcr polypeptide [Homo sapiens]
487347

0.1301

646.8264+2
790.484 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

bcr polypeptide [Homo sapiens]
487347

0.0056

646.3514+2
56.121 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta2-chimaerin
2979584

0.72

1,093.2213+2
195.837 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta2-syntrophin
5803177

0.0013

732.5364+2
268.953 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta catenin [Homo sapiens]
21104410

0.1221

947.1813+2
260.492 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta catenin [Homo sapiens]
21104410

0.8279

868.8113+2
83.565 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

bromodomain containing protein 3; RING3-like gene; bromodomain-containing 3; open reading frame X [Homo sapiens]
11067749

0.5199

1,007.8342+3
446.484 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

C430003J21Rik protein [Mus musculus]
20857048

0.5784

681.5076+3
582.102 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cancer associated surface antigen [Homo sapiens]
4758230

0.1199

1,179.7313+2
140.161 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

capsid protein [Human calicivirus HU/NLV/Sindlesham/95/UK]
23194379

0.8593

535.2309+3
546.449 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

capsid protein [human calicivirus strain Hu/NLV/Alphatron/98-2/1998/NET]
6180161

0.3943

837.0414+2
187.906 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

capsid protein VP1 [Human echovirus 3]
5823855

0.6912

1,028.1809+3
239.122 ppm

A A C V Y*I T* T* Y K S A G G T P T* E R Y A S*W R

300 400 500 600 700 800
0.0

5%

10%

15%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800
0.0

10%

20%

y13+2

y12+2

y5+1

b12+2

b6+1
b6+1

b10+2y8+2b9+2y7+2
y5+2

b9+1y18+2b18+2M+3

y16+2

b17+2

y6+1y15+2b16+2b16+2b7+1
y14+2

y13+1
y23+2

b23+2

y21+2

y21+2

b22+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

carboxyl terminal LIM domain protein [Homo sapiens]
13994151

0.226

895.7364+2
222.547 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

c-cbl protein [Homo sapiens]
4885117

0.4449

872.7014+2
290.852 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

c-cbl protein [Homo sapiens]
4885117

0.6064

912.6064+2
174.051 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CDC2 [Drosophila melanogaster]
24158643

0.135

649.5013+2
303.474 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CED-5 [Caenorhabditis elegans]
17538408

0.0192

1,012.5576+3
86.196 ppm

V N C V N L T S S*L V A L A Q P I G D T* E H E M I R

400 500 600 700 800
0.0

5%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800
0.0

1.0

2.0

3.0

b15+2
y12+2

y5+1

y10+2

y10+2b6+1

y9+2

b11+2y8+2b10+2b10+2
b9+2

b3+1

b23+2y21+2b22+2y9+1y20+2b10+1y17+2

y16+2

b18+2y15+2b17+2b16+2

y12+1y24+2

y22+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CENP-F kinetochore protein
1345731

0.3333

688.9614+2
97.984 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chain A, Solution Structure Of Pin1 Ww Domain
15826212

0.701

958.1109+3
57.110 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

chloride channel protein [Homo sapiens]
4887601

0.0728

813.2964+2
742.199 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chromosome 13 open reading frame 8 [Homo sapiens]
27482263

0.1324

653.4264+2
186.905 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

chromosome-associated protein-E [Homo sapiens]
5453591

0.0527

984.9464+2
429.735 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

coat protein gamma-cop [Homo sapiens]
11559929

0.0229

927.4313+2
505.007 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cofactor of initiator function [Homo sapiens]
4507347

0.8239

994.6876+3
75.336 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CSG142 [Rattus norvegicus] [MASS=39937]
27704366

0.5428

905.3442+3
268.158 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cysteinyl leukotriene CysLT2 receptor [Homo sapiens]
10716136

0.0096

581.0414+2
466.992 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytoskeleton associated protein [Homo sapiens]
736704

0.3136

1,060.1714+2
194.961 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytoskeleton associated protein [Homo sapiens]
736704

0.2897

752.1764+2
482.709 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytoskeleton associated protein [Homo sapiens]
736704

0.4922

607.7914+2
896.009 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dedicator of cytokinesis 2; dedicator of cyto-kinesis 2 [Homo sapiens]
1504002

0.041

687.7563+2
0.726 ppm

D Q P D Y A M Y*S R

300 400 500 600
0.0

50%

100%

700 800 900 1,000
0.0

10%

20%

30%

1,100 1,200 1,300 1,400 1,500
0.0

50%

y9+2y9+2b9+2

y8+2

y3+1
b4+1b3+1y5+2y2+1

y7+1

y6+1
y5+1

b5+1

y4+1

y9+1b9+1

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dedicator of cytokinesis 2; dedicator of cyto-kinesis 2 [Homo sapiens]
1504002

0.066

1,001.7614+2
295.069 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DEM1 protein [Homo sapiens]
12803393

0.1297

733.6664+2
423.992 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

deoxycytidyl transferase; Rev1p [Homo sapiens]
7023759

0.1058

942.8813+2
527.343 ppm

P S D C N F I S N F Y*S H S R

300 400 500 600 700 800
0.0

10%

20%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800
0.0

5%

10%

y12+2y5+1
b12+2y11+2b11+2

b11+2b6+1
b6+1y10+2

y10+2
y9+2

y8+2b9+2y7+2y4+1b8+2y6+2y3+1b6+2y2+1

y9+1y9+1
b10+1y8+1b9+1y7+1y7+1b8+1b8+1

y14+2

y14+2

y6+1

y6+1

b14+2b14+2y13+2y13+2b13+2b7+1

y13+1

b12+1

y11+1

b11+1b11+1y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

diacylglycerol kinase kappa [Homo sapiens] [MASS=141828]
17460319

0.292

698.0964+2
312.437 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

diaphanous 1 [Homo sapiens]
4885183

0.5027

731.4164+2
816.397 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Discoidin, CUB and LCCL domain containing protein 1 precursor [MASS=77920]
21758159

0.1123

881.1913+2
192.660 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dJ25J6.2 (novel zinc finger protein) [Homo sapiens]
27483138

0.0712

563.0013+2
457.081 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA-binding protein [Homo sapiens]
27684703

0.08

883.8264+2
220.966 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA-binding protein - human cytomegalovirus (strain Colburn)
232005

0.6177

759.8476+3
255.268 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA repair protein XRCC1 - human
9954649

0.8375

829.1409+3
103.409 ppm

T K P T Q A A G P S S*P Q K P P T* P E E T K

300 400 500 600 700 800
0.0

50%

100%

900 1,000 1,100 1,200 1,300
0.0

20%

40%

60%

1,400 1,500 1,600 1,700 1,800 1,900
0.0

2.0

4.0

b15+2y12+2b8+1b14+2b7+1b7+1

y11+2

b13+2

y5+1

y10+2y10+2y10+2b12+2y9+2y9+2
y8+2
y8+2b10+2y7+2b4+1b9+2y3+1b8+2y2+1

b21+2y9+1y9+1

y20+2

y20+2

b11+1

b20+2

b20+2

y19+2

y19+2

y18+2

y8+1

y17+2b10+1y7+1
y7+1
y16+2
y16+2b17+2

y15+2b9+1

b9+1

y14+2y6+1

y13+2

y12+1
y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

docking protein [Homo sapiens]
21618483

0.3445

877.8063+2
82.993 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

docking protein [Homo sapiens]
21618483

0.2354

878.1464+2
304.082 ppm

G Q E G E Y*A V P F D A V A R

300 400 500 600 700
0.0

5%

10%

15%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600 1,700
0.0

5%

10%

b13+2

y12+2

y6+1

b12+2

y11+2b10+2
y5+1

y8+2y4+1
y3+1

y6+2

y10+1y9+1b8+1
y8+1b7+1y14+2

y7+1

b6+1b6+1b14+2
y13+2

b13+1

y12+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DR5 [Human herpesvirus 6]
9628296

0.2411

1,014.3063+2
344.913 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Drim-pending protein [Mus musculus]
27717947

0.51

859.3776+3
328.745 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dynamitin
22096346

0.7424

544.5864+2
599.894 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

E1B-55kDa-associated protein [Homo sapiens]
7512403

0.4575

927.6313+2
225.826 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

E3/49K [human adenovirus type 19p]
21205837

0.0933

696.3864+2
773.460 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

eIF4E-transporter [Homo sapiens]
9789865

0.1631

762.1564+2
364.187 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

eIF4E-transporter [Homo sapiens]
9789865

0.0069

761.5864+2
383.469 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

emerin [Homo sapiens]
4557553

0.9088

683.6176+3
42.399 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

emerin [Homo sapiens]
4557553

0.4209

1,065.7864+2
296.912 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

emerin [Homo sapiens]
4557553

0.7783

710.3776+3
90.528 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

emerin [Homo sapiens]
4557553

0.3117

1,065.5564+2
81.146 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

emerin [Homo sapiens]
4557553

0.3231

635.9363+2
303.813 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

endosome-associated FYVE-domain protein [Homo sapiens]
21619002

0.0687

949.1913+2
232.128 ppm

N E I I Q S*P I S Q V P S V E K

300 400 500 600 700 800
0.0

50%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800
0.0

5%

10%

b6+1
y13+2

b13+2y12+2

y6+1

b5+1

y5+1

y10+2y4+1y8+2b6+2
y2+1

b11+1

y11+1
y10+1

y9+1

y8+1

b7+1

y15+2
y7+1
y14+2

y14+1
b14+1

y13+1

b13+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

enhancer of filmentation 1
5453680

0.192

770.2463+2
748.580 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

epidermal growth factor receptor substrate
4503593

0.5158

745.6514+2
401.351 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

epidermal growth factor receptor substrate
4503593

0.0778

785.6913+2
431.822 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

erbb2-interacting protein ERBIN [Homo sapiens]
7022273

0.9804

849.1863+2
349.132 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

erbb2-interacting protein ERBIN [Homo sapiens]
7022273

0.7652

566.2209+3
519.842 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

erbb2-interacting protein ERBIN [Homo sapiens]
7022273

0.7035

750.2964+2
596.320 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

erbb2-interacting protein ERBIN [Homo sapiens]
7022273

0.8106

770.8664+2
35.134 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

erbb2-interacting protein ERBIN [Homo sapiens]
7022273

0.3529

1,053.2463+2
238.396 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

erbb2-interacting protein ERBIN [Mus musculus]
7022273

0.9516

710.1164+2
468.965 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ER degradation enhancer, mannosidase alpha-like 1 [Homo sapiens]
7662002

0.789

937.7842+3
361.314 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

erythrocyte membrane protein band 4.9 (dematin) [Homo sapiens]
22654240

0.6619

1,084.0642+3
396.990 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ese2L protein [Mus musculus]
7542783

0.4416

544.2414+2
824.367 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

expressed sequence AW491493 [Mus musculus]
27721021

0.5384

732.1376+3
158.620 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FLJ00359 protein [Homo sapiens]
21748566

0.5073

877.8409+3
467.930 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FMRP interacting protein, 82kD [Homo sapiens]
27673513

0.2229

767.1464+2
406.144 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FMRP interacting protein, 82kD [Homo sapiens]
7243023

0.6738

697.7864+2
573.443 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

fragile X mental retardation protein FMR2p [Homo sapiens]
5639729

0.7149

672.1776+3
685.712 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYVE finger-containing phosphoinositide kinase (1-phosphatidylinositol-4-phosphate 5-kinase) (PIP5K) (PtdIns(4)P-5-kinase) (p235)
9296993

0.3305

779.1664+2
429.340 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

gamma-synergin [Homo sapiens]
5733726

0.415

741.6913+2
452.242 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

GAP binding protein p62dok [Homo sapiens]
4503357

0.8508

960.2609+3
162.060 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

GAP SH3 binding protein [Homo sapiens]
5031703

0.7243

1,016.5914+2
619.647 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glycoprotein [Human respiratory syncytial virus]
6684796

0.5226

638.1709+3
734.561 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

GTPase-activating protein rap1GAP long form - human  (fragment)
4506415

0.4968

895.7264+2
214.464 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

H(+)-ATPase subunit A; H(+)-transporting ATPase [Bos taurus]
1082432

0.1867

998.7714+2
197.354 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HCH [Mus musculus]
1504002

0.4617

634.2414+2
709.134 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

helicase-MOI [Homo sapiens]
5019620

0.5356

926.6376+3
111.426 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

heterogeneous nuclear ribonucleoprotein complex K; hnRNP K [Homo sapiens]
13384620

0.1765

1,015.5114+2
490.735 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

heterogeneous nuclear ribonucleoprotein R [Homo sapiens]
13629286

0.6408

629.6776+3
139.487 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HHL protein; rab6 GTPase activating protein-like; expressed in hematopoietic cells, heart, liver [Mus musculus]
21755180

0.1815

708.1114+2
232.724 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hnRNP H
9624998

0.479

907.6464+2
293.044 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

homeodomain protein [Homo sapiens]
284161

0.7214

865.8776+3
532.149 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

homologous to dystrophin, beta-spectrin, alpha-actinin, ABP-120, ABP-280, fimbrin [Homo sapiens]
15011908

0.628

681.3542+3
459.040 ppm

E N L E Q A F E V A E R L G V T R

250 300 350 400 450 500
0.0

20%

40%

550 600 650 700 750 800 850
0.0

50%

100%

900 950 1,000 1,050 1,100 1,150
0.0

10%

20%

30%

b4+1

y9+2

y8+2

y7+2

y2+1y4+2

b11+2

b5+1

y11+2

b9+2

b16+2

y8+1

y15+2

y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

homologous to dystrophin, beta-spectrin, alpha-actinin, ABP-120, ABP-280, fimbrin [Homo sapiens]
15011908

0.5581

682.1209+3
665.100 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

homologous to dystrophin, beta-spectrin, alpha-actinin, ABP-120, ABP-280, fimbrin [Homo sapiens]
15011908

0.5606

681.3342+3
488.365 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

homologous to dystrophin, beta-spectrin, alpha-actinin, ABP-120, ABP-280, fimbrin [Homo sapiens]
15011908

0.5469

681.2809+3
566.566 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HPT protein [Homo sapiens]
10190702

0.6695

901.0509+3
330.637 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HPT protein [Homo sapiens]
10190702

0.5739

900.5509+3
224.247 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HSPC021 [Homo sapiens]
7705433

0.9766

998.2414+2
262.949 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Human homolog of Mus musculus wizS protein [AA 171-934] [Homo sapiens]
4389513

0.6836

790.7614+2
419.568 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical 17.7K protein - human adenovirus 2
139968

0.8947

1,016.0242+3
92.905 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hypothetical protein 4832420M10 [Mus musculus] [MASS=166930]
27678864

0.8355

895.7276+3
477.017 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein 4922504H04 [Mus musculus]
27659016

0.2735

863.7864+2
354.463 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein 6330514E13 [Mus musculus]
27662676

0.1301

480.1209+3
534.986 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein 6330514E13 [Mus musculus]
27662676

0.6667

480.1476+3
590.518 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein A930006D11 [Mus musculus]
28514408

0.5712

1,004.7375+3
369.256 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ10201 [Homo sapiens]
6330385

0.0365

807.3314+2
647.671 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ10290 [Homo sapiens]
27681275

0.3106

962.2314+2
355.208 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ10408 [Homo sapiens]
27768997

0.0576

892.2164+2
335.940 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ11273 [Homo sapiens]
8922966

0.3177

923.1414+2
263.753 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ11618; likely ortholog of mouse fibrosin [Homo sapiens]
15559711

0.203

601.7164+2
906.819 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ11806 [Homo sapiens]
28207879

0.5036

811.8043+3
490.427 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ12994 [Homo sapiens]
12383092

0.9612

857.2814+2
414.028 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ14251 [Homo sapiens]
19923607

0.3941

810.3713+2
12.702 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ14827 [Homo sapiens]
14042643

0.0055

825.8464+2
617.795 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ14909 [Homo sapiens]
14042772

0.139

776.2714+2
589.514 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ20366 [Homo sapiens]
7959205

0.2627

785.1514+2
947.496 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ20643 [Homo sapiens]
12654549

0.9881

830.3264+2
519.992 ppm

I Q E L G D L Y*T P A P G R

300 400 500 600 700
0.0

20%

40%

800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500 1,600
0.0

5%

10%

15%

y12+2

b10+2

y6+1

y9+2

y5+1

y4+1
b6+2

y3+1

y6+2

y10+1
y9+1

b8+1
y8+1

y7+1
b7+1

y13+2

b13+2

y12+1
y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ20686 [Homo sapiens]
21740339

0.17

515.1464+2
740.488 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ21870 [Homo sapiens]
12711682

0.3195

872.9413+2
655.193 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ32110 [Homo sapiens]
29737195

0.1805

740.1564+2
408.586 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ32825 [Homo sapiens]
22749025

0.1643

989.3564+2
84.348 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ38288 [Homo sapiens]
28316812

0.6673

708.0976+3
357.234 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein FLJ40342 [Homo sapiens]
22748753

0.1048

749.1064+2
958.113 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
11360242

0.7117

803.5613+2
298.075 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
28374300

0.8121

564.1176+3
313.381 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
11360078

0.3016

610.3163+2
132.544 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
7022325

0.8116

651.2276+3
391.212 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
11360213

0.4026

784.0164+2
146.927 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
14550472

0.0958

520.8063+2
160.295 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
27479797

0.5231

938.3143+3
66.900 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
4240295

0.2344

1,020.6964+2
184.572 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
10434365

0.8376

630.1564+2
630.372 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
21706892

0.0122

816.3414+2
33.726 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
15079369

0.4035

1,027.1814+2
257.879 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
23271902

0.6298

902.6309+3
426.486 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
11360196

0.5484

659.3763+2
60.924 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
13569874

0.101

667.9264+2
576.542 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
19526773

0.603

788.5063+2
757.471 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hypothetical protein LOC257106 [Homo sapiens]
27497821

0.6117

713.1064+2
422.398 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hypothetical protein LOC257106 [Homo sapiens]
27497821

0.743

899.9764+2
651.799 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein LOC284346 [Homo sapiens]
28372567

0.0695

870.3113+2
81.526 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein MGC17986 [Homo sapiens]
21706476

0.1909

703.0514+2
333.916 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein MGC45404 [Homo sapiens]
27709416

0.0056

1,164.6964+2
158.024 ppm

S S S S*G S D D Y A Y T Q A L L L H Q R

400 500 600 700 800 900
0.0

5%

1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

1.0

2.0

3.0

y14+2

y7+1

y13+2

y6+1

b7+1

y5+1

y4+1

y3+1

y7+2b7+2

y10+1y9+1y18+2y17+2

y8+1

y16+2

y16+1

y14+1

b15+1y13+1

b14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_070476 [Homo sapiens]
17449787

0.6043

894.1076+3
465.832 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_090094 [Homo sapiens]
22061499

0.2952

853.1213+2
840.529 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_098916 [Homo sapiens]
18573061

0.534

757.6243+3
97.841 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_104680 [Homo sapiens]
18594753

0.041

693.7563+2
150.497 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_117240 [Homo sapiens]
20534162

0.6374

936.3409+3
78.000 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_117552 [Homo sapiens]
20553745

0.0737

894.2864+2
183.082 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_137323 [Mus musculus]
22748921

0.1662

946.2463+2
165.169 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_208879 [Homo sapiens]
27486375

0.0178

696.9614+2
537.802 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_210952 [Homo sapiens]
27485809

0.7242

670.0142+3
47.589 ppm

I S*E L G E K G S F V K Y*S Q K

200 300 400 500 600
0.0

50%

100%

700 800 900 1,000 1,100
0.0

20%

40%

1,200 1,300 1,400 1,500 1,600
0.0

2.0

4.0

b11+2
b11+2

y10+2
y10+2

b10+2y9+2b4+1y8+2b9+2y7+2b7+2y3+1y5+2b5+2y2+1

y9+1y8+1y7+1y14+2y6+1

y13+2

y5+1

y11+2

b12+2

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_211703 [Homo sapiens]
27477235

0.0986

967.7513+2
317.372 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_211830 [Homo sapiens]
27480758

0.0364

699.0914+2
345.866 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_211964 [Homo sapiens]
27482021

0.235

955.1863+2
223.924 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_291579 [Homo sapiens]
29732556

0.8309

741.1342+3
311.311 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_293573 [Homo sapiens]
29730173

0.5172

783.6064+2
382.580 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_295261 [Homo sapiens]
29733992

0.0426

593.3609+3
184.921 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_295303 [Homo sapiens]
29727341

0.6353

885.7642+3
401.546 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_295430 [Homo sapiens]
29729756

0.5112

867.7114+2
265.992 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_295996 [Homo sapiens]
29745392

0.4641

1,080.7163+2
173.339 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_296025 [Homo sapiens]
29746016

0.6146

797.2975+3
329.960 ppm

N P P R N P S P D P Q P Q T* W P T* L R

300 400 500 600 700
0.0

10%

20%

800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500 1,600
0.0

5%

10%

y10+2

b6+1y9+2y8+2y4+1

y3+1
b4+1

b8+2
b7+2

y5+2y2+1

y4+2

y8+1b18+2b10+1y7+1b17+2y15+2y6+1
b15+2

y14+2b8+1y13+2y13+2y12+2

b7+1

y5+1

b13+2

y11+1
b13+1

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_296591 [Homo sapiens]
29740403

0.6359

1,085.6376+3
460.629 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_296654 [Homo sapiens]
29740543

0.7172

480.1242+3
201.502 ppm

A G D A L S*A A V E P G P R

150 200 250 300 350 400 450 500
0.0

50%

100%

550 600 650 700 750 800 850
0.0

20%

40%

60%

900 950 1,000 1,050 1,100 1,150 1,200
0.0

1.0

2.0

b5+1

y4+1b9+2y8+2y7+2y6+2y5+2
y1+1b4+2

y6+1y13+2b13+2y5+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_296720 [Homo sapiens]
29741763

0.3543

1,083.7113+2
254.912 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_297197 [Homo sapiens]
29741502

0.0506

542.3414+2
127.861 ppm

T S M Q L S V F R

200 250 300 350 400 450
0.0

10%

20%

500 550 600 650 700 750
0.0

50%

100%

800 850 900 950 1,000 1,050
0.0

5%

10%

b4+1b8+2y7+2

y3+1

y2+1

y1+1

y5+1

y4+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_297313 [Homo sapiens]
29727903

0.2166

1,005.1714+2
221.244 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_297403 [Homo sapiens]
29729159

0.714

899.4309+3
387.321 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_297510 [Homo sapiens]
29730723

0.537

887.6809+3
59.455 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_297623 [Homo sapiens]
29731851

0.0701

892.2563+2
686.555 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_297842 [Homo sapiens]
29745876

0.5924

828.6263+2
361.092 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_297975 [Homo sapiens]
29743297

0.0714

792.1664+2
227.218 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_297981 [Homo sapiens]
29743399

0.1472

938.3163+2
674.701 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_298157 [Homo sapiens]
29727622

0.0688

990.9464+2
86.129 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_298157 [Homo sapiens]
29727622

0.902

785.6942+3
16.072 ppm

D K S S S*S*L T P P S*L V V F T K Y K

300 400 500 600
0.0

5%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400 1,500
0.0

1.0

2.0

3.0

y10+2
b5+1

y9+2
y4+1

b9+2
y8+2

y7+2b7+2
y5+2

y4+2

b2+1

y17+2b17+2y16+2b14+2

y12+2

b12+2

y5+1y5+1y11+2
b11+2

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_298416 [Homo sapiens]
29732810

0.5649

762.4142+3
409.054 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_298669 [Homo sapiens]
29730556

0.097

1,059.5742+3
329.098 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_298942 [Homo sapiens]
29736690

0.2386

879.6913+2
312.528 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_299249 [Homo sapiens]
29740930

0.4536

956.7664+2
373.284 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_299358 [Homo sapiens]
29742679

0.9407

480.3676+3
1,033.803 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_299970 [Homo sapiens]
29736750

0.2554

781.8813+2
672.873 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_300037 [Homo sapiens]
29732396

0.6817

908.5176+3
234.416 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_300139 [Homo sapiens]
29734117

0.2321

1,084.0664+2
434.914 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

I-1 receptor candidate protein [Homo sapiens]
6005788

0.0794

754.7064+2
515.023 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

IGF-1 receptor [Bos taurus]
4557665

0.3824

756.2964+2
21.604 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

IgG heavy chain variable region [Homo sapiens]
3540261

0.0296

690.8264+2
781.786 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ig heavy chain J region JH4 - mouse (fragment)
15625293

0.6722

701.2276+3
507.513 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ig heavy chain V-III region (Gal) - human (tentative sequence)
123860

0.8706

651.1109+3
261.196 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ig heavy chain V-III region (Lay) - human (tentative sequence)
123854

0.6959

999.7375+3
431.221 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ig-like membrane protein [Homo sapiens]
27660114

0.2305

1,169.8064+2
226.188 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ikaros/LyF-1 homolog
18073422

0.9539

779.4109+3
317.096 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin heavy chain [Homo sapiens]
4995409

0.1927

695.0264+2
422.736 ppm

S R V T* I S*V G T S*K

200 300 400 500 600
0.0

50%

100%

700 800 900 1,000 1,100
0.0

50%

1,200 1,300 1,400 1,500 1,600
0.0

10%

20%

b5+1

y10+2b10+2b10+2

y5+1

y5+1

y9+2y9+2y8+2y4+1b7+2b7+2y7+2y3+1

b3+1

y2+1
b5+2y5+2b4+2

b2+1

y4+2
y4+2

y3+2y3+2y3+2

y9+1

y9+1

b9+1
y8+1
y8+1

b8+1b7+1

b7+1

y7+1

b6+1b6+1

y6+1

y6+1M+2

b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin heavy chain variable region [Homo sapiens]
21956212

0.5768

647.6676+3
110.042 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin heavy chain variable region [Homo sapiens]
16076374

0.7443

479.9609+3
858.748 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin heavy chain variable region [Homo sapiens]
6013022

0.6451

878.6776+3
305.398 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin heavy chain variable region [Homo sapiens]
4426786

0.8478

915.2809+3
491.776 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin heavy chain variable region [Homo sapiens]
6013044

0.5725

1,050.2042+3
389.412 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin heavy chain variable region [Homo sapiens]
21998616

0.1499

861.7264+2
207.732 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin heavy chain variable region [Homo sapiens]
21669755

0.1252

931.2364+2
781.956 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin lambda light chain [Homo sapiens]
6492195

0.2473

669.3514+2
93.611 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin lambda light chain [Homo sapiens]
4566010

0.5367

912.3876+3
27.828 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin lambda light chain variable region [Homo sapiens]
21214681

0.0568

1,128.1664+2
373.220 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Importin9 isoform 1 [Mus musculus]
21753693

0.1146

1,171.2363+2
556.534 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

integral membrane protein GDD1 [Homo sapiens]
29743857

0.5479

708.3976+3
157.301 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

interleukin 17 receptor E isoform 3 [Homo sapiens]
21389477

0.2528

912.3864+2
497.295 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

involved in signaling by the epidermal growth factor receptor; Method: conceptual translation supplied by author
10864047

0.6252

1,053.0963+2
117.801 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

involved in signaling by the epidermal growth factor receptor; Method: conceptual translation supplied by author
10864047

0.6119

1,053.1614+2
179.501 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ITK [Homo sapiens]
7705029

0.3011

846.1313+2
313.929 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

jerky [Homo sapiens]
22325392

0.5481

907.6476+3
287.717 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

kappa B and V(D)J recombination signal sequences binding protein [Homo sapiens]
29421200

0.7139

876.2742+3
135.618 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Keratin 19 (AA 1 - 399) [Homo sapiens]
24234699

0.2236

904.8464+2
580.212 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

KIAA0786 protein [Homo sapiens]
3882293

0.0229

889.2264+2
337.463 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

KIAA1853 protein [Homo sapiens]
14017923

0.1537

741.1364+2
231.258 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

kinase deficient protein KDP [Homo sapiens]
12711660

0.9671

924.4742+3
42.677 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

kinase Myt1 [Homo sapiens]
2914671

0.2538

893.2014+2
372.353 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Kinesin-like protein KIF3B (Microtubule plus end-directed kinesin motor 3B) (HH0048)
4758646

0.606

688.8509+3
167.077 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

kin of IRRE like; nephrin related gene [Homo sapiens]
8922705

0.4224

856.6514+2
296.359 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

kin of IRRE like; nephrin related gene [Homo sapiens]
8922705

0.0297

542.2264+2
885.385 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

kin of IRRE like; nephrin related gene [Homo sapiens]
8922705

0.2257

542.1514+2
747.073 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

kin of IRRE like; nephrin related gene [Homo sapiens]
8922705

0.8985

1,083.3127+1
165.791 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

kin of IRRE like; nephrin related gene [Homo sapiens]
8922705

0.1932

692.4214+2
898.884 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Kruppel-associated box protein [Homo sapiens]
28525760

0.0256

618.3014+2
36.443 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAF-4
27371128

0.077

841.6664+2
774.599 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

l-Afadin [Rattus norvegicus]
12644018

0.2044

760.0013+2
168.929 ppm

T Q V L S*P D S L F T A K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

l-Afadin [Rattus norvegicus]
12644018

0.1367

760.3063+2
570.047 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

large tumor suppressor 1 [Homo sapiens]
4758666

0.0484

657.5114+2
419.267 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAR-interacting protein 1a
1362851

0.5641

701.6642+3
456.534 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

late 33K protein - human adenovirus 41
137288

0.0893

1,031.5863+2
65.454 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

late 33K protein - human adenovirus 41
137288

0.3348

1,031.5414+2
21.850 ppm

R W D T V S I A G S P P A P V A P T* K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

latrophilin-1 precursor [Rattus norvegicus]
14043198

0.4295

667.1714+2
537.301 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LBP-1a=transcription factor binding to initiation site of HIV-1 {alternatively spliced} [human, Namalwa cells, Peptide, 504 aa]
7657669

0.1323

958.6664+2
326.999 ppm
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300 400 500 600 700
0.0

10%

20%

800 900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800
0.0

10%

20%

b14+2

y5+1

b13+2y4+1

b11+2

b10+2b3+1

y10+1y9+1
y15+2

b15+2

y14+1
y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LBP-32 [Homo sapiens]
7657297

0.0246

681.6263+2
544.914 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

leukocyte antigen CD84 [Homo sapiens]
6650108

0.0915

619.5964+2
492.905 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LIM domains containing protein 1 [Homo sapiens]
7657307

0.9289

761.1114+2
365.016 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LIM domains containing protein 1 [Homo sapiens]
7657307

0.0624

803.5114+2
219.012 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LIM domains containing protein 1 [Homo sapiens]
7657307

0.932

803.6263+2
362.075 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LIM protein [Homo sapiens]
5031887

0.6662

877.6863+2
758.372 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LIM protein [Homo sapiens]
5031887

0.7243

878.2463+2
121.180 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LIM protein [Homo sapiens]
5031887

0.9733

918.6863+2
362.951 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LIM protein [Homo sapiens]
5031887

0.0387

918.8864+2
580.613 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LOC243772 protein [Mus musculus]
22047606

0.9814

909.8209+3
437.222 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Macrophage colony stimulating factor-1 precursor (CSF-1) (MCSF) (M-CSF)
27262661

0.1476

914.8214+2
94.275 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mature non-specific cross reacting antigen NCA-95 [Homo sapiens]
2118911

0.6977

667.4243+3
149.677 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Metallothionein-IB (MT-1B)
28190044

0.0353

1,004.4413+2
118.180 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mucin [Homo sapiens]
1082601

0.089

913.8864+2
4.921 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

myocyte enhancer-binding factor 2; MEF2 [Homo sapiens]
298698

0.3809

611.6213+2
608.661 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NAD ADP-ribosyltransferase (EC 2.4.2.30) - bovine
130781

0.0804

562.3964+2
731.655 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NB1 Glycoprotein [Homo sapiens]
14970727

0.0012

1,142.9064+2
360.499 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nck protein (AA 1-377) [Homo sapiens]
5453754

0.676

720.2364+2
557.516 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

neuron navigator 3 [Homo sapiens]
4589520

0.1341

1,031.6013+2
278.344 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NFATx
27886559

0.1075

816.3014+2
94.506 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NICE-4 protein [Homo sapiens]
7661942

0.9453

908.7242+3
386.189 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NICE-4 protein [Homo sapiens]
7661942

0.7645

1,362.6313+2
52.382 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NICE-4 protein [Homo sapiens]
13111995

0.2239

1,093.3014+2
262.730 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NICE-4 protein [Homo sapiens]
13111995

0.8269

1,028.1514+2
131.694 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Niemann-Pick C3 protein; NPC3 [Homo sapiens]
6643038

0.548

939.4309+3
41.785 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

non-receptor protein tyrosine kinase Ack [Mus musculus]
27666396

0.7621

837.0376+3
388.150 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

novel protein [Homo sapiens] [MASS=136710]
10047211

0.5944

864.4943+3
176.829 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nuclear FMRP interacting protein 1 [Homo sapiens]
6912542

0.1234

679.8664+2
66.145 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nucleoporin
6382079

0.4027

694.1114+2
400.022 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

obscurin [Homo sapiens]
21104330

0.5135

620.8509+3
385.809 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

olfactory receptor Olfr479 [Mus musculus] [MASS=36884]
28481537

0.1051

665.3014+2
790.072 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

olfactory receptor Olr1456 [Rattus norvegicus] [MASS=36292]
27671633

0.0747

648.7809+3
197.281 ppm

G N A T* T G F I L L G L F D H T R

200 250 300 350 400 450 500
0.0

5%

550 600 650 700 750 800 850 900
0.0

50%

100%

950 1,000 1,050 1,100 1,150 1,200 1,250
0.0

2.0

4.0

b10+2

b9+2b4+1
y7+2

b8+2
y6+2

b7+2y5+2
b6+2

y2+1

y4+2
y3+2y1+1

b16+2y7+1b8+1y6+1b7+1y12+2y5+1

b12+2
y10+2b6+1y4+1

y9+1

b10+1b9+1y16+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ORF 16.1 kDa [Mastadenovirus]
1072636

0.2362

766.5563+2
478.156 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ORF [Mus musculus]
2135405

0.6334

908.1614+2
253.458 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

orphan G protein-coupled receptor GPR26 [Rattus norvegicus]
23592220

0.0397

977.7563+2
238.990 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OTT-MAL [Homo sapiens]
14041648

0.1274

622.8014+2
805.712 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

p0071 protein [Homo sapiens]
4505843

0.0471

924.6364+2
217.798 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

p0071 protein [Homo sapiens]
4505843

0.1206

924.7414+2
331.319 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

p0071 protein [Homo sapiens]
4505843

0.3595

572.7864+2
933.732 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

p0071 protein [Homo sapiens]
4505843

0.8284

769.7463+2
549.604 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

p0071 protein [Homo sapiens]
4505843

0.5893

801.2114+2
404.859 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

p0071 protein [Homo sapiens]
4505843

0.0957

982.0364+2
421.027 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

p0071 protein [Homo sapiens]
4505843

0.4572

982.7614+2
316.546 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

p107
11071700

0.0573

841.6213+2
260.048 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

p190-B
4502221

0.7522

905.6209+3
258.247 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

partitioning-defective 3 splice variant c [Homo sapiens]
25901054

0.7266

735.8464+2
62.814 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

partitioning-defective 3 splice variant c [Homo sapiens]
7021051

0.6727

945.5509+3
164.580 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

paxillin
1912057

0.6432

1,062.3064+2
312.242 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PDZ domain-containing guanine nucleotide exchange factor I [Homo sapiens]
20343875

0.3912

1,111.9963+2
19.551 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Pellino [Homo sapiens]
9909694

0.7021

1,083.7109+3
76.559 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

pericentriol material 1
5453856

0.23

1,015.9064+2
488.821 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphatidylinositol 4-kinase type II [Homo sapiens]
13559514

0.6684

727.7009+3
69.186 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoinositide-specific phospholipase C PLC-epsilon [Homo sapiens]
11065786

0.5931

774.9409+3
7.653 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C (AA 1 - 1252) [Homo sapiens]
23503086

0.4812

655.8063+2
30.322 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C (AA 1 - 1252) [Homo sapiens]
23503086

0.343

656.3664+2
883.603 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C (AA 1 - 1252) [Homo sapiens]
23503086

0.6963

946.8314+2
73.728 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoprotein associated with GEMs [Homo sapiens]
16753229

0.6047

908.9614+2
106.887 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plakophilin [Homo sapiens]
4505841

0.1601

955.1114+2
262.884 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

polyprotein CB4 [Human coxsackievirus B4]
27657691

0.6714

894.9809+3
480.307 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

polyprotein [Human echovirus 9]
4098335

0.1487

546.3763+2
154.445 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PP1 alpha (AA 1-330) [Oryctolagus cuniculus]
542987

0.1734

674.7264+2
631.665 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PP1M M110 [Rattus sp.]
4505317

0.1383

641.2509+3
439.781 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PP238 [Homo sapiens]
10834658

0.6155

1,015.2543+3
197.416 ppm

A T* G G V R G H S*S A A T G R G A A G W S P S S S G N P M A K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

precursor polypeptide (AA -23 to 1120) [Homo sapiens]
116006

0.414

869.1514+2
302.970 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

pre-mRNA cleavage factor I, 59 kDa subunit [Homo sapiens]
24432016

0.5454

725.4914+2
174.205 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

prenylcysteine lyase [Homo sapiens]
21708072

0.0027

887.6664+2
271.080 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

preproacrosin (AA -19 to 402) [Homo sapiens]
4501877

0.1142

727.4814+2
483.636 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

proline-rich protein 73 [Homo sapiens]
27482699

0.8384

637.3414+2
103.484 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

propin1 [Homo sapiens]
7513323

0.8345

945.3914+2
502.211 ppm

Q Y*A T R D V Y N P F E T R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein 2 of mRNA 4 [Human adenovirus type 12]
9626624

0.0692

1,033.6564+2
302.183 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

proteinase 3 [Homo sapiens]
1335280

0.6314

741.7975+3
410.225 ppm

H R P P S P A L A S V L L A L L L S G A A R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein associated with Myc [Homo sapiens]
4240321

0.3134

997.1564+2
343.186 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein phosphatase 2C gamma [Homo sapiens]
4505999

0.6025

937.6776+3
24.946 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine kinase (EC 2.7.1.112) ZAP-70 - human
18600045

0.0043

650.7343+3
167.445 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine kinase (EC 2.7.1.112) ZAP-70 - human
18600045

0.9993

975.8414+2
98.828 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine kinase (EC 2.7.1.112) ZAP-70 - human
18600045

0.6951

716.8864+2
825.476 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine kinase (EC 2.7.1.112) ZAP-70 - human
18600045

0.4266

716.8864+2
825.476 ppm
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300 400 500 600 700
0.0

50%

100%

800 900 1,000 1,100 1,200
0.0

50%

1,300 1,400 1,500 1,600 1,700
0.0

10%

20%

y11+2b7+1b11+2

y10+2

y9+2

y9+2

b6+1b6+1

y8+2

b9+2

y4+1

y7+2b5+1y6+2y6+2

y3+1

b4+1y4+2
y2+1

b5+2

y9+1

y8+1

b9+1b9+1

y7+1

b8+1

y6+1

y5+1

y5+1

y10+1

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine kinase (EC 2.7.1.112) ZAP-70 - human
18600045

0.3882

1,016.0214+2
82.149 ppm

R I D T* L N S D G Y*T P E P A R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine kinase (EC 2.7.1.112) ZAP-70 - human
18600045

0.926

677.7842+3
726.554 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine kinase (EC 2.7.1.112) ZAP-70 - human
18600045

0.1723

898.2264+2
377.397 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine kinase (EC 2.7.1.112) ZAP-70 - human
18600045

0.4368

756.5914+2
392.046 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine kinase (EC 2.7.1.112) ZAP-70 - human
18600045

0.1393

756.0613+2
308.272 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine kinase (EC 2.7.1.112) ZAP-70 - human
18600045

0.8805

898.1863+2
332.873 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine kinase (EC 2.7.1.112) ZAP-70 - human
18600045

0.6522

898.2864+2
444.183 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine kinase (EC 2.7.1.112) ZAP-70 - human
18600045

0.6462

937.7114+2
187.502 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine kinase (EC 2.7.1.112) ZAP-70 - human
18600045

0.7951

938.1263+2
254.745 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine phosphatase [Homo sapiens]
3114491

0.3315

710.7814+2
44.776 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein-tyrosine phosphatase [Homo sapiens]
18375642

0.4634

775.1714+2
405.747 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protocadherin 13 [Homo sapiens]
27702981

0.1121

861.2164+2
363.824 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protocadherin 1 isoform 2 precursor; protocadherin 42; cadherin-like protein 1 [Homo sapiens]
27754773

0.1613

847.2876+3
529.829 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative ankyrin-repeat containing protein [Homo sapiens]
29421204

0.8988

1,028.7064+2
204.908 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative ankyrin-repeat containing protein [Homo sapiens]
27690001

0.5155

882.8664+2
507.179 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative cytoskeletal protein [Homo sapiens]
22477628

0.1281

728.6114+2
384.381 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative cytoskeletal protein [Homo sapiens]
22477628

0.2236

728.6414+2
425.542 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative human phenylalanine tRNA synthetase [Homo sapiens]
4758340

0.1305

962.3864+2
54.988 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative ion channel protein CATSPER2 variant 1 [Homo sapiens]
16876443

0.6231

923.9176+3
61.884 ppm

E Y*Q S*S S C V S S T* S*S S Y S*S S S E S R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative oncogene [Homo sapiens]
28374141

0.2139

924.2614+2
384.570 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative protein B2 [Homo sapiens]
27477667

0.4785

845.1313+2
323.589 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative RNA binding protein [Homo sapiens]
21595812

0.075

795.0214+2
752.774 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

put. precursor polypeptide [Homo sapiens]
7656965

0.3088

940.3043+3
263.011 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

put. precursor polypeptide [Homo sapiens]
7656965

0.7872

794.8209+3
615.813 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PYK2
1165219

0.0671

958.0613+2
165.483 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PYK2
1165219

0.9062

998.2414+2
339.140 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

R3H domain protein 1
7661874

0.0317

660.2414+2
127.718 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RAB4, member RAS oncogene family [Homo sapiens]
19923260

0.5703

1,004.7414+2
341.725 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

rab4 protein (AA 1 - 213) [Rattus sp.]
106188

0.7089

681.8076+3
249.397 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

rabconnectin [Homo sapiens]
19745148

0.6005

799.1414+2
286.209 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

rac GTPase activating protein; GAB-associated CDC42 [Mus musculus]
27719919

0.1795

503.4164+2
333.696 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ras GTPase-activating-like protein
4506787

0.2635

869.6414+2
351.886 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ras GTPase-activating-like protein
4506787

0.2219

870.6064+2
756.734 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

regulating synaptic membrane exocytosis 2; RAB3 interacting protein 3 [Homo sapiens]
27696528

0.4058

1,059.5764+2
82.878 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

regulator of G-protein signalling 7 [Homo sapiens]
21361149

0.0402

688.1564+2
449.626 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

regulator of nonsense transcript stability [Homo sapiens]
18375673

0.1796

738.2214+2
138.598 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

regulator of nonsense transcript stability [Homo sapiens]
18375673

0.309

738.7264+2
544.918 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

regulator of nonsense transcript stability [Homo sapiens]
18375673

0.4027

659.9714+2
319.039 ppm

F M T T A M Y*D A R

200 250 300 350 400 450 500 550
0.0

5%

10%

15%

600 650 700 750 800 850 900 950
0.0

50%

100%

1,000 1,050 1,100 1,150 1,200 1,250 1,300 1,350
0.0

20%

40%

y9+2
y9+2

b5+1b5+1
b8+2b8+2

y8+2

y8+2

b4+1b7+2y7+2
y6+2

y6+2

y6+2b3+1

y3+1

y5+2y5+2b6+2b6+2b2+1b2+1b5+2b5+2y2+1b4+2y3+2y1+1

b7+1b7+1

y7+1

y6+1

y5+1

b6+1b6+1

y4+1

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

regulator of nonsense transcript stability [Homo sapiens]
18375673

0.9508

1,022.5013+2
545.798 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

related to the N terminus of tre [Homo sapiens]
7661864

0.2214

738.7276+3
520.705 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

related to the N terminus of tre [Homo sapiens]
7661864

0.3073

606.8763+2
170.268 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

related to the N terminus of tre [Homo sapiens]
7661864

0.6512

821.3514+2
530.241 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

related to the N terminus of tre [Homo sapiens]
7661864

0.2057

1,067.6414+2
141.480 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

related to the N terminus of tre [Homo sapiens]
7661864

0.9363

1,108.2363+2
673.379 ppm

I E V L P V D T G A G G Y*S G N S G S*P K

400 500 600 700 800
0.0

50%

100%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

1,500 1,600 1,700 1,800 1,900
0.0

50%

y17+2

y8+1

y8+1

y16+2

y15+2
y7+1b13+2y6+1

y12+2

y10+2

y14+1y13+1

y11+1

y10+1

y9+1

y20+2

y18+2

y18+1
b17+1

y17+1

y16+1y15+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

related to the N terminus of tre [Homo sapiens]
7661864

0.8959

1,107.7263+2
213.088 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

related to the N terminus of tre [Homo sapiens]
7661864

0.6341

1,107.6364+2
131.860 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Rho guanine nucleotide exchange factor 6 (PAK-interacting exchange factor alpha) (Alpha-Pix) (COOL-2)
27696640

0.3916

698.5464+2
327.122 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Rho guanine nucleotide exchange factor 6 (PAK-interacting exchange factor alpha) (Alpha-Pix) (COOL-2)
22027525

0.5363

1,366.1414+2
365.151 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Rho guanine nucleotide exchange factor 6 (PAK-interacting exchange factor alpha) (Alpha-Pix) (COOL-2)
22027525

0.3367

910.6776+3
273.653 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

rhysin 2 [Homo sapiens]
19923717

0.2248

662.1614+2
586.915 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribonucleoprotein RBM8 [Homo sapiens]
27479429

0.5596

766.3809+3
513.578 ppm

T* G Y L K G Y*T L V E Y E T* Y*K

300 400 500 600
0.0

10%

20%

30%

700 800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500
0.0

5%

b5+1b10+2b4+1
b8+2y6+2

y5+2

y3+2

b15+2
y6+1

y14+2b7+1y13+2

y5+1

y11+2y10+2

y4+1

b6+1
b11+2

y9+2

y8+1

b9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein s3 [Homo sapiens]
15718687

0.9235

809.2114+2
408.211 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIP protein kinase [Homo sapiens]
4506539

0.5177

848.0563+2
227.024 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIP protein kinase [Homo sapiens]
4506539

0.5646

565.6509+3
722.093 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIP protein kinase [Homo sapiens]
4506539

0.6072

887.9614+2
109.864 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

rjs [Mus musculus]
4758520

0.3212

749.0914+2
233.581 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA binding motif protein 12 [Homo sapiens]
21740240

0.4148

642.0964+2
502.587 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA binding motif protein 12 [Homo sapiens]
21740240

0.5886

479.8276+3
752.233 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA-binding protein
14733321

0.6166

848.6909+3
412.289 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA binding protein [Homo sapiens]
6649242

0.071

589.7964+2
64.124 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA polymerase II largest subunit [Homo sapiens]
4505939

0.6181

857.8113+2
81.257 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA polymerase II largest subunit [Homo sapiens]
4505939

0.4391

851.9514+2
687.958 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA polymerase II largest subunit [Homo sapiens]
4505939

0.6184

844.6514+2
347.868 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA polymerase II largest subunit [Homo sapiens]
4505939

0.0835

1,233.6664+2
119.366 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA polymerase I largest subunit [Mus musculus]
7661686

0.085

731.5414+2
423.360 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNaseP protein P38 [Homo sapiens]
20809580

0.4725

688.6913+2
403.822 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNPL
5803137

0.2687

784.0714+2
371.613 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RP11-263I4.1 [Homo sapiens]
7662416

0.7504

878.6276+3
220.346 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RP11-413M3.10 [Homo sapiens] [MASS=228868]
20520993

0.0529

1,223.9164+2
327.732 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ryanodine receptor type 1, skeletal muscle - human
7656700

0.1449

743.1813+2
452.345 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

S-adenosylhomocysteine hydrolase-like protein [Homo sapiens]
21361647

0.0459

572.1263+2
647.871 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Scrb1-pending protein [Mus musculus]
18141297

0.6906

675.0814+2
327.239 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Scrb1-pending protein [Mus musculus]
18141297

0.3726

542.8264+2
157.480 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

sec7 domain family member [Homo sapiens]
20521858

0.1674

853.9114+2
55.480 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

secretory carrier membrane protein [Homo sapiens]
2232243

0.7054

923.7014+2
317.509 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

secretory carrier membrane protein [Homo sapiens]
2232243

0.3961

923.7864+2
409.509 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

secretory carrier membrane protein [Homo sapiens]
2232243

0.4442

923.9164+2
550.215 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

secretory carrier membrane protein [Homo sapiens]
2232243

0.0645

923.5914+2
198.450 ppm

Q Y A T L D V Y*N P F E T R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

secretory carrier membrane protein [Homo sapiens]
2232243

0.6982

963.6714+2
273.210 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

secretory carrier membrane protein [Mus musculus]
16445421

0.5903

1,020.2476+3
230.077 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

secretory carrier membrane protein [Mus musculus]
16445421

0.3917

1,064.8713+2
111.591 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

secretory carrier membrane protein [Mus musculus]
16445421

0.6514

1,105.1364+2
132.158 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

secretory carrier membrane protein [Mus musculus]
16445421

0.6212

1,105.1364+2
132.158 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serine/threonine-specific protein kinase (EC 2.7.1.-) - rat
3265160

0.8408

1,222.3314+2
222.443 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serine/threonine-specific protein kinase (EC 2.7.1.-) - rat
3265160

0.3484

1,262.6764+2
488.649 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

seven transmembrane helix receptor [Homo sapiens]
21929089

0.4174

847.2864+2
426.171 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

seven transmembrane helix receptor [Homo sapiens]
21928427

0.123

870.2314+2
307.766 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH3 domain-containing protein SH3P18 [Homo sapiens] [MASS=27096]
7542783

0.828

818.7414+2
442.615 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH3 domain-containing protein SH3P18 [Homo sapiens] [MASS=27096]
7542783

0.1469

740.2164+2
151.181 ppm

E E P E A L Y*A A V N K

300 400 500 600
0.0

50%

100%

700 800 900 1,000
0.0

10%

20%

30%

1,100 1,200 1,300 1,400
0.0

10%

20%

b10+2

y10+2

b9+2b4+1y5+1b7+2y4+1y3+1
b6+2b2+1y2+1

y8+1y7+1

y6+1

y10+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

signal transducing adaptor molecule 2A [Homo sapiens]
3650488

0.2309

791.1813+2
379.841 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

signal transducing adaptor molecule 2A [Homo sapiens]
3650488

0.8652

791.2764+2
499.883 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

signal transducing adaptor molecule 2A [Homo sapiens]
3650488

0.7891

791.5063+2
790.513 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

signal transducing adaptor molecule 2A [Homo sapiens]
3650488

0.4955

831.1564+2
331.495 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

signal transducing adaptor molecule 2A [Homo sapiens]
3650488

0.0018

831.1664+2
343.523 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

silencer of death domains [Homo sapiens]
23620499

0.0888

706.6014+2
459.407 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to 1-aminocyclopropane-1-carboxylate synthase [Homo sapiens] [Rattus norvegicus]
27702278

0.0761

992.7264+2
252.949 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to 40S ribosomal protein SA (P40) (34/67 kDa laminin receptor) (Colon carcinoma laminin-binding protein) (NEM/1CHD4) (Multidrug resistance-associated protein MGr1-Ag) [Homo sapiens]
29729602

0.2034

789.2314+2
128.824 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to CamKI-like protein kinase [Homo sapiens] [Rattus norvegicus]
27688651

0.0703

563.6414+2
326.760 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to C.elegans protein encoded in cosmid T20D3 (Z68220). [Homo sapiens]
7662014

0.1684

573.9764+2
350.004 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to centromere protein J; centrosomal P4.1-associated protein; LYST-interacting protein LIP1; LAG-3-associated protein [Homo sapiens] [Rattus norvegicus]
27700427

0.015

773.1714+2
273.877 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to CGI-105 protein [Homo sapiens] [Rattus norvegicus]
27732219

0.1037

901.6164+2
756.347 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to checkpoint suppressor 1 [Homo sapiens] [Rattus norvegicus]
27667654

0.6295

669.8076+3
696.530 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to chromosome 22 open reading frame 4; putative GTPase activator [Homo sapiens] [Rattus norvegicus]
27663830

0.1677

920.7614+2
324.605 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to DnaJ homolog subfamily A member 1 (Heat shock 40 kDa protein 4) (DnaJ protein homolog 2) (HSJ-2) (HSDJ) [Homo sapiens]
29730438

0.6045

725.5709+3
160.096 ppm

L S I L P L Q S G S E T* Q C P Y L S K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to FGFR1 oncogene partner [Homo sapiens] [Rattus norvegicus]
27730213

0.1086

689.3414+2
21.600 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to Forkhead box protein O1A (Forkhead in rhabdomyosarcoma) [Homo sapiens]
29734449

0.569

776.1409+3
626.554 ppm

L P S D L D G M L T E P L D C D M E S K

300 400 500 600
0.0

10%

20%

30%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400 1,500
0.0

20%

40%

60%

y10+2y10+2
b11+2

y9+2

y7+2

y3+1y6+2b5+2b4+2

y18+2
y17+2y8+1b17+2

y7+1

b7+1y12+2b12+2b12+2
y5+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to hairy and enhancer of split 7; bHLH factor Hes7 [Homo sapiens]
27482758

0.2702

905.3464+2
410.446 ppm

E R S R V E P P A A A A P G V P R

300 400 500 600 700 800
0.0

20%

40%

60%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800
0.0

5%

b15+2

y8+1

y14+2b13+2

y7+1

y13+2

b10+2y10+2
y4+1

y3+1b2+1y2+1

y12+1b10+1
y11+1b8+1

y10+1y16+2y9+1
b6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to Heterogeneous nuclear ribonucleoprotein A1 (Helix-destabilizing protein) (Single-strand binding protein) (hnRNP core protein A1) (HDP) [Homo sapiens]
29730360

0.0035

897.3664+2
85.083 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to hypothetical protein 6230403M19 [Mus musculus] [Homo sapiens]
29746768

0.8455

1,016.5942+3
448.347 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to hypothetical protein BC008207 [Homo sapiens] [Rattus norvegicus]
27733337

0.0872

905.1664+2
331.191 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to hypothetical protein FLJ20686 [Homo sapiens] [Rattus norvegicus]
27714997

0.6495

738.7242+3
508.065 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to hypothetical protein FLJ22184 [Homo sapiens]
29733122

0.7542

930.7609+3
56.704 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to hypothetical protein FLJ25422 [Homo sapiens] [Rattus norvegicus]
27688257

0.2647

782.8713+2
675.784 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to hypothetical protein FLJ32191 [Homo sapiens] [Rattus norvegicus]
27730863

0.1013

915.1514+2
815.635 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to hypothetical protein FLJ32191 [Homo sapiens] [Rattus norvegicus]
27730581

0.5759

562.9976+3
406.166 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to hypothetical protein FLJ32810 [Homo sapiens] [Rattus norvegicus]
27719347

0.0337

976.8264+2
403.148 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to hypothetical protein MGC13183 [Homo sapiens] [Rattus norvegicus]
27713118

0.5787

593.7776+3
802.005 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to hypothetical protein MGC2574 [Homo sapiens]
22062710

0.0697

881.3163+2
58.569 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to hypothetical protein MGC4126 [Homo sapiens]
29728020

0.061

1,204.0314+2
95.546 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to hypothetical protein XP_065410 [Homo sapiens]
27480853

0.5164

912.6076+3
108.465 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to hypothetical protein XP_065770 [Homo sapiens] [Rattus norvegicus]
27683963

0.1933

610.5264+2
290.250 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to kelch-like 6 (Drosophila) [Homo sapiens] [Rattus norvegicus]
27665194

0.5525

904.5409+3
219.024 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to KIAA1358 protein [Homo sapiens] [Rattus norvegicus]
27662332

0.0106

647.3014+2
797.366 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to KIAA1819 protein [Homo sapiens]
14768579

0.1285

765.8763+2
676.751 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to KIAA1906 protein [Homo sapiens] [Mus musculus]
20843007

0.1317

810.8664+2
589.844 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to MAP/microtubule affinity-regulating kinase 2 isoform a; ELKL motif kinase 1; ELKL motif kinase [Homo sapiens] [Rattus norvegicus]
27672780

0.0756

655.2064+2
596.045 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to neurofilament triplet H protein - rat [Homo sapiens]
29744688

0.5832

835.7176+3
473.350 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to ovarian cancer related tumor marker CA125 [Homo sapiens] [Rattus norvegicus]
27719621

0.6366

1,047.0176+3
93.274 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to putative RNA methyltransferase [Homo sapiens]
20539446

0.7698

1,033.6543+3
451.369 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to ribosomal protein L13a; 60S ribosomal protein L13a; 23 kD highly basic protein [Homo sapiens]
29736269

0.2056

939.2264+2
242.522 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to ribosomal protein L22 [Mus musculus] [Homo sapiens]
29727399

0.8362

887.2114+2
242.755 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to RIKEN cDNA 2010110K24 [Mus musculus]
28523335

0.2167

864.4963+2
532.664 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to RIKEN cDNA 2010300C02 gene [Mus musculus] [Homo sapiens]
29727861

0.6122

1,129.7275+3
416.794 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to RIKEN cDNA 5430408M01 [Mus musculus] [Homo sapiens]
29743769

0.5264

514.5842+3
127.803 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to RIKEN cDNA A630054L15; hypothetical protein MGC38041 [Mus musculus] [Homo sapiens]
20476846

0.5308

677.3364+2
771.636 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to solute carrier family 17 (anion/sugar transporter), member 5; solute carrier family 17, member 5 [Homo sapiens] [Rattus norvegicus]
27720841

0.5898

1,062.8843+3
349.313 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to splicing-related factor RNPS1 [Homo sapiens] [Rattus norvegicus]
27714037

0.0045

783.7364+2
60.692 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to sulfotransferase family 1A, phenol-preferring, member 2 [Mus musculus] [Homo sapiens]
29732689

0.5311

733.0609+3
81.136 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to SVH-D [Homo sapiens] [Rattus norvegicus]
27680601

0.6236

908.1609+3
76.506 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to translation elongation factor eEF-1 alpha chain - rat [Mus musculus]
27480032

0.829

905.0114+2
39.758 ppm

Y E E I I K E V S T Y I K K

300 400 500 600 700 800
0.0

10%

20%

30%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800 1,900
0.0

5%

10%

b6+1
b6+1

y13+2
y13+2

y6+1

y6+1

y12+2
y12+2b5+1

b5+1y11+2y5+1b10+2y10+2
b4+1b8+2b7+2y7+2y3+1y6+2b5+2y5+2

y2+1

y4+2

y11+1

y10+1
y10+1

b9+1b9+1b9+1y9+1y9+1b8+1b8+1y8+1b7+1b7+1M14+2

y7+1

b13+2

b13+2b13+2

M14+1
y13+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to UDP glycosyltransferase 2 family, polypeptide B10 [Homo sapiens]
27477600

0.291

984.9714+2
486.246 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to zinc finger protein 91 (HPF7, HTF10) [Homo sapiens] [Mus musculus]
28499663

0.1027

708.4014+2
761.683 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.2158

1,022.5964+2
164.918 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.1092

982.6364+2
212.324 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.2965

1,022.6213+2
189.358 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.9371

1,022.6164+2
184.470 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.1562

1,022.7064+2
272.452 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.8428

1,022.5914+2
160.030 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.0601

1,092.5863+2
101.740 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.3624

868.8813+2
26.284 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.4076

706.2314+2
110.708 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.4016

706.7563+2
632.062 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.1362

706.1764+2
188.522 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.4587

869.1364+2
319.602 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.7849

831.8776+3
195.381 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.6978

779.8676+3
208.151 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.0047

909.2114+2
388.019 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.9359

1,169.7313+2
148.326 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.4537

909.0464+2
206.573 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.8399

779.8776+3
220.971 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.0732

909.0914+2
256.059 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.1617

909.0214+2
179.082 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.0417

908.3564+2
552.200 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.8341

909.3364+2
525.478 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.022

909.4164+2
613.452 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.6401

908.6263+2
255.289 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIT protein [Homo sapiens]
7657577

0.409

908.5214+2
370.754 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SLP-76 associated protein [Homo sapiens]
4503821

0.5036

750.2563+2
768.097 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

sodium bicarbonate cotransporter 3 [Homo sapiens]
10436051

0.8497

706.3163+2
68.400 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SOX-11 [Homo sapiens]
4507161

0.5556

779.6776+3
473.378 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

squamous cell carcinoma antigen recognized by T cell [Homo sapiens]
7019521

0.2945

1,020.2513+2
206.079 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

src homology 3 domain-containing protein HIP-55 [Homo sapiens]
10441970

0.093

783.7114+2
161.983 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

src homology 3 domain-containing protein HIP-55 [Homo sapiens]
10441970

0.4178

916.8063+2
408.644 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

stabilin-2 [Homo sapiens]
18676450

0.27

665.2214+2
651.745 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

supported by human ESTs AI681256.1(NID:g4891438),N32168.1(NID:g1152567), and genscan [Homo sapiens]
5739567

0.2195

865.0464+2
191.591 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

synaptic ras GTPase-activating protein p135 SynGAP [Rattus norvegicus]
27498514

0.2077

1,003.3813+2
412.668 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYT interacting protein SIP [Homo sapiens]
15022507

0.968

675.7214+2
666.717 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TAK1 (TGF-beta-activated kinase) [Mus musculus]
7513397

0.3252

1,002.6964+2
226.327 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tal-1 product [Homo sapiens]
234756

0.291

871.2563+2
220.884 ppm

M V Q L S*P P A L A A P A A P G R

300 400 500 600 700
0.0

10%

20%

800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500 1,600
0.0

20%

40%

b14+2
y14+2

b5+1

b12+2

y13+2

b11+2

y6+1

y11+2

b4+1

y5+1
b8+2y4+1

b3+1

y8+2

y3+1

y3+1

b11+1

b10+1

y11+1
b7+1

y9+1

y16+2b16+2
y15+2b15+2b6+1y8+1

y15+1
y14+1

b12+1y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TAP1N [Homo sapiens]
3551229

0.7395

905.1209+3
44.800 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TAP2 protein [Homo sapiens]
10121905

0.3123

733.0613+2
245.096 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TBC1 domain family member 5
7661998

0.2867

975.6964+2
286.140 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tbx3 [Homo sapiens]
3041821

0.1074

696.1664+2
205.866 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor beta chain [Homo sapiens]
6841814

0.6208

930.2543+3
460.034 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor beta chain [Homo sapiens]
13249238

0.5481

877.8409+3
201.248 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor delta chain [Homo sapiens]
2239700

0.1321

933.3163+2
397.076 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T cell receptor delta chain variable region [Homo sapiens]
802063

0.6074

700.3809+3
392.539 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor zeta chain precursor - human
23830999

0.6883

615.2742+3
580.820 ppm

R K N P Q E G L Y*N E L Q K

200 300 400 500 600
0.0

20%

40%

60%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400 1,500
0.0

1.0

2.0

3.0

b9+2b9+2
y4+1
y4+1

y8+2y8+2
b4+1
b4+1y7+2

b8+2b8+2y6+2b7+2b3+1b3+1y3+1
y3+1
y3+1b6+2y5+2b5+2b5+2b5+2b2+1y2+1y4+2b4+2b4+2b3+2

y8+1

y8+1y7+1y7+1b8+1y6+1

y6+1

b13+2y13+2b7+1b6+1b6+1
b12+2

y12+2

b11+2b11+2
y11+2

y10+2y10+2y10+2
y5+1y5+1b10+2b5+1b5+1

y9+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor zeta chain precursor - human
23830999

0.5985

781.0613+2
904.068 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor zeta chain precursor - human
23830999

0.2835

845.3564+2
48.587 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor zeta chain precursor - human
23830999

0.1029

878.8063+2
96.771 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor zeta chain precursor - human
23830999

0.5307

585.9609+3
56.744 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor zeta chain precursor - human
23830999

0.2083

586.0409+3
193.201 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor zeta chain precursor - human
23830999

0.39

585.9542+3
45.372 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor zeta chain precursor - human
23830999

0.6623

878.6263+2
301.457 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor zeta chain precursor - human
23830999

0.3436

911.9264+2
565.239 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor zeta chain precursor - human
23830999

0.9851

781.6964+2
443.050 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor zeta chain precursor - human
23830999

0.0741

680.0663+2
430.266 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor zeta chain precursor - human
23830999

0.5034

679.2513+2
767.775 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell surface glycoprotein CD28 precursor - human
6969513

0.575

530.4343+3
387.512 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell surface glycoprotein CD28 precursor - human
6969513

0.664

794.8964+2
561.163 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell surface glycoprotein CD28 precursor - human
6969513

0.508

795.1564+2
234.467 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

terra-like protein [Homo sapiens]
9247120

0.6592

851.5109+3
120.850 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

testes development-related NYD-SP21 [Homo sapiens]
15100162

0.351

862.2114+2
824.968 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TFG [Homo sapiens]
21361320

0.1389

662.7409+3
155.713 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TFG [Homo sapiens]
21361320

0.57

994.1014+2
145.657 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TFG [Homo sapiens]
21361320

0.8591

994.1863+2
231.130 ppm

N R P P F G Q G Y*T Q P G P G Y R

400 500 600 700 800
0.0

5%

10%

15%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700
0.0

5%

10%

15%

b14+2

y7+1

y6+1

b5+1y9+2y5+1
y4+1

y2+1
y6+2

y10+1y10+1y9+1M17+2

y16+2

b16+2b16+2y8+1y15+2y14+2
y15+1

b15+1y14+1b14+1
y13+1

y12+1

b11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TFG [Homo sapiens]
21361320

0.4023

663.1376+3
754.027 ppm

N R P P F G Q G Y*T Q P G P G Y R

200 300 400 500 600
0.0

20%

40%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400
0.0

5%

10%

15%

b10+2y10+2y9+2

y5+1

b9+2

y4+1

b4+1y8+2b8+2y3+1b7+2
y7+2y2+1

b6+2

y6+2

y5+2y4+2y1+1

M17+2y16+2b16+2

y8+1

b8+1

y15+2

b7+1y14+2
y7+1

y13+2b13+2b12+2y12+2b6+1b11+2
b5+1

b10+1y10+1y9+1b9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TFIIB related factor hBRF [Homo sapiens]
22035558

0.5165

698.8542+3
691.417 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

thyroglobulin [Homo sapiens]
5787968

0.9046

939.6642+3
175.253 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

thyroglobulin precursor [Bos taurus]
5787968

0.3379

804.7164+2
814.269 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

thyroid hormone receptor-associated protein complex component TRAP150 [Homo sapiens]
27708730

0.2064

574.1964+2
128.311 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tic [Homo sapiens]
23270759

0.079

1,025.8363+2
362.536 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TIF1beta zinc finger protein [Homo sapiens]
13938486

0.2555

747.4114+2
114.197 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TIF1beta zinc finger protein [Homo sapiens]
13938486

0.5353

626.3214+2
897.307 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tight junction protein ZO-2 isoform A [Homo sapiens]
13634076

0.3398

825.1364+2
299.617 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T lymphocyte specific adaptor protein [Homo sapiens]
4091782

0.5875

800.1464+2
340.964 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TOM1-like protein [Homo sapiens]
4885639

0.2299

837.1614+2
266.765 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TPA: ZNF367 [Homo sapiens]
24233572

0.4051

619.2614+2
752.060 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Traf2 and NCK interacting kinase, splice variant 1 [Homo sapiens]
6110352

0.0057

979.6014+2
669.815 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transcription factor forkhead-like 7 [Homo sapiens]
3859930

0.0055

1,009.4476+3
323.496 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transcription factor [Homo sapiens]
396174

0.8324

879.9014+2
626.013 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transcription factor NFAT1 isoform B
5832399

0.7419

1,085.6063+2
77.254 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transcription factor TMF, TATA element modulatory factor - human
6005904

0.116

827.7563+2
383.783 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transformer-2 alpha
9558733

0.5301

698.7914+2
674.562 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

translation initiation factor eIF-4B - human
4503533

0.2848

877.6414+2
310.182 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

translation initiation factor eIF-4B - human
4503533

0.6703

585.2375+3
555.092 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tuberous sclerosis protein 2 - human
4071058

0.6583

1,070.6714+2
604.281 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tyrosine kinase receptor [Mus musculus]
125387

0.0325

822.3614+2
628.262 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

UBASH3A protein [Homo sapiens]
20380090

0.3817

770.7664+2
471.912 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ubiquitin carboxyl-terminal hydrolase 24 (Ubiquitin thiolesterase 24) (Ubiquitin-specific processing protease 24) (Deubiquitinating enzyme 24)
27480030

0.0452

800.9514+2
763.882 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ubiquitin conjugating enzyme [Homo sapiens]
3212324

0.5315

998.5976+3
134.628 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unc-51-like kinase 2 [Homo sapiens]
23241685

0.2449

1,038.2113+2
172.647 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unknown [Homo sapiens]
22041539

0.7448

903.2014+2
301.351 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unknown [Homo sapiens]
27497988

0.1301

732.1364+2
964.686 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unknown [Homo sapiens]
8922114

0.5302

907.5227+1
1,186.949 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:3139772) [Homo sapiens]
20380157

0.5254

1,011.8063+2
325.846 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:3505732) [Homo sapiens]
20380157

0.4117

1,007.5364+2
511.352 ppm

L L P S A P Q T L P D G P L A S*P A R

400 500 600 700 800
0.0

10%

20%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

10%

20%

y8+1
y8+1

y16+2

y16+2

b16+2b16+2b8+1

y7+1
y15+2

y14+2

y14+2

y13+2y13+2
b14+2b14+2y12+2y11+2y5+1b6+1

y4+1
y4+1

y3+1
b3+1b3+1

y12+1y12+1y11+1

y10+1

M+2y9+1y9+1y18+2y18+2b9+1
b18+2

y17+2

y16+1y15+1

y14+1

y13+1y13+1y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:3537447) [Homo sapiens]
24308243

0.8202

1,065.6075+3
135.516 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:3614358) [Homo sapiens]
18089283

0.5351

974.6776+3
272.447 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:3936863) [Homo sapiens]
18141297

0.2669

792.3914+2
626.579 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:3939824) [Homo sapiens]
29791541

0.7393

730.5764+2
1,009.320 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:3944941) [Homo sapiens]
27734899

0.0603

741.6813+2
361.833 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:10848) [Homo sapiens]
20127647

0.2985

811.8014+2
783.635 ppm

T* Y*L R T I T I L I N K

300 400 500 600 700
0.0

2.0

4.0

6%

700 800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500 1,600
0.0

1.0

2.0

b10+2
b9+2

y10+2b8+2
b3+1

y4+1

y8+2b6+2y3+1

y3+1

y9+1y8+1y7+1y7+1b11+2y11+2y11+2
y6+1

b4+1b4+1

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:16869) [Homo sapiens]
7243159

0.6185

642.3964+2
945.909 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:17346) [Homo sapiens]
20127650

0.5044

867.1064+2
234.319 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:1892) [Homo sapiens]
12802988

0.3959

713.2264+2
550.301 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:1892) [Homo sapiens]
12802988

0.5025

646.7114+2
152.013 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:24098) [Homo sapiens]
21361581

0.031

860.1764+2
295.319 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:27560) [Mus musculus]
10435321

0.0052

671.7914+2
707.705 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:29745) [Homo sapiens]
21687070

0.0095

767.3063+2
146.564 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:36836) [Mus musculus]
21752646

0.7063

873.9264+2
647.068 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:4607) [Homo sapiens]
19684038

0.7867

904.9976+3
365.146 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:4832) [Homo sapiens]
29124654

0.4413

689.3163+2
12.757 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:90145) [Mus musculus] [MASS=49277]
28525948

0.3

980.6664+2
684.039 ppm

S R P E S*V L D N P P P R P I R

300 400 500 600 700
0.0

10%

20%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600 1,700
0.0

5%

y6+1
y12+2

b12+2b5+1

y4+1

y7+2

y10+1y9+1

y8+1

y15+2y15+2b7+1
y7+1b14+2b14+2

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:99422) [Mus musculus] [MASS=33734]
25048881

0.2421

890.5314+2
450.509 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Homo sapiens]
21754688

0.3436

1,030.0264+2
9.316 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Homo sapiens]
21754203

0.0717

929.2364+2
269.626 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Homo sapiens]
21753899

0.0273

870.2614+2
438.198 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

UVRAG [Homo sapiens]
21687212

0.1352

840.8314+2
88.245 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

UVRAG [Homo sapiens]
21687212

0.8015

763.3113+2
597.753 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

very large tegument protein [Human herpesvirus 2]
9629306

0.0477

749.8964+2
34.250 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

voltage-gated sodium channel
25014053

0.0958

779.6764+2
238.798 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

von Ebner's gland protein [Homo sapiens]
27498839

0.1474

575.2076+3
412.418 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

WINS1 protein with Drosophila Lines (Lin) homologous domain [Homo sapiens]
28570186

0.3079

870.1364+2
204.635 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Wip1 [Homo sapiens]
21707520

0.3539

741.8914+2
597.371 ppm

K Y L M G E H G Q S C A K

300 400 500 600
0.0

50%

700 800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500 1,600
0.0

10%

20%

y12+2

b12+2y6+1b10+2
b4+1b9+2b9+2b3+1b6+2y7+2

y7+2

b2+1y2+1

y10+1b8+1
b7+1y8+1b6+1

y11+1

b10+1b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

X104
13634076

0.0529

1,069.9464+2
502.471 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

XIAP associated factor-1 (ZAP-1) [Homo sapiens]
8923795

0.2056

773.8514+2
578.428 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

X-kinase [Homo sapiens]
22094588

0.2455

1,024.1263+2
617.775 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Zfp-57 [Mus musculus]
28499883

0.027

739.3364+2
106.904 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

zinc finger protein [Homo sapiens]
11386193

0.5834

914.9042+3
541.426 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

zinc finger protein ZNF180 [Homo sapiens]
7019579

0.7763

884.1942+3
548.916 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ZNF258 [Homo sapiens]
21945061

0.9438

667.6309+3
474.151 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Zn finger factor [Cricetulus griseus]
7657196

0.8191

904.5414+2
230.981 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

zonula occludens 2 protein [Homo sapiens]
13634076

0.4725

633.2463+2
677.619 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

0910001K20Rik protein [Mus musculus]
13278181

0.0608

1,130.5143+3
315.680 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

12-lipoxygenase
7433173

0.9067

1,131.2042+3
22.242 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

12-lipoxygenase
7433173

0.5463

1,131.1110+3
60.244 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

1-evidence=predicted by match~1-match_accession=SWISS-PROT:P39748~1-match_description=FLAP ENDONUCLEASE-1 (MATURATION FACTOR 1) (MF1).~1-match_species=HOMO SAPIENS (HUMAN).~1-method=blastx;1.4.9~1-method_score=102.00; 1129.00~1-evidence_end~2-evidence=predicted by motif~2-match_accession=PROSITE:PS00841~2-match_description=XPG protein signature 1.~2-method=ppsearch;~2-evidence_end~3-evidence=predicted by motif~3-match_accession=PROSITE:PS00842~3-match_description=XPG protein signature 2.~3-method=ppsearch>
17647423

0.3417

1,014.7563+2
270.447 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

20S proteasome subunit PAC1 [Arabidopsis thaliana]
15233268

0.6052

1,038.9675+3
455.223 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

2',5'-oligoadenylate synthetase-like 11 [Mus musculus]
18389333

0.0204

640.2414+2
701.394 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

2-oxoglutarate dehydrogenase, E1 and E2 components [Mycobacterium leprae]
15827539

0.0539

1,130.1664+2
256.198 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

2-oxoglutarate dehydrogenase E1 component; SucA [Enterobacter cloacae]
29418063

0.5819

763.8976+3
222.407 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

2-oxoglutarate dehydrogenase E1 [Staphylococcus epidermidis ATCC 12228]
27468015

0.046

1,018.1813+2
195.192 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

3526401K03Rik protein [Mus musculus]
13435518

0.6306

986.8009+3
352.727 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

3-dehydroquinate dehydratase [Pyrococcus furiosus DSM 3638]
18978064

0.5588

1,115.1776+3
328.679 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

3-phosphoglycerate kinase (pgk) [Archaeoglobus fulgidus DSM 4304]
11498746

0.0186

1,046.3864+2
580.717 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

4930488P06Rik protein [Mus musculus]
26325642

0.0127

1,133.9813+2
14.896 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

4-coumarate-CoA ligase (EC 6.2.1.12) 1 - potato
398963

0.9814

1,070.4810+3
221.064 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

4-coumarate:Coenzyme A ligase isoenzyme 4 [Glycine max]
18266852

0.0554

839.0414+2
802.685 ppm
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300 400 500 600 700
0.0

10%

20%

800 900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800 1,900
0.0

0.5

1.0

1.5

y12+2y12+2
y6+1b12+2b6+1b6+1b11+2b11+2y11+2y11+2

y10+2

y5+1

b10+2b10+2b5+1y9+2b9+2
y8+2y4+1y4+1b4+1b4+1b8+2y7+2b7+2y3+1y6+2b3+1

b5+2b5+2y4+2y2+1y2+1

b10+1b10+1y9+1y9+1b9+1b9+1y8+1y8+1y7+1b7+1

b12+1b11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

4-coumarate:Coenzyme A ligase isoenzyme 4 [Glycine max]
18266852

0.2405

837.9114+2
544.362 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

4-coumarate:Coenzyme A ligase isoenzyme 4 [Glycine max]
18266852

0.0582

837.6714+2
830.461 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

60S acidic ribosomal protein P2 [Arabidopsis thaliana]
15226231

0.6819

904.1843+3
473.403 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

60s ribosomal protein L3 [Arabidopsis thaliana]
15220533

0.0475

991.1114+2
176.460 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

7S nerve growth factor alpha chain precursor - mouse
128152

0.0051

1,064.8513+2
141.154 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ABC transporter ATP-binding/membrane spanning protein - unknown substrate [Streptococcus pneumoniae R6]
15903698

0.5045

1,150.7843+3
392.507 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ABC transporter, substrate binding protein [Lactobacillus plantarum WCFS1]
28379411

0.1891

1,136.5414+2
473.952 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ABC transporter, substrate-binding protein, putative [Streptococcus pneumoniae TIGR4]
15902004

0.0631

903.0142+3
275.347 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ABC transporter, substrate binding protein [nitrate/sulfonate] [Agrobacterium tumefaciens str. C58 (U. Washington)]
17939218

0.1551

1,084.6364+2
318.014 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ABC transporter substrate-binding protein [Bradyrhizobium japonicum USDA 110]
27378677

0.6605

1,094.5043+3
339.021 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ABC-type transport system, ATPase component, substrate unknown [Pyrococcus abyssi]
14520515

0.2267

827.9413+2
607.034 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

abnormal spindle [Mus musculus]
24079964

0.4144

1,052.5664+2
20.132 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

acetyl-CoA carboxylase (EC 6.4.1.2) - rat
11559962

0.3708

1,188.6163+2
491.403 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

acetyl-CoA carboxylase (EC 6.4.1.2) - rat
11559962

0.7985

1,228.5764+2
442.844 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

acetyl-CoA carboxylase (EC 6.4.1.2) - rat
11559962

0.5259

1,228.0214+2
8.913 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

acidic ribosomal protein P2, cytosolic [validated] - human
13385524

0.8228

982.6464+2
164.905 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

acidic ribosomal protein P2, cytosolic [validated] - human
13385524

0.602

982.4664+2
18.210 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

aconitate hydratase 2 [Xanthomonas campestris pv. campestris str. ATCC 33913]
21231311

0.609

1,141.5809+3
292.576 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Aconitate hydratase [Bacillus cereus ATCC 14579]
29897270

0.0266

968.7814+2
213.978 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

activator 1 large subunit [Mus musculus]
6755306

0.4594

1,051.5464+2
111.414 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

activator 1 large subunit [Mus musculus]
6755306

0.8178

1,051.1364+2
278.345 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

activator 1 large subunit [Mus musculus]
6755306

0.1202

1,051.6213+2
182.711 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

activator 1 large subunit [Mus musculus]
6755306

0.5037

1,051.3713+2
54.946 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

activator 1 large subunit [Mus musculus]
6755306

0.2686

1,051.5364+2
101.908 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

activator 1 large subunit [Mus musculus]
6755306

0.7496

1,051.1664+2
249.826 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Activator of (R)-2-hydroxyglutaryl-CoA dehydratase [Fusobacterium nucleatum subsp. nucleatum ATCC 25586]
19704475

0.4028

650.5013+2
235.076 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Activator of (R)-2-hydroxyglutaryl-CoA dehydratase [Fusobacterium nucleatum subsp. nucleatum ATCC 25586]
19704475

0.2886

650.4014+2
81.432 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Activator of (R)-2-hydroxyglutaryl-CoA dehydratase [Fusobacterium nucleatum subsp. nucleatum ATCC 25586]
19704475

0.1471

650.1714+2
271.951 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Activator of (R)-2-hydroxyglutaryl-CoA dehydratase [Fusobacterium nucleatum subsp. nucleatum ATCC 25586]
19704475

0.045

649.9864+2
556.194 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

adaptor protein; DOKL [Mus musculus]
7305003

0.3508

804.4413+2
42.303 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

adaptor protein; DOKL [Mus musculus]
7305003

0.0721

804.3713+2
44.663 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

adaptor protein; DOKL [Mus musculus]
7305003

0.4668

804.2314+2
218.596 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

adaptor protein; DOKL [Mus musculus]
7305003

0.3191

804.5164+2
135.481 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

adaptor protein; DOKL [Mus musculus]
7305003

0.2911

804.2364+2
212.384 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

adaptor protein; DOKL [Mus musculus]
7305003

0.1214

804.2364+2
212.384 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

adaptor protein; DOKL [Mus musculus]
7305003

0.1345

804.1664+2
299.350 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ADP-ribosylation-like factor 6-interacting protein 6 [Mus musculus]
26328531

0.1156

1,090.6609+3
254.970 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AGR_L_1542p [Agrobacterium tumefaciens str. C58 (Cereon)]
15890889

0.6227

1,049.9242+3
27.486 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AGR_L_3063p [Agrobacterium tumefaciens str. C58 (Cereon)]
15891647

0.1201

1,281.2964+2
517.548 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AGR_L_3319p [Agrobacterium tumefaciens str. C58 (Cereon)]
15891778

0.8572

709.1409+3
700.490 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

airway trypsin-like protease [Rattus norvegicus]
17981042

0.3464

972.6863+2
201.594 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

airway trypsin-like protease [Rattus norvegicus]
17981042

0.2374

972.8514+2
371.174 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

airway trypsin-like protease [Rattus norvegicus]
17981042

0.2309

973.0464+2
571.586 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

alpha adducin - rat
1083589

0.2694

1,131.2064+2
589.190 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

alpha-internexin
22122603

0.5359

891.6009+3
547.611 ppm

F S*T G G L S*I S G L N P L P N P S Y L L P P R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

alpha-subunit [Bos taurus]
13879429

0.0812

1,050.0214+2
387.370 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Als2 [Mus musculus]
21594505

0.8793

849.5563+2
125.360 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Als2 [Mus musculus]
21594505

0.565

849.8964+2
525.382 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Als2 [Mus musculus]
21594505

0.4235

849.5164+2
78.298 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Als2 [Mus musculus]
21594505

0.8778

850.1263+2
795.985 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Als2 [Mus musculus]
21594505

0.3398

849.4914+2
48.885 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

anion transport protein (AA 1 - 911) [Homo sapiens]
20141169

0.5332

1,051.3276+3
118.461 ppm

Y T Q E I F S F L I S*L I F I Y*E T F S K L I K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

anti-DNA autoantibody BV16-19, heavy chain V region - mouse  (fragment)
631640

0.0309

852.5164+2
411.837 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

anti-fluorescein immunoglobulin light chain [Mus musculus]
5712665

0.3014

749.6664+2
408.341 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

anti-fluorescein immunoglobulin light chain [Mus musculus]
5712665

0.5048

749.4963+2
181.633 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

anti-fluorescein immunoglobulin light chain [Mus musculus]
4972855

0.0534

634.9614+2
242.873 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

anti-fluorescein immunoglobulin light chain [Mus musculus]
5712665

0.3808

749.4214+2
81.615 ppm

T Q S P A I L S A S*P G E K

300 400 500 600 700
0.0

50%

100%

800 900 1,000 1,100 1,200
0.0

20%

40%

60%

1,300 1,400 1,500 1,600 1,700 1,800
0.0

0.2

0.4

0.6

b7+1y6+1y6+1y6+1y13+2y13+2b13+2

y12+2

y5+1b12+2b12+2

y11+2

y11+2

b11+2b11+2y10+2y9+2y9+2y9+2b5+1b5+1

y4+1

b4+1b8+2b8+2b8+2y7+2y7+2y3+1y6+2y2+1b5+2

y12+1

b12+1b12+1

y11+1

y10+1b10+1y9+1y9+1
y8+1y8+1y8+1b9+1b8+1b8+1y7+1y7+1M+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

anti-fluorescein immunoglobulin light chain [Mus musculus]
4972855

0.1013

634.8564+2
77.600 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

anti-fluorescein immunoglobulin light chain [Mus musculus]
4972855

0.032

635.0514+2
384.536 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

anti-fluorescein immunoglobulin light chain [Mus musculus]
5712665

0.6594

749.7064+2
461.684 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

anti-fluorescein immunoglobulin light chain [Mus musculus]
4972855

0.1775

634.9564+2
235.003 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

anti-fluorescein immunoglobulin light chain [Mus musculus]
5712665

0.2602

749.2513+2
145.093 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

antigen receptor [Ginglymostoma cirratum]
21885426

0.6152

1,122.5243+3
93.253 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

apolipoprotein A-I [Mesocricetus auratus]
4063843

0.8797

837.5142+3
525.390 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

APRIL [Mus musculus]
12963713

0.7152

1,122.5309+3
287.502 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

arcB [Escherichia coli]
26249796

0.4834

991.3713+2
82.614 ppm

E E T Q I Q L E Q Q S*S F L R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

arginase
15236640

0.041

1,098.2664+2
226.668 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

arginine/serine-rich splicing factor RSP41 homolog [Arabidopsis thaliana]
15242264

0.5282

663.0443+3
97.741 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ARL-6 interacting protein-3 [Mus musculus]
4927202

0.154

1,149.9713+2
381.814 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ascospore maturation protein Ama-1 [Neurospora africana]
28208639

0.1334

628.8314+2
72.145 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Aspartate carbamoyltransferase catalytic chain (Aspartate transcarbamylase) (ATCase)
131714

0.6973

992.3209+3
469.126 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Athb-6 [Arabidopsis thaliana]
18399966

0.5536

921.5809+3
197.418 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ATPase 5, plasma membrane-type (Proton pump 5)
15241907

0.5542

852.0464+2
426.596 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ATP-binding cassette protein 5 [Rattus norvegicus]
27545388

0.5372

758.5976+3
409.602 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

B-cell surface antigen CD20 homolog - mouse
6671710

0.05

1,007.6313+2
162.157 ppm

T S*S L V G P T Q S F F M R E S K

400 500 600 700 800
0.0

10%

20%

30%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800
0.0

50%

b14+2y13+2y5+1y5+1b6+1y9+2b5+1b4+1

y3+1

b11+1y9+1y8+1b9+1
b9+1

y16+2
y16+2

b15+2

b15+2

b15+2
y15+2y15+2y6+1

y15+1y15+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Bcl-2-associated transcription factor [Mus musculus]
24496776

0.1297

542.4114+2
255.538 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

bcr [Homo sapiens]
29179429

0.245

646.2814+2
52.101 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

bcr [Homo sapiens]
29179429

0.4891

646.3964+2
125.692 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta-1-globin
2147146

0.0678

1,169.2964+2
228.852 ppm

F F D S F G D L S S A S A V M S*N A K V K

400 500 600 700 800 900
0.0

5%

10%

15%

1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

20%

40%

y7+1

b15+2y14+2y6+1

b6+1

y13+2y12+2y11+2

y4+1

y3+1

b13+1y13+1y12+1y11+1M+2

b10+1

y10+1

y20+2y9+1y19+2b8+1y8+1

y18+2

y18+2b17+2

y18+1

y15+1

b15+1b15+1
b14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Beta heavy chain of outer-arm axonemal dynein ATPase [Tripneustes gratilla]
118965

0.6409

983.8609+3
67.132 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

beta integrin subunit [Biomphalaria glabrata]
3789801

0.0064

614.3014+2
9.190 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

bile salt export pump [Rattus norvegicus]
7514034

0.6379

859.8309+3
373.478 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Bruton's tyrosine kinase [Mus musculus]
7709994

0.1732

854.9963+2
162.154 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Bruton's tyrosine kinase [Mus musculus]
7709994

0.2146

855.0364+2
208.918 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Bruton's tyrosine kinase [Mus musculus]
7709994

0.9607

854.7914+2
77.511 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Bruton's tyrosine kinase [Mus musculus]
7709994

0.8504

855.2864+2
501.192 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Bruton's tyrosine kinase [Mus musculus]
7709994

0.1371

854.2214+2
743.896 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Bruton's tyrosine kinase [Mus musculus]
7709994

0.6345

854.7064+2
176.884 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Bruton's tyrosine kinase [Mus musculus]
7709994

0.5323

855.4714+2
717.475 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Butyrate-acetoacetate CoA-transferase subunit B (Coat B) (Acetoacetyl-CoA:acetate/butyrate:CoA transferase subunit B)
15004867

0.7673

770.7975+3
93.075 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

C1qRp [Rattus norvegicus]
21541989

0.0078

1,074.4613+2
413.331 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

carboxylesterase (EC 3.1.1.1) precursor - mouse
6679689

0.0334

1,083.4542+3
361.071 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

carboxypeptidase D precursor [Rattus norvegicus]
6978699

0.5341

635.6376+3
607.884 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cardiac triadin isoform 1 [Mus musculus]
17026312

0.5906

1,299.3228+1
536.613 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carnitine deficiency-associated protein expressed in ventricle 1 (CDV-1 protein)
5921717

0.5785

662.1042+3
266.771 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CaV2.1 [Mus musculus]
18958263

0.558

1,134.3142+3
401.401 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.8772

678.5314+2
311.200 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.6942

678.4064+2
127.058 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.6327

678.5864+2
392.223 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.0139

861.1813+2
316.515 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.4475

900.8364+2
80.263 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.6244

901.0114+2
113.877 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.5319

678.5164+2
289.103 ppm

E F A F P P P V S*P R

200 250 300 350 400 450 500 550
0.0

5%

10%

15%

600 650 700 750 800 850 900 950
0.0

50%

100%

1,000 1,050 1,100 1,150 1,200 1,250 1,300 1,350
0.0

2.0

4.0

6%

y9+2
y8+2

b8+2
y3+1

y7+2

y6+2y6+2y6+2y5+2b2+1y2+1y2+1
y3+2

y7+1

y6+1
b6+1y5+1b5+1y10+2b10+2

y9+1

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.6079

678.5013+2
267.006 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.2391

678.7364+2
613.193 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.7621

678.4313+2
163.886 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.5051

678.8414+2
767.872 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.0952

900.9614+2
58.408 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.3716

678.5114+2
281.737 ppm

E F A F P P P V S*P R

200 300 400 500 600
0.0

5%

10%

15%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400
0.0

1.0

2.0

3.0

b10+2y4+1y9+2y8+2b8+2
y3+1

y7+2

y6+2
y5+2b2+1

y2+1
y4+2y1+1

y8+1

y7+1

b7+1
y6+1

M+2y5+1b5+1
y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.6071

678.4814+2
237.543 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.5202

678.4313+2
163.886 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.8066

901.4164+2
563.172 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.5898

678.4413+2
178.618 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.8226

678.6014+2
414.320 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cbl-b
29789319

0.459

678.5114+2
281.737 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL-B [Rattus norvegicus]
29789319

0.3314

673.1514+2
461.057 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL-B [Rattus norvegicus]
29789319

0.5704

672.9764+2
201.160 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL-B [Rattus norvegicus]
29789319

0.1494

672.9464+2
156.606 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL-B [Rattus norvegicus]
29789319

0.4503

673.0063+2
245.714 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL E3 ubiquitin protein ligase (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene)
26324666

0.0104

872.8063+2
411.134 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL E3 ubiquitin protein ligase (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene)
26324666

0.0116

581.9676+3
577.237 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL E3 ubiquitin protein ligase (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene)
26324666

0.0482

872.7414+2
336.674 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL E3 ubiquitin protein ligase (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene)
26324666

0.2794

872.2463+2
230.368 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL E3 ubiquitin protein ligase (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene)
26324666

0.8889

581.9442+3
537.143 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL E3 ubiquitin protein ligase (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene)
26324666

0.5897

872.5563+2
124.749 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL E3 ubiquitin protein ligase (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene)
26324666

0.6083

872.5364+2
101.838 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL E3 ubiquitin protein ligase (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene)
26324666

0.7086

581.9409+3
531.416 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL E3 ubiquitin protein ligase (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene)
26324666

0.2129

872.3014+2
167.363 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL E3 ubiquitin protein ligase (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene)
26324666

0.8734

872.3964+2
58.537 ppm

I K P S S S A N A I Y*S L A A R

300 400 500 600 700
0.0

50%

100%

800 900 1,000 1,100 1,200 1,300
0.0

2.0

4.0

6%

1,400 1,500 1,600 1,700 1,800 1,900
0.0

2.0

4.0

6%

b15+2
y6+1

y14+2

b14+2b13+2y13+2y13+2b7+1b7+1y12+2y12+2y11+2y11+2b11+2b11+2y10+2y10+2y9+2y9+2y5+1y5+1y5+1b10+2y8+2y4+1y7+2y7+2b4+1b8+2y6+2b3+1b7+2y3+1b5+2y2+1y2+1

y12+1y11+1y10+1

y9+1

b10+1

y8+1
y7+1

M+2y15+2

y15+2
y15+2

b8+1

y14+1

b13+1b13+1y13+1
y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL E3 ubiquitin protein ligase (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene)
26324666

0.0475

872.1263+2
367.833 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CBL E3 ubiquitin protein ligase (Signal transduction protein CBL) (Proto-oncogene c-CBL) (Casitas B-lineage lymphoma proto-oncogene)
26324666

0.5756

581.7576+3
216.392 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

c-cbl protein [Mus musculus]
26324666

0.3119

789.5176+3
240.240 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

c-cbl protein [Mus musculus]
26324666

0.9894

789.3909+3
400.569 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

c-cbl protein [Mus musculus]
26324666

0.5544

789.9476+3
304.034 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

c-cbl protein [Mus musculus]
26324666

0.2009

789.5742+3
168.514 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

c-cbl protein [Mus musculus]
26324666

0.3731

789.6376+3
88.350 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CDC2 kinase [Mus musculus]
2117787

0.4838

649.5613+2
395.809 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CDC2 kinase [Mus musculus]
2117787

0.6162

689.4064+2
148.157 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CDC2 kinase [Mus musculus]
2117787

0.9537

649.3113+2
11.080 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CDC2 kinase [Mus musculus]
2117787

0.9519

689.5013+2
285.877 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CDC2 kinase [Mus musculus]
2117787

0.4258

649.0914+2
327.481 ppm

I G E G T Y*G V V Y K

200 250 300 350 400 450 500 550
0.0

5%

10%

15%

600 650 700 750 800 850 900 950
0.0

50%

100%

1,000 1,050 1,100 1,150 1,200 1,250 1,300 1,350
0.0

5%

10%

b10+2

y9+2

y4+1b5+1y7+2y7+2

y3+1y2+1

y5+2y4+2

y7+1y6+1b7+1b6+1y10+2y5+1

y10+1
b10+1y9+1b9+1

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CDC2 kinase [Mus musculus]
2117787

0.4474

689.4264+2
177.151 ppm

I G E G T* Y*G V V Y K

250 300 350 400 450 500 550
0.0

5%

10%

15%

600 650 700 750 800 850 900 950
0.0

50%

100%

1,000 1,050 1,100 1,150 1,200 1,250 1,300 1,350
0.0

5%

y5+1

b9+2y8+2
y4+1

y3+1

y6+2

y2+1

y5+2

b8+1

y6+1
y10+2
y10+2

b10+2
y9+2

y10+1

y8+1

y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CDC2 kinase [Mus musculus]
2117787

0.3789

649.5364+2
357.336 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CDC2 kinase [Mus musculus]
2117787

0.5502

689.3113+2
10.438 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CDC2 kinase [Mus musculus]
2117787

0.5612

649.3914+2
134.194 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CDC2 kinase [Mus musculus]
2117787

0.8697

649.4963+2
295.780 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CDC2 kinase [Mus musculus]
2117787

0.6145

689.4413+2
198.896 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CDC2-related kinase
20966939

0.184

829.0764+2
378.783 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CDP-glucose 4,6-dehydratase [Bacteroides thetaiotaomicron VPI-5482]
29346760

0.065

814.2264+2
401.214 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chain A, Crystal Structure Of L-Amino Acid Oxidase From Calloselasma Rhodostoma Complexed With Citrate
10120751

0.1411

1,026.5913+2
630.573 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chain A, D-Xylose Isomerase (E.C.5.3.1.5) Mutant With His 220 Replaced By Asn (H220N) Complex With Xylose And Mg
443303

0.4778

647.3763+2
645.228 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chain A, D-Xylose Isomerase (E.C.5.3.1.5) Mutant With His 220 Replaced By Asn (H220N) Complex With Xylose And Mg
443303

0.3193

647.5764+2
336.728 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chain A, D-Xylose Isomerase (E.C.5.3.1.5) Mutant With His 220 Replaced By Asn (H220N) Complex With Xylose And Mg
443303

0.1499

647.1514+2
992.290 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chain A, D-Xylose Isomerase (E.C.5.3.1.5) Mutant With His 220 Replaced By Asn (H220N) Complex With Xylose And Mg
443303

0.4235

647.4114+2
591.240 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chain A, D-Xylose Isomerase (E.C.5.3.1.5) Mutant With His 220 Replaced By Asn (H220N) Complex With Xylose And Mg
443303

0.0352

647.5714+2
344.440 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chain A, D-Xylose Isomerase (E.C.5.3.1.5) Mutant With His 220 Replaced By Asn (H220N) Complex With Xylose And Mg
443303

0.2592

647.6414+2
236.465 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

checkpoint suppressor 1 [Mus musculus]
20857937

0.6665

1,130.4476+3
221.076 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

chorismate mutase/prephenate dehydratase [Mesorhizobium loti]
13474585

0.3129

1,101.1814+2
130.590 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

[CITRATE (PRO-3S)-LYASE] LIGASE [Fusobacterium nucleatum subsp. vincentii ATCC 49256]
27886165

0.5475

1,068.6709+3
82.001 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CLNK [Mus musculus]
26350001

0.1796

1,003.0914+2
111.462 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CLNK [Mus musculus]
26350001

0.0818

1,003.4814+2
500.108 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CLNK [Mus musculus]
26350001

0.3301

1,003.5264+2
544.952 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CLNK [Mus musculus]
26350001

0.5593

1,003.1114+2
131.392 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CLNK [Mus musculus]
26350001

0.3329

1,003.0314+2
51.670 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CLNK [Mus musculus]
26350001

0.3612

1,002.9664+2
13.104 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CLNK [Mus musculus]
26350001

0.182

1,003.1614+2
181.219 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CLV1 receptor kinase [Arabidopsis thaliana]
12643323

0.5643

1,118.6476+3
97.103 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cnx2 [Arabidopsis thaliana]
3023535

0.0143

968.0063+2
46.517 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

collagen alpha 1(V) chain - hamster
7441219

0.6424

954.6709+3
139.875 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

collagen type XXVII proalpha 1 chain; proalpha1(XXVII) [Rattus norvegicus]
28629490

0.6151

861.2476+3
221.365 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

compared with human FXR2 mRNA;GenBank Accession Number U31501 [Mus musculus]
5360752

0.5109

1,129.2643+3
194.072 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Complement C2 precursor (C3/C5 convertase)
26449162

0.1062

1,145.7864+2
235.336 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

complement subcomponent C1Q A-chain precursor [Mus musculus]
12805247

0.6782

1,070.8843+3
377.345 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

complete cds
6978529

0.0397

1,003.1714+2
215.305 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CONSTANS family zinc finger protein, putative [Arabidopsis thaliana]
15217814

0.9425

929.6309+3
132.639 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cytochrome P450 2B1 (CYPIIB1) (P450-B) (P450-PB1 and P450-PB2) (P450-LM2)
3123191

0.8907

965.4664+2
10.042 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cytochrome P450 2B1 (CYPIIB1) (P450-B) (P450-PB1 and P450-PB2) (P450-LM2)
3123191

0.3058

965.3914+2
87.683 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cytochrome P450 2B1 (CYPIIB1) (P450-B) (P450-PB1 and P450-PB2) (P450-LM2)
3123191

0.9443

965.9814+2
523.096 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cytochrome P450 2B1 (CYPIIB1) (P450-B) (P450-PB1 and P450-PB2) (P450-LM2)
3123191

0.4696

965.2814+2
201.557 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cytochrome P450 2B1 (CYPIIB1) (P450-B) (P450-PB1 and P450-PB2) (P450-LM2)
3123191

0.694

965.4413+2
35.922 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cytochrome P450 2B1 (CYPIIB1) (P450-B) (P450-PB1 and P450-PB2) (P450-LM2)
3123191

0.4998

965.3364+2
144.620 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytokeratin type II [Homo sapiens]
4758618

0.0588

1,043.9913+2
479.073 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytolysin
8394155

0.1944

1,138.8864+2
548.940 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytolysin
8394155

0.2902

1,139.0063+2
443.678 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cytolysin
8394155

0.4227

1,139.0364+2
417.363 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

D-3-phosphoglycerate dehydrogenase [Xanthomonas axonopodis pv. citri str. 306]
21242588

0.645

1,006.8809+3
274.047 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

D-3-phosphoglycerate dehydrogenase [Staphylococcus epidermidis ATCC 12228]
27468319

0.5079

976.5576+3
419.157 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

D5Ertd689e protein [Mus musculus] [MASS=82757]
28972674

0.428

1,137.7313+2
613.387 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DCC tumour suppressor protein [Mus musculus]
6681139

0.5299

743.4576+3
268.909 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DEAQ RNA-dependent ATPase DQX1 [Mus musculus]
19424112

0.5061

829.7264+2
375.037 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

decay accelerating factor [Hylobates syndactylus]
2558461

0.1293

1,007.1042+3
290.027 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dehydratase-like protein [Bradyrhizobium japonicum USDA 110]
27380532

0.0255

856.9464+2
684.473 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dehydrogenase, substrate unknown [Pyrococcus abyssi]
14521642

0.3695

1,136.2313+2
598.342 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

delta-aminolevulinic acid dehydratase [Agrobacterium tumefaciens str. C58 (U. Washington)]
17935068

0.5106

1,038.5509+3
270.794 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dihydrolipoamide succinyltransferase component of 2-oxoglutarate dehydrogenase complex [Buchnera aphidicola str. Bp (Baizongia pistaciae)]
27904775

0.1203

1,210.2814+2
553.832 ppm

G L V T P V L K N A D L M S*M A E I E I K

400 500 600 700 800 900
0.0

20%

40%

1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

20%

40%

y7+1b16+2

y13+2

M+2

y20+2

b11+1

y8+1

y14+1

y13+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dihydroxy-acid dehydratase [Bradyrhizobium japonicum USDA 110]
27375489

0.073

852.7164+2
405.453 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

di-N-acetylchitobiase
13591934

0.3529

1,111.0863+2
536.727 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA polymerase delta small subunit
13097135

0.2115

1,139.4813+2
388.138 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA polymerase epsilon catalytic subunit [Mus musculus]
5565875

0.0328

632.2014+2
968.155 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA topoisomerase (ATP-hydrolysing) [Cricetulus longicaudatus]
6678401

0.8788

1,063.0942+3
23.132 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA topoisomerase (ATP-hydrolysing) [Cricetulus longicaudatus]
6678401

0.7011

1,063.4709+3
331.059 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA topoisomerase (ATP-hydrolysing) [Cricetulus longicaudatus]
6678401

0.5319

1,063.4976+3
356.135 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA topoisomerase (ATP-hydrolysing) [Cricetulus longicaudatus]
6678401

0.7486

1,063.1042+3
13.729 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA topoisomerase (ATP-hydrolysing) [Cricetulus longicaudatus]
3024753

0.3914

1,057.5714+2
86.958 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA topoisomerase II [Homo sapiens]
3024753

0.5756

982.2364+2
190.909 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DOK protein [Mus musculus]
26024215

0.6257

778.9209+3
107.783 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DOK protein [Mus musculus]
26024215

0.6359

958.0342+3
232.915 ppm

T V P P P V P Q D P L G S*P P A L Y A E P L D S L R

300 400 500 600 700 800
0.0

50%

100%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

1,500 1,600 1,700 1,800 1,900
0.0

5%

10%

b16+2b14+2

y6+1

b7+1
b7+1y9+2y9+2y4+1

y4+1
y3+1

b13+1
y24+2

y24+2

y23+2b23+2y22+2y10+1y21+2b22+2
b11+1

y20+2

y20+2

y20+2

y9+1

y9+1

y9+1y19+2
y19+2

b20+2
b10+1

b10+1

b18+2b9+1M+3
y8+1

y8+1
y7+1

y7+1

y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DOK protein [Mus musculus]
26024215

0.8325

984.4909+3
13.370 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DOK protein [Mus musculus]
26024215

0.0685

779.2876+3
362.700 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DOK protein [Mus musculus]
26024215

0.5912

779.1476+3
183.061 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Down syndrome cell adhesion molecule [Homo sapiens]
19424286

0.7452

1,057.7676+3
277.618 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

drebrin-like [Mus musculus]
26337813

0.301

696.2014+2
156.641 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

dTDP-glucose 4-6-dehydratase-like protein [Arabidopsis thaliana]
15231829

0.3621

1,183.2563+2
628.605 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DXS8237E [Homo sapiens]
26354250

0.0938

1,070.5063+2
466.678 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ecotropic viral integration site 2B [Mus musculus]
22122501

0.2936

1,257.3513+2
187.904 ppm

D T* P P P P P P P L T* S E P P S G K G T A H K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

elongation factor 1-alpha [Sparus aurata]
5923899

0.6346

1,025.5376+3
324.609 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

endothelin-converting enzyme 2a-2 [Mus musculus]
29150234

0.6578

861.0309+3
422.096 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

enolase (eno) [Borrelia burgdorferi B31]
15594682

0.925

1,131.0376+3
435.826 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

enoyl-CoA hydratase like protein [Arabidopsis thaliana]
15234854

0.0103

847.4764+2
570.501 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

enoyl-CoA-hydratase-like protein [Arabidopsis thaliana]
15232351

0.0401

1,055.2664+2
236.312 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eps15-rs protein [Mus musculus]
26331586

0.1037

1,052.9264+2
43.570 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eps15-rs protein [Mus musculus]
26331586

0.5445

701.9776+3
5.601 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eps15-rs protein [Mus musculus]
26331586

0.5981

702.1909+3
298.156 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eps15-rs protein [Mus musculus]
26331586

0.1561

1,052.8014+2
162.225 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eps15-rs protein [Mus musculus]
26331586

0.6516

1,115.9613+2
117.097 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eps15-rs protein [Mus musculus]
26331586

0.914

701.8676+3
162.225 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eps15-rs protein [Mus musculus]
26331586

0.7269

675.3276+3
18.846 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eps15-rs protein [Mus musculus]
26331586

0.1005

702.0776+3
136.785 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eps15-rs protein [Mus musculus]
26331586

0.3418

1,052.8663+2
100.524 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eps15-rs protein [Mus musculus]
26331586

0.0363

702.1509+3
241.202 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eps15-rs protein [Mus musculus]
26331586

0.8782

1,052.9763+2
3.892 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eps15-rs protein [Mus musculus]
26331586

0.353

1,052.8314+2
133.748 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eps15-rs protein [Mus musculus]
26331586

0.225

1,052.9613+2
10.347 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eps15-rs protein [Mus musculus]
26331586

0.6384

675.1409+3
257.431 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eps15-rs protein [Mus musculus]
26331586

0.7102

702.0475+3
94.070 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

estrogen receptor, subtype beta [Mus musculus]
2370297

0.1857

828.4214+2
432.964 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

expressed sequence AA591047 [Mus musculus]
28486522

0.6338

904.4914+2
99.955 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

expressed sequence AW494914 [Mus musculus]
28509556

0.1348

1,104.1013+2
596.814 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Extensin 3 precursor (AtExt3) (AtExt5)
21263622

0.0071

641.5309+3
335.281 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

F10O3.12 protein - Arabidopsis thaliana
25518001

0.7964

718.9142+3
117.933 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

F10O3.12 protein - Arabidopsis thaliana
25518001

0.7633

1,032.9542+3
106.855 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

F3 preprotein (AA -20 to 1000) [Mus musculus]
1363280

0.0807

967.9264+2
516.566 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc epsilon receptor I beta-chain [Mus musculus]
7305049

0.5435

948.2509+3
147.047 ppm

A D L A L P N P Q E S*S S A P D I E L L E A S P A K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc epsilon receptor I beta-chain [Mus musculus]
7305049

0.088

975.0576+3
286.599 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc epsilon receptor I beta-chain [Mus musculus]
7305049

0.1189

974.9776+3
204.557 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc epsilon receptor I beta-chain [Mus musculus]
7305049

0.2721

948.3509+3
252.483 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc epsilon receptor I beta-chain [Mus musculus]
7305049

0.9336

948.3809+3
284.114 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc epsilon receptor I beta-chain [Mus musculus]
7305049

0.4731

975.0876+3
317.365 ppm
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300 400 500 600 700 800
0.0

5%

10%

15%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

2.0

4.0

y7+1

y7+1

b8+1b8+1y13+2b7+1
y6+1

y6+1

y12+2

y12+2

y10+2

y5+1

y9+2

y4+1

b8+2

y3+1

y24+2y11+1b23+2y23+2b12+1
y22+2

y22+2

y22+2
b22+2

y21+2

y21+2

y21+2

y10+1y10+1b21+2
y20+2

b20+2

y19+2
y19+2

b10+1y9+1y18+2b19+2M+3b9+1

y8+1

y8+1y16+2
y16+2
y16+2

y15+2b16+2
y12+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc epsilon receptor I beta-chain [Mus musculus]
7305049

0.6449

975.1276+3
358.385 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc epsilon receptor I beta-chain [Mus musculus]
7305049

0.1325

1,056.0542+3
219.443 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc epsilon receptor I beta-chain [Mus musculus]
7305049

0.0832

948.5609+3
473.897 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc epsilon receptor I beta-chain [Mus musculus]
7305049

0.6061

948.1776+3
69.728 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc epsilon receptor I beta-chain [Mus musculus]
7305049

0.7347

974.9976+3
225.068 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc epsilon receptor I beta-chain [Mus musculus]
7305049

0.6996

1,056.1642+3
323.594 ppm

S R A D L A L P N P Q E S S S*A P D I E L L E A S*P A K

400 500 600 700 800
0.0

20%

40%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

20%

40%

60%

b15+2y14+2

y7+1

b7+1b14+2
y13+2
y13+2y6+1

y6+1

b13+2

b12+2y11+2
y11+2y11+2y5+1

y4+1y8+2
y7+2

y3+1

b24+2b23+2y23+2y23+2

y22+2

y22+2

y21+2

y10+1b21+2y20+2

y20+2

y20+2
b20+2

y19+2

y9+1y9+1
y9+1

y18+2y17+2y17+2y17+2b18+2b9+1
y8+1

b17+2b17+2

y16+1
y16+1

y15+1y14+1y14+1b27+2
y13+1

y26+2

y12+1

y25+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc epsilon receptor I beta-chain [Mus musculus]
7305049

0.5444

1,056.1976+3
355.155 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc epsilon receptor I beta-chain [Mus musculus]
7305049

0.7222

948.4576+3
364.947 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc epsilon receptor I beta-chain [Mus musculus]
7305049

0.7856

974.8309+3
54.148 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.9354

653.7009+3
398.646 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.2523

784.0663+2
258.935 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.0956

646.9664+2
265.565 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.7795

653.5942+3
561.671 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.0604

784.1514+2
367.303 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.5501

646.7814+2
20.238 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.9716

653.8776+3
128.637 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.5975

653.8043+3
240.716 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.6128

783.8063+2
72.543 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.5925

783.6313+2
295.652 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.5173

646.8113+2
26.109 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.2025

646.6364+2
244.246 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.917

654.1576+3
299.303 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.0257

653.5909+3
566.766 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.0186

981.0663+2
126.089 ppm
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y13+2b6+1b13+2b12+2y12+2y12+2

y12+1y11+1y11+1b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.8134

654.1342+3
263.642 ppm

S Q E T Y E T* L K H E K P P Q

200 300 400 500 600
0.0

10%

20%

30%

700 800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500
0.0

1.0

2.0

b5+1

b5+1

y5+1
b9+2b8+2

y8+2y4+1
b4+1y7+2y7+2b6+2

y6+2
y6+2y3+1

y3+1
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y8+1b7+1y14+2b14+2y7+1

y13+2

b13+2b12+2b12+2

y12+2

b6+1b6+1y6+1y11+2y11+2
y10+2

b11+1
y10+1
y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.3267

783.7214+2
180.910 ppm

E K A D A V Y T* G L N T R
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y3+1

b3+1b6+2y2+1

y2+1

b2+1y5+2b4+2

b10+1y9+1y9+1y8+1b8+1y7+1y7+1b7+1M13+2y6+1y6+1y6+1
y11+1

y10+1

y10+1

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.5152

646.7264+2
105.207 ppm

A D A V Y*T G L N T R
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y7+2y7+2b8+2b8+2

y3+1

b7+2b7+2b4+1b6+2b6+2y6+2
y2+1

y5+2y4+2b2+1
y3+2

y1+1

y9+1

y8+1

b9+1

y7+1

b8+1b8+1b7+1b6+1b6+1

y6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.5267

653.8709+3
138.826 ppm

S Q E T Y E T* L K H E K P P Q
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y5+1y5+1y5+1b9+2y9+2y9+2y9+2b8+2y8+2y8+2y4+1y4+1b7+2y7+2y7+2b6+2
y6+2

y3+1

y5+2y2+1y4+2

b8+1y8+1y14+2y7+1

y13+2

b12+2

y12+2

y12+2
b6+1

y6+1y11+2
y11+2
y11+2b11+2b11+2

y10+1
y10+1b9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.1137

654.0609+3
151.562 ppm

S Q E T Y*E T L K H E K P P Q
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y6+2

b3+1b3+1b5+2
y3+1

y5+2y5+2y2+1y4+2y4+2

y9+1y9+1y8+1y8+1b7+1b14+2y7+1
y13+2

y13+2

y13+2

b6+1b6+1b13+2b13+2b12+2

y12+2

y6+1
y11+2
y11+2b11+2b11+2b5+1

b9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.8844

783.7964+2
85.292 ppm

E K A D A V Y T* G L N T R
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y6+1y6+1y6+1y12+2y12+2b12+2b12+2b12+2b6+1y11+2y5+1y5+1b5+1b9+2y4+1y4+1y8+2b8+2b8+2b4+1y7+2y7+2y3+1b3+1y2+1y2+1y5+2

y11+1

y10+1

b10+1

y9+1

b9+1

y8+1

b8+1b8+1

y7+1

y7+1

b7+1b7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.5607

646.8113+2
26.109 ppm

A D A V Y*T G L N T R
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y5+2y4+2b2+1
y3+2
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y8+1

y7+1

b8+1b7+1b7+1b6+1b6+1

y6+1

M+2b5+1b5+1

b10+1

y9+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.5292

653.8676+3
143.920 ppm

S Q E T Y E T* L K H E K P P Q
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y13+2

y13+2

y12+2

y12+2

y6+1
y6+1

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fc receptor, IgE, high affinity I, gamma polypeptide [Mus musculus]
6753830

0.6802

653.6676+3
449.592 ppm

S Q E T Y*E T L K H E K P P Q
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y8+1y14+2y7+1
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y13+2

b6+1b12+2b12+2
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y12+2
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b11+2b5+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FCRL [Mus musculus]
18056677

0.7936

931.9809+3
84.692 ppm

S*E F S*I T M V Q K S D G G H Y H C S G I F R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

fibronectin [Rattus norvegicus]
1675365

0.5863

1,082.6143+3
224.583 ppm

G L A F T D V D V D S I K I A W X S P Q G Q V S*R Y*R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

formiminotransferase-cyclodeaminase [Rattus norvegicus]
16758338

0.6144

1,130.6942+3
428.717 ppm

G E H P R M G A L D V C P F I P V R G V S*M D E C V L C A K
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b25+2b13+1b13+1y25+2y25+2b24+2y24+2y24+2y11+1y11+1y11+1b12+1b12+1y23+2b23+2y22+2b22+2b22+2b22+2b22+2y10+1y10+1y10+1y21+2y21+2b11+1b11+1b11+1b21+2y20+2y20+2M+3b10+1b10+1y19+2y19+2y19+2b20+2y9+1y9+1y18+2y18+2y18+2y18+2y18+2b19+2b19+2b19+2b18+2b18+2
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b9+1b9+1b9+1b17+2b17+2y8+1y8+1y16+2y16+2

y16+2

b16+2b16+2b16+2b16+2

b17+1b17+1
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y29+2y14+1y14+1b29+2
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y28+2b28+2b28+2b14+1b14+1b14+1b27+2y27+2y27+2y27+2b26+2b26+2y26+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

fumarate hydratase, class II (fumC) [Haemophilus influenzae Rd]
16273307

0.5302

995.2876+3
208.503 ppm

F E A L A A H D A I V E T* H G A L R Q L A M S L F K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.1111

838.0043+3
23.816 ppm

H T F G Q K P S*L S T E D S Q E E N T S K
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y6+1y12+2b6+1b12+2b11+2y10+2y5+1b5+1y9+2b9+2b8+2y4+1b4+1y3+1y5+2b2+1y2+1

y11+1M+2y10+1y20+2b10+1b19+2
y19+2

y9+1
b9+1b18+2b18+2b17+2b8+1y8+1y16+2b16+2

y15+2

b15+2b15+2y7+1y14+2
b14+2

y15+1
y13+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.3973

838.4875+3
552.706 ppm

H T F G Q K P S L S*T E D S Q E E N T S K
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b7+1b7+1b7+1b13+2b13+2b13+2b13+2y12+2y12+2y12+2y6+1y6+1b6+1b6+1b12+2b12+2b12+2b12+2y11+2y11+2b11+2b11+2y10+2y10+2y10+2y10+2y5+1b10+2b10+2b5+1y9+2y9+2y9+2b9+2y8+2y8+2y4+1b4+1b4+1b4+1b4+1b8+2b8+2y7+2y7+2b7+2b3+1y6+2y6+2b6+2b6+2y3+1y3+1y5+2y5+2b5+2b2+1y2+1y2+1y2+1
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y18+2y18+2y17+2y17+2b17+2b17+2b17+2b9+1b9+1
y8+1
y8+1

y16+2b16+2b16+2

y15+2

b8+1b8+1b8+1
b8+1b15+2b15+2y7+1

y7+1
y14+2y14+2

b14+2b14+2b14+2y13+2y13+2

y15+1

y15+1

y14+1y14+1
y13+1y13+1b13+1

y12+1

y12+1b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.3832

828.5714+2
376.965 ppm
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y8+2y4+1y7+2b8+2

y6+2
y3+1

b7+2b6+2y2+1

y9+1

b10+1

y8+1

y7+1

b8+1

y6+1

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.0887

837.6809+3
409.490 ppm

H T F G Q K P S*L S T E D S Q E E N T S K
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y12+2b6+1b6+1b12+2y11+2y10+2y5+1y5+1b5+1y9+2b9+2b9+2b8+2b8+2y8+2y4+1b4+1y7+2y7+2b7+2b3+1y6+2y3+1y2+1

y11+1y11+1b11+1M+2y10+1y10+1y20+2y20+2y20+2b20+2b10+1b10+1b10+1b19+2y19+2

y19+2
y9+1

b9+1b18+2b18+2y18+2y18+2y18+2y17+2y17+2b17+2b17+2b8+1b8+1y8+1y8+1
y16+2b16+2b16+2b16+2

y15+2y15+2
b15+2y7+1y7+1y14+2

y14+2b14+2b14+2b7+1

y15+1

y14+1
y14+1y13+1

y13+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.9719

838.2676+3
290.289 ppm

H T F G Q K P S L S*T E D S Q E E N T S K
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b13+2b13+2y12+2y6+1b6+1b6+1b12+2b12+2y11+2y11+2y11+2b11+2y10+2y10+2y5+1y5+1b5+1b5+1b5+1y9+2y8+2y8+2y4+1b4+1y7+2y7+2y7+2b7+2b3+1b3+1y6+2b6+2b6+2y3+1y3+1y5+2y5+2b5+2y2+1

y11+1y11+1y11+1y11+1b11+1b11+1M+2M+2y10+1y10+1y20+2y20+2b10+1b10+1b19+2
y19+2y19+2
y19+2

y9+1y9+1b18+2b18+2b18+2y18+2y18+2y18+2y17+2y17+2b17+2b17+2b17+2b9+1b9+1b9+1b9+1y8+1y8+1y16+2y16+2b16+2b16+2

y15+2

b8+1b8+1b8+1b8+1b15+2b15+2b15+2y7+1y7+1y7+1
y14+2y14+2

b14+2b14+2y13+2b7+1
b7+1b7+1

y15+1
y15+1

y15+1

y14+1y14+1

y13+1y13+1y13+1

y12+1

y12+1

b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.9503

864.6276+3
73.177 ppm

H T F G Q K P S*L S T E D S Q E E N T* S K
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y12+2y12+2
b6+1b6+1y5+1y5+1y10+2y9+2b10+2b5+1b9+2y4+1y8+2y8+2y7+2y3+1b3+1b6+2y4+2y4+2y2+1

y10+1M+2y20+2y20+2y9+1b10+1b10+1
y19+2

y18+2y18+2b9+1y17+2y8+1y8+1b17+2y16+2y7+1
y15+2y15+2

y14+2y14+2y6+1b14+2b14+2

y15+1y15+1
y14+1

b14+1

y12+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.2247

828.6913+2
232.280 ppm

T T A V E I D Y D S*L K R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.973

829.3314+2
539.374 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.4331

828.8664+2
21.281 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.5196

598.5276+3
319.708 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.7334

598.1542+3
303.895 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.9793

838.0509+3
31.848 ppm

H T F G Q K P S L S*T E D S Q E E N T S K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.6369

828.7814+2
123.766 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.1774

828.5914+2
352.851 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.3856

868.7914+2
106.569 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.2821

868.3763+2
583.917 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.4337

828.6863+2
238.308 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.6648

829.2014+2
382.632 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.3014

751.1114+2
369.874 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.9379

838.0909+3
79.560 ppm

H T F G Q K P S L S*T E D S Q E E N T S K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.0383

837.7576+3
318.042 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.5202

828.9614+2
93.262 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.4734

869.3964+2
589.323 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.9533

837.5643+3
548.651 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.5878

838.2842+3
310.169 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.0403

829.3214+2
527.317 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.1381

829.0964+2
256.032 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.7939

598.2076+3
214.809 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
5712665

0.2602

749.2513+2
145.093 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.3078

829.3464+2
557.459 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FYN binding protein [Mus musculus]
12643992

0.3221

868.6313+2
290.607 ppm

T T A V E I D Y*D S*L K R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.8383

915.2975+3
232.826 ppm

N L S S A S H G P R S*S*P A E F S S S Q H L L R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.5114

623.2943+3
43.457 ppm
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200 300 400 500 600
0.0

50%

100%

700 800 900 1,000
0.0

5%

10%

15%

1,100 1,200 1,300 1,400
0.0

1.0

2.0

y8+2y8+2y4+1b8+2y7+2y7+2b7+2y6+2y6+2y6+2y3+1b6+2b3+1y2+1b4+2y3+2

b8+1
y7+1
y7+1

b7+1

y6+1

y13+2

y12+2

y12+2
b6+1y11+2y11+2y11+2b11+2y5+1y5+1y10+2y10+2b10+2

b10+2
b10+2b5+1b5+1b5+1

y9+2
y9+2

y10+1
y10+1y9+1y9+1

y8+1

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.6521

650.0576+3
190.331 ppm

H N T E F K D S*T Y*D L P R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.5806

856.8376+3
525.958 ppm

K S T G S*V D Y L A L D F Q P G S*P S P H R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.7988

966.0164+2
36.214 ppm

N N T V I D E L P F K S*P V T K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.4475

1,028.5364+2
116.530 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.9022

1,068.5714+2
144.913 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.5146

915.4009+3
345.706 ppm

N L S S A S H G P R S S*P A E F S*S S Q H L L R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.2605

914.9642+3
131.306 ppm

N L S S A S H G P R S*S*P A E F S S S Q H L L R

300 400 500 600 700 800
0.0

5%

10%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800 1,900
0.0

0.5

1.0

1.5

y13+2b8+1b8+1
y6+1y6+1

b14+2b13+2

y12+2

y5+1
b12+2y11+2y10+2y10+2

y4+1y4+1
b10+2b10+2b5+1y8+2b9+2y7+2y7+2

y3+1
b8+2y6+2

y2+1
y4+2

y23+2y11+1y22+2y22+2y10+1b22+2y21+2y21+2b21+2y20+2y19+2y19+2y19+2b20+2y18+2y18+2
y9+1y17+2y16+2y16+2b17+2y15+2y8+1y8+1y14+2y14+2b9+1y7+1b15+2b15+2

y15+1

y14+1

y14+1b14+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

8.0E-4

623.5509+3
455.044 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.0751

623.2375+3
47.413 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.5545

829.5814+2
243.348 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.0992

869.0214+2
411.607 ppm
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300 400 500 600
0.0

2.0

4.0

6%

700 800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500
0.0

5%

y5+1
y10+2b10+2

y4+1b8+2y6+2y6+2y3+1b6+2y2+1

y8+1y7+1b8+1y6+1y13+2y13+2b13+2

y12+2

y11+1
y10+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.4065

965.8763+2
108.641 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.9032

1,068.4314+2
13.939 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.8471

1,068.1163+2
280.751 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.2161

915.2309+3
159.999 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.6072

623.4609+3
310.721 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.2648

828.7164+2
798.968 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.8425

685.8509+3
349.784 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.3743

830.0376+3
382.223 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.6834

644.2409+3
393.177 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.5512

966.0714+2
93.121 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.9704

1,028.8513+2
422.676 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.3142

787.4109+3
493.930 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.1311

1,028.4913+2
72.795 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.0237

814.0109+3
395.852 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.1612

967.1942+3
82.829 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.9302

966.8909+3
230.710 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.0451

966.9243+3
196.255 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.5371

892.0613+2
165.169 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.5953

915.3209+3
258.315 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.3953

623.4609+3
310.721 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.511

623.0742+3
309.331 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.7032

869.2964+2
95.473 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.7798

829.9376+3
261.749 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.7554

966.0814+2
103.468 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.8104

1,029.0664+2
631.633 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.4335

1,028.4264+2
9.622 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.6548

1,068.9014+2
453.635 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.7914

1,068.6814+2
247.820 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.836

967.3976+3
293.004 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.5059

966.6442+3
485.675 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.9695

915.2409+3
170.923 ppm

N L S S A S H G P R S*S*P A E F S S S Q H L L R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.1829

623.3709+3
166.399 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.2526

623.0643+3
325.367 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.2892

685.8342+3
325.487 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.4141

830.1476+3
514.744 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.0098

965.9564+2
25.867 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.0099

1,028.1514+2
257.649 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.1393

1,068.2213+2
182.521 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.0445

1,068.1163+2
280.751 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.954

1,068.5913+2
163.623 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.811

966.7709+3
354.747 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gab2 [Mus musculus]
4589377

0.2862

966.8709+3
251.383 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

GADS protein [Homo sapiens]
28487075

0.1169

520.6376+3
94.576 ppm

R H T* D P V Q L Q A A G R

200 250 300 350 400 450
0.0

5%

10%

15%

500 550 600 650 700 750 800
0.0

50%

100%

850 900 950 1,000 1,050 1,100 1,150
0.0

0.5

1.0

y9+2y9+2

y9+2

y9+2
b7+2b6+2b6+2

y4+1

y7+2y3+1
y3+1

y6+2
b4+2b2+1y5+2y2+1y2+1b3+2y4+2y1+1

y7+1
b11+2y11+2y6+1y6+1y10+2y10+2

b3+1b3+1b3+1
b3+1

y10+1
y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gal beta 1,3-GalNAc alpha-2,3-sialyltransferase [Rattus norvegicus]
13928968

0.5529

752.2876+3
103.228 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

gamma-crystallin 2 - rat (fragment)
71516

0.0515

1,169.9014+2
321.616 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

gamma-parvin [Mus musculus]
11612501

0.8

949.5164+2
58.213 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

gamma-parvin [Mus musculus]
11612501

0.819

949.0464+2
436.543 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

gamma subunit of GABA-alpha receptor [Mus musculus]
6679917

0.6438

1,068.6143+3
379.145 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gcc1 protein [Mus musculus]
22208840

0.9817

931.8876+3
118.377 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

gene Mse protein - mouse (fragment)
2143462

0.4071

974.5013+2
502.506 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

germin-like protein-like [Arabidopsis thaliana]
15240338

0.1345

990.0314+2
513.673 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glutamate receptor [Rattus norvegicus]
8393475

0.8848

1,159.6914+2
76.415 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glutamate transporter mEAAC1 [Mus musculus]
2459565

0.3109

1,112.9963+2
455.428 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glutamine-dependent asparagine synthetase
15232775

0.5576

978.3043+3
114.329 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glycogen(starch) synthase (EC 2.4.1.11), skeletal muscle - human
18043146

0.2583

893.2664+2
182.061 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glycogen(starch) synthase (EC 2.4.1.11), skeletal muscle - human
18043146

0.6313

595.8043+3
310.146 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

golgi associated, gamma adaptin ear containing, ARF binding protein 2 [Mus musculus]
26330061

0.7104

1,140.6110+3
59.311 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

gonadotropin II beta subunit [Carassius auratus]
11133067

0.5133

832.6376+3
323.324 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Grb2-associated binder 2 [Rattus norvegicus]
16758156

0.3481

978.5376+3
97.400 ppm

E F G D L L V D N M D V P T T P L S*A Y*Q I P R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Grb2-associated binder 2 [Rattus norvegicus]
16758156

0.7222

978.5009+3
59.939 ppm

E F G D L L V D N M D V P T T* P L S A Y*Q I P R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

groEL [Francisella tularensis]
6225128

0.3758

828.9164+2
642.386 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

growth arrest-specific protein 2 - mouse
6679943

0.7104

1,064.4409+3
55.940 ppm

T S P V Q S K S P T* L K D M N P D N Y*L V V S A T Y K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

growth arrest-specific protein 2 - mouse
6679943

0.5519

1,146.2142+3
2.297 ppm

V R S G P G L S*D M H Q Y S Q W L A S R H E A N L L P M K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

G/T-mismatch binding protein
2506881

0.2145

852.2714+2
448.678 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

guanine nucleotide binding protein (G protein), gamma 12 [Mus musculus]
13384618

0.0913

978.2463+2
317.649 ppm

S*D P L L M G I P T* S E N P F K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

guanine nucleotide exchange factor [Homo sapiens]
20887975

0.1585

1,140.9713+2
473.330 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

guanine nucleotide exchange factor [Homo sapiens]
20887975

0.0118

1,140.8314+2
595.920 ppm
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400 500 600 700 800
0.0

5%

10%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

2.0

4.0

b14+2

b14+2

b13+2b13+2y6+1b7+1b7+1y11+2b12+2b12+2b11+2b6+1b6+1b10+2b10+2y5+1y5+1y8+2b9+2b9+2
b5+1b5+1y7+2b4+1b4+1

y10+1y9+1M+2

y17+2
y17+2

y8+1

b17+2

b9+1

b16+2b16+2y15+2y7+1y7+1b15+2b15+2y14+2y13+2b8+1b8+1

b16+1
y15+1

y13+1

b14+1b13+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hck tyrosine kinase (AA 1-503) [Mus musculus]
1334146

0.7576

685.2264+2
95.364 ppm
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200 300 400 500 600
0.0

50%

100%

700 800 900 1,000 1,100
0.0

20%

40%

1,200 1,300 1,400 1,500
0.0

5%

10%

b5+1y9+2

y4+1

b9+2

y8+2

b4+1b7+2y7+2y6+2b6+2b3+1y5+2
y3+1

y2+1b2+1
y7+1

y6+1

b6+1b6+1

y5+1

y9+1

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

heparanase [Rattus norvegicus]
12018276

0.1482

880.0464+2
686.576 ppm

L R A L T* Q G T* P A G T A P T K

300 400 500 600
0.0

10%

20%

30%

700 800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500
0.0

20%

40%

60%

y7+1
y6+1

y5+1

y3+1

b7+1

y15+2

y8+1
y14+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hermansky-Pudlak syndrome protein [Mus musculus]
2198743

0.2967

960.1764+2
763.063 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

heterogeneous nuclear ribonucleoprotein R [Homo sapiens]
28498386

0.6806

629.8109+3
351.153 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

heterogeneous nuclear ribonucleoprotein R [Homo sapiens]
28498386

0.5642

629.9843+3
626.318 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hhl [Mus musculus]
26329621

0.5458

1,039.3776+3
433.810 ppm
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300 400 500 600 700 800
0.0

5%

10%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800
0.0

10%

20%

30%

b7+1
y7+1y7+1

b14+2b13+2y6+1y10+2y10+2y3+1

b12+1y22+2b22+2y21+2b21+2b20+2y18+2y18+2b9+1b9+1y17+2y8+1b17+2b17+2
b17+2

y15+2b16+2b16+2y14+2
y14+2

y15+1

y14+1

y13+1M+2
y12+1y12+1b13+1

b13+1

y24+2
b24+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hnRNP H
27731773

0.7138

605.1309+3
348.117 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hnRNP H
27731773

0.216

907.4413+2
67.244 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hnRNP H
27731773

0.9898

605.0543+3
221.449 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hnRNP H
27731773

0.6506

907.3514+2
31.887 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hnRNP H
27731773

0.5174

907.4164+2
39.708 ppm

H T G P N S*P D T A N D G F V R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hnRNP H
27731773

0.9645

907.3763+2
4.351 ppm

H T G P N S*P D T A N D G F V R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hnRNP H
27731773

0.443

907.1614+2
241.165 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hnRNP H
27731773

0.7939

605.2676+3
573.917 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hnRNP H
27731773

0.2022

605.0309+3
182.898 ppm

H T G P N S*P D T A N D G F V R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hnRNP H
27731773

0.5178

907.3414+2
42.902 ppm

H T G P N S*P D T A N D G F V R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

homeodomain-interacting protein kinase 1 [Mus musculus]
12751417

0.0462

1,076.9364+2
378.215 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

homeodomain protein [Mus musculus]
23396803

0.8102

834.1276+3
114.698 ppm

L V S*N K G T E T D N D S*G C F H P I L K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

homeotic protein HAT 3.1 [Arabidopsis thaliana]
26454638

0.0584

1,038.6364+2
322.951 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hormone-sensitive lipase (EC 3.1.1.-) - rat
279542

0.6263

1,142.6842+3
436.081 ppm

V V E D L P H G F L S*L A A L C R E T G R P R S C A C S*A S G
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HtdB [Serratia marcescens]
16596790

0.3205

1,082.4376+3
213.171 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein 4732416F18 [Mus musculus]
27370552

0.7557

1,027.1742+3
79.746 ppm
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400 500 600 700 800
0.0

10%

20%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800
0.0

10%

20%

30%

b15+2

b11+1
b23+2b22+2

y20+2
M+3

y19+2
b19+2

y8+1

y17+2

y17+2y17+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein 7530428J21 [Mus musculus]
29244486

0.1231

1,137.3563+2
262.359 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein BC007171 [Mus musculus]
21704128

0.0853

1,145.2563+2
203.884 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein D430028H04 [Mus musculus]
29244316

0.6901

782.3609+3
400.145 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein D430028H04 [Mus musculus]
29244316

0.7776

782.1709+3
157.297 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hypothetical protein F14E5.2 [Caenorhabditis elegans]
17533207

0.527

861.2242+3
213.728 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
20071400

0.0745

1,139.5314+2
10.614 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Homo sapiens]
12043445

0.6634

1,148.2310+3
6.153 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hypothetical protein LOC257106 [Homo sapiens]
28483442

0.2244

781.5314+2
844.793 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein MGC27742 [Mus musculus]
21450229

0.6076

1,120.6376+3
428.918 ppm
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400 500 600 700 800
0.0

5%

10%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

2.0

4.0

y16+2
b8+1b8+1

y14+2
y13+2b13+2

b6+1b6+1b6+1y11+2b5+1
b10+2
b10+2y4+1y8+2

y27+2b26+2y26+2y26+2y26+2y25+2y25+2b25+2b25+2b24+2y24+2y24+2y23+2y22+2y11+1M+3M+3b11+1b21+2y20+2b20+2

b10+1b10+1
b18+2

y9+1
b17+2b17+2b9+1y17+2

b18+1b17+1b16+1M+2y16+1
b15+1

b15+1

y15+1

y28+2

b14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein [Mus musculus]
9506563

0.0129

1,050.2014+2
296.998 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_111268 [Mus musculus]
25057746

0.0248

1,148.0114+2
378.196 ppm

E P K C L Q P S S S*P L L T L Q P L C K

400 500 600 700 800
0.0

5%

10%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

5%

10%

b14+2

b13+2

y5+1

y12+1
y11+1

y8+1

y14+1

y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_131005 [Mus musculus]
20874180

0.6146

1,031.4209+3
229.629 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_137402 [Mus musculus]
23620947

0.289

1,129.5164+2
5.044 ppm
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b9+1b9+1b9+1b9+1

y15+2y15+2b8+1y14+2b15+2b15+2y13+2y13+2

y13+1

y13+1

y12+1

y12+1

b14+1b14+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_143322 [Mus musculus]
20871990

0.7666

1,130.7942+3
357.420 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_149719 [Mus musculus]
20850210

0.1916

1,129.0314+2
429.240 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_150077 [Mus musculus]
20864312

0.0806

1,047.3964+2
83.541 ppm

M K S*P Q G D L Q V D Q V T Y Q K

400 500 600 700 800
0.0

50%

100%

900 1,000 1,100 1,200 1,300
0.0

20%

40%

1,400 1,500 1,600 1,700 1,800
0.0

20%

40%

y13+2y6+1y11+2b11+2y5+1b9+2y3+1y3+1y5+2

b11+1b11+1
y10+1

y9+1y8+1y8+1y16+2y16+2b16+2
b16+2
b16+2b16+2b8+1b8+1b8+1

b8+1

y15+2

y15+2

y7+1y7+1b7+1b7+1

y15+1
b15+1b15+1y14+1y14+1b14+1b14+1y13+1y12+1y12+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_150478 [Mus musculus]
20910457

0.16

976.4614+2
488.469 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_150628 [Mus musculus]
20825804

0.045

1,178.3114+2
137.662 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_151331 [Mus musculus]
20845727

0.2467

1,138.0514+2
357.291 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_151337 [Mus musculus]
28479190

0.6377

844.3709+3
475.442 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_151567 [Mus musculus]
20858269

0.5093

1,005.6176+3
410.625 ppm

T H N L G G E I K P T* A V I A K I A D V T T P A L Q A R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_151633 [Mus musculus]
20856194

0.7132

1,002.6342+3
173.349 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_151691 [Mus musculus]
20856549

0.1783

1,202.6364+2
356.357 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_151979 [Mus musculus]
20860798

0.8575

1,151.8542+3
20.135 ppm

V F R T C V F M A A A V D T* S H I M A G H V S V F R T E S R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_152176 [Mus musculus]
20865546

0.0154

828.6863+2
371.585 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_152539 [Mus musculus]
20910922

0.5125

1,131.9376+3
210.329 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_153105 [Mus musculus]
20844605

0.1427

893.9714+2
441.014 ppm

R E E H S*T K M E T* A S R

300 400 500 600 700
0.0

50%

100%

800 900 1,000 1,100 1,200
0.0

20%

40%

1,300 1,400 1,500 1,600 1,700
0.0

50%

b10+2y5+1y10+2y10+2b9+2y9+2y8+2y8+2b7+2b7+2y7+2b3+1b3+1
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_153245 [Mus musculus]
20847481

0.4089

1,019.9963+2
530.610 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_153284 [Mus musculus]
20848121

0.3206

631.6764+2
568.120 ppm

I S S S K V F S*S P K

200 300 400 500 600
0.0

50%

100%

700 800 900 1,000
0.0

50%

1,100 1,200 1,300 1,400 1,500
0.0

0.2

0.4

b6+1b6+1y10+2y10+2y10+2b10+2b10+2

y9+2

y9+2
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_153284 [Mus musculus]
20848121

0.4296

631.5414+2
354.452 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_153284 [Mus musculus]
20848121

0.4605

631.6514+2
528.552 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_153284 [Mus musculus]
20848121

0.5409

631.5164+2
314.883 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_153284 [Mus musculus]
20848121

0.3042

631.6364+2
504.811 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_153284 [Mus musculus]
20848121

0.4015

631.6564+2
536.465 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_153284 [Mus musculus]
20848121

0.4263

631.2914+2
41.230 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_153284 [Mus musculus]
20848121

0.2365

631.1764+2
223.244 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_153553 [Mus musculus]
28521700

0.6127

1,056.5264+2
505.643 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_153963 [Mus musculus]
20893015

0.515

1,203.6464+2
457.170 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_154037 [Mus musculus]
20894516

0.3433

1,020.5914+2
630.946 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_154153 [Mus musculus]
20895676

0.7718

1,079.7709+3
360.174 ppm

T D F T* S S K V C I V Q A S*Q W D V A V R S L G M E R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_154159 [Mus musculus]
20895732

0.1417

980.2563+2
370.003 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_154461 [Mus musculus]
20897832

0.1524

1,272.8413+2
166.227 ppm

R V C W Y*T V E G N Y L F Q D S I S*R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_154553 [Mus musculus]
20898298

0.8957

1,128.7042+3
435.490 ppm

D I K T L E T M N L N A F L P A H S*R N M I I G C T* E K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_154555 [Mus musculus]
20898308

0.0946

831.0214+2
836.091 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_154781 [Mus musculus]
20873818

0.1935

1,097.7413+2
198.082 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_154833 [Mus musculus]
20877776

0.5115

970.0309+3
89.065 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_154849 [Mus musculus]
20877864

0.8366

935.9576+3
512.281 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_154978 [Mus musculus]
20877324

0.025

1,039.5863+2
55.191 ppm
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y11+1

b12+1y10+1y10+1

y10+1

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_155115 [Mus musculus]
20881709

0.6832

1,000.2409+3
418.834 ppm
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300 400 500 600 700 800
0.0

50%

100%

900 1,000 1,100 1,200 1,300
0.0

50%

1,400 1,500 1,600 1,700 1,800
0.0

20%

40%

60%

b14+2
b7+1

b13+2y4+1
b7+2

b3+1

b23+2
y21+2

b11+1

y20+2
b21+2y10+1

y18+2
y18+2

M+3
y8+1

y15+2

y7+1
y7+1

y14+2
y14+2

y14+1y24+2

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_155524 [Mus musculus]
20902761

0.673

1,132.2576+3
342.547 ppm
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400 500 600 700 800
0.0

5%

10%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

5%

10%

y13+2

b7+1

b12+2
y5+1

b6+1

b10+2

y8+2y4+1

y6+2

y3+1

y11+1y23+2b24+2b23+2y10+1y20+2y18+2b10+1
y17+2y17+2

y9+1y9+1b18+2y16+2b17+2y15+2

y14+2

b28+2

y12+1y25+2y24+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_156315 [Mus musculus]
28494596

0.6142

1,045.4709+3
312.520 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_156466 [Mus musculus]
20896309

0.5365

837.8309+3
580.014 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_156534 [Mus musculus]
20895782

0.7224

1,114.0376+3
152.545 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_157217 [Mus musculus]
28524789

0.522

1,068.0076+3
459.926 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_157487 [Mus musculus]
20876662

0.1125

1,048.9843+3
224.857 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_157853 [Mus musculus]
20887869

0.4778

1,140.5063+2
386.781 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_157853 [Mus musculus]
20887869

0.3011

1,140.2163+2
132.522 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_158004 [Mus musculus]
20890856

0.0271

1,138.1564+2
578.910 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_158258 [Mus musculus]
20827286

0.5691

782.6609+3
441.569 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_158393 [Mus musculus]
20836888

0.6124

1,072.2809+3
64.861 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_158482 [Mus musculus]
20839980

0.81

838.1843+3
263.689 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_158532 [Mus musculus]
20837180

0.5511

1,083.8142+3
401.567 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_158543 [Mus musculus]
20837229

0.1149

1,020.7064+2
241.390 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_158570 [Mus musculus]
20912259

0.0417

789.6609+3
487.486 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_158619 [Mus musculus]
28487752

0.6667

1,108.4943+3
93.543 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_158704 [Mus musculus]
20911879

0.434

837.9464+2
30.533 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_158759 [Mus musculus]
20912595

0.1725

801.8214+2
510.652 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_158817 [Mus musculus]
20912677

0.2481

1,131.5863+2
14.133 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_159219 [Mus musculus]
20983935

0.5576

1,004.5309+3
363.165 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_159441 [Mus musculus]
20986004

0.6476

1,131.3276+3
397.184 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_159775 [Mus musculus]
20864285

0.7559

764.0576+3
456.668 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_159829 [Mus musculus]
23599092

0.0212

949.6813+2
294.698 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_159829 [Mus musculus]
23599092

0.1601

949.9864+2
26.198 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_159854 [Mus musculus]
20864973

0.0797

1,111.6864+2
310.372 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_159879 [Mus musculus]
20866107

0.1555

820.8264+2
487.679 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_160636 [Mus musculus]
20879469

0.5947

1,155.8442+3
295.858 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_160684 [Mus musculus]
20879565

0.3226

1,130.2163+2
639.471 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_160723 [Mus musculus]
28495151

0.6775

1,109.2676+3
376.222 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_160744 [Mus musculus]
20821128

0.2643

1,096.4314+2
410.813 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_160976 [Mus musculus]
20826882

0.842

649.5643+3
604.445 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_161548 [Mus musculus]
20851025

0.2638

1,037.3114+2
148.222 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_162193 [Mus musculus]
20840510

0.5101

735.2343+3
295.731 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_162341 [Mus musculus]
20847732

0.1319

1,113.1614+2
339.125 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_162747 [Mus musculus]
20831014

0.6878

671.2975+3
432.367 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_163375 [Mus musculus]
20833048

0.532

750.3043+3
360.045 ppm

C S G M L S G V I A E E G K G L A S*K G L L

300 400 500 600
0.0

5%

10%

15%

700 800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500 1,600
0.0

1.0

2.0

y6+1y6+1
b7+1

b12+2

b11+2y4+1
y4+1

y8+2

y8+2y7+2b8+2b6+2
b6+2

y4+2

y10+1y10+1
b20+2

b20+2

y19+2

y9+1b19+2y18+2y18+2b18+2y17+2
y8+1y8+1
y8+1y16+2y15+2

y15+2
y15+2b16+2y14+2y14+2b8+1

b15+2b15+2
b14+2y13+2y13+2

y14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_163640 [Mus musculus]
20843963

0.578

943.6276+3
526.509 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_163881 [Mus musculus]
20859874

0.7243

974.9976+3
452.768 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_163923 [Mus musculus]
20860031

0.7118

1,050.6876+3
234.430 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_164184 [Mus musculus]
20863852

0.1239

1,129.3713+2
318.721 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_164437 [Mus musculus]
20887791

0.0591

1,135.9963+2
48.832 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_164951 [Mus musculus]
20888737

0.1162

1,162.2463+2
183.263 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_165063 [Mus musculus]
20891033

0.0558

1,120.6364+2
600.330 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_165072 [Mus musculus]
20891341

0.5153

945.4243+3
340.124 ppm

S*Q L C S S*L L P E N S T G D V T F L R R E R

300 400 500 600 700 800
0.0

20%

40%

60%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

10%

20%

30%

y13+2

y5+1

y12+2y11+2
b8+2y4+2

y10+1y8+1

b19+2y17+2b8+1
b17+2

y15+2

b16+2

y6+1

y6+1
y6+1

b7+1
b7+1

y14+2

y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_165148 [Mus musculus]
20891414

0.5663

829.4542+3
106.464 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_197261 [Mus musculus]
25066162

0.1504

1,041.7363+2
665.287 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_197346 [Mus musculus]
25054602

0.088

1,134.9414+2
362.500 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_206642 [Mus musculus]
28529149

0.6253

975.8076+3
344.399 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_217476 [Rattus norvegicus]
27686445

0.7959

1,164.0709+3
186.825 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_221838 [Rattus norvegicus]
27691848

0.7485

789.8743+3
160.110 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_230351 [Rattus norvegicus]
27703148

0.6255

1,054.3575+3
450.797 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_237101 [Rattus norvegicus]
27683143

0.0671

1,089.8663+2
155.840 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_238122 [Rattus norvegicus]
27678038

0.609

981.0276+3
304.261 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_238257 [Rattus norvegicus]
27696652

0.5134

996.8176+3
59.974 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_239179 [Rattus norvegicus]
27668537

0.5434

1,068.5243+3
56.231 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_239249 [Rattus norvegicus]
27673062

0.3677

1,139.1313+2
72.528 ppm
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y17+1

y15+1
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_239249 [Rattus norvegicus]
27673062

0.1493

1,139.4713+2
370.891 ppm

M A L T A K H Q L L H R S C T C G S*P K
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b12+1b12+1y12+1y12+1y11+1b11+1y10+1b10+1b10+1y19+2y19+2b19+2b19+2b19+2b19+2y18+2y18+2y18+2y9+1b18+2b9+1b9+1y17+2y17+2b17+2y16+2b16+2b16+2b16+2b8+1b8+1y15+2y15+2y8+1y8+1

y17+1
y17+1b17+1

b17+1
b16+1b16+1

y15+1
y15+1b15+1y14+1y14+1b14+1b14+1b14+1y13+1y13+1b13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_239249 [Rattus norvegicus]
27673062

0.3223

1,139.6414+2
520.073 ppm

M A L T A K H Q L L H R S C T C G S*P K
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b17+2

b8+1b8+1

y17+1

y17+1

b17+1
b17+1b17+1b16+1

y15+1
y15+1

y14+1
y13+1b13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_239249 [Rattus norvegicus]
27673062

0.2015

1,139.0013+2
41.551 ppm

M A L T A K H Q L L H R S C T C G S*P K
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y7+2b7+2y6+2y6+2b3+1b3+1b3+1

y12+1y12+1y11+1y11+1b11+1b11+1y10+1b10+1y19+2y19+2y19+2b19+2b19+2b19+2y18+2y18+2y9+1y9+1y9+1b18+2b18+2b9+1y17+2y17+2y17+2b17+2b17+2b17+2y16+2y16+2b16+2b16+2b8+1b8+1y15+2y8+1

y17+1
y17+1b17+1

b17+1y16+1y16+1b16+1b16+1
y15+1

y14+1b14+1b14+1y13+1y13+1b13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_239249 [Rattus norvegicus]
27673062

0.1665

1,139.4364+2
340.177 ppm

M A L T A K H Q L L H R S C T C G S*P K
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b12+1y12+1y12+1b11+1M+2M+2b10+1b10+1y19+2y19+2b19+2y18+2y9+1b9+1b9+1y17+2y17+2b17+2b16+2b8+1y15+2y8+1
y17+1

y17+1b17+1

y15+1

y15+1
y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_239406 [Rattus norvegicus]
27666222

0.3128

1,141.4913+2
439.170 ppm

S*E T* Q M I L L K D V G A G L C Y S E
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y18+2b16+2y9+1

y15+1b13+1y14+1

y14+1

y14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_239413 [Rattus norvegicus]
27666276

0.2067

1,117.8964+2
548.117 ppm

V Q S A S G E E W N R G Q E K A V S*K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_239529 [Rattus norvegicus]
27670288

0.0326

986.7214+2
739.284 ppm

L F S T N L L S V G S*P E A Q P A K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_239577 [Rattus norvegicus]
27691572

0.5466

854.3909+3
319.073 ppm

P L L P G A G H T G V L Y G S P L P S*H G A V L R
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y7+1

y15+2
b17+2
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_239845 [Rattus norvegicus]
27679918

0.5198

978.5509+3
103.257 ppm

S L T Y*C S R A L E P V C Q N H T R H N S*V V K
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y20+2y18+2y8+1y8+1y17+2y17+2y17+2y17+2M+3b16+2

y7+1

y15+2y15+2b7+1b7+1b15+2y14+2b14+2b14+2y13+2y13+2

y12+1
y12+1y12+1y11+1y11+1b22+2b22+2

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_240247 [Rattus norvegicus]
27702529

0.3898

1,113.1414+2
358.379 ppm

Y*A A R F T K V R D H T Q A I G S*L
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_240342 [Rattus norvegicus]
27668208

0.2063

847.3163+2
224.585 ppm

T V T V L S*V R V L T L G L K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_240832 [Rattus norvegicus]
27680569

0.7451

1,094.4209+3
423.476 ppm

L R I P L M S*F G N L Q A P S*K L Q V Q V Y S T G S E K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_240841 [Rattus norvegicus]
27680733

0.5249

825.7642+3
413.137 ppm

Q T L Q L P L R P S T* V A V P D T Y P L R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_240942 [Rattus norvegicus]
27684991

0.0094

978.0613+2
155.967 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_241109 [Rattus norvegicus]
27659992

0.1213

1,196.0814+2
425.767 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_241925 [Rattus norvegicus]
27671342

0.0404

1,147.9642+3
246.652 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_241964 [Rattus norvegicus]
27673952

0.5558

1,057.9476+3
406.893 ppm

S S T H Y L T* A L S*L L D A T A R T V A C A H P R A P R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_242008 [Rattus norvegicus]
27699607

0.0864

1,132.5063+2
469.017 ppm

L S D S C L S C L L E S*W L L G L Q R
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y17+2
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b14+1b14+1
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y12+1y11+1y11+1y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_242045 [Rattus norvegicus]
27700695

0.1593

839.0714+2
118.288 ppm

K L S*C G P L Q L L Q L L R
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b11+1b11+1y11+1y11+1y11+1y10+1y10+1y10+1b10+1b10+1y9+1y9+1b9+1b9+1y8+1y8+1b8+1b8+1y7+1
y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_242151 [Rattus norvegicus]
27732361

0.3112

979.3964+2
446.418 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_242197 [Rattus norvegicus]
27704072

0.0239

1,147.9663+2
480.930 ppm

C P G V H L S C S*A K A L G C T C P A V Q R
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y6+1

b13+2b13+2
y12+2

b12+2b12+2b6+1b11+2b11+2y5+1y11+2y10+2b10+2b9+2
y4+1

y8+2b4+1y6+2

b14+1b14+1b13+1b13+1y13+1y13+1y12+1y12+1y12+1b12+1b11+1M22+2M22+2y11+1

y21+2

y21+2

y21+2

y21+2y10+1y10+1b21+2b21+2b21+2b10+1b10+1b10+1
y20+2y20+2
y20+2

y19+2y19+2y19+2b20+2b20+2b9+1b9+1b9+1y18+2y18+2y9+1y9+1b19+2b19+2b19+2y17+2y17+2y8+1y8+1y8+1y8+1
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_242212 [Rattus norvegicus]
27704700

0.0080

1,197.8264+2
552.339 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_242492 [Rattus norvegicus]
27710062

0.0977

1,159.6909+3
193.395 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_243006 [Rattus norvegicus]
27716125

0.5184

1,041.7375+3
404.319 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_243012 [Rattus norvegicus]
27732823

0.6645

975.5342+3
95.309 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_243047 [Rattus norvegicus]
27663094

0.0226

1,082.9663+2
468.690 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_243075 [Rattus norvegicus]
27664004

0.4256

1,049.9843+3
168.612 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_243224 [Rattus norvegicus]
27664738

0.0217

851.0663+2
370.707 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_243482 [Rattus norvegicus]
27718379

0.0909

1,147.1313+2
497.531 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_243590 [Rattus norvegicus]
27719205

0.7506

1,123.2876+3
406.826 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_243687 [Rattus norvegicus]
27664964

0.6784

1,011.8476+3
21.209 ppm
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300 400 500 600 700 800
0.0

50%

100%

900 1,000 1,100 1,200 1,300
0.0

10%

20%

30%

1,400 1,500 1,600 1,700 1,800 1,900
0.0

10%

20%

y17+2y16+2b8+1b15+2y6+1y6+1b13+2y12+2y5+1b10+2

y9+2

y7+2

y14+1

b14+1

b29+2

b28+2
b12+1

y23+2
y11+1

b11+1

b21+2

b10+1

y10+1y20+2

y20+2b20+2
y9+1

y9+1

y18+2

y18+2

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_243723 [Rattus norvegicus]
27665992

0.1081

1,120.0276+3
409.588 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_243880 [Rattus norvegicus]
27720513

0.7102

1,150.7313+2
151.643 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_243880 [Rattus norvegicus]
27720513

0.5882

1,150.9314+2
325.396 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_243880 [Rattus norvegicus]
27720513

0.3225

1,150.5264+2
26.454 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_244090 [Rattus norvegicus]
27682943

0.585

1,079.9142+3
108.073 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_244127 [Rattus norvegicus]
27684173

0.8795

1,030.4663+2
437.304 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_244225 [Rattus norvegicus]
27686757

0.5312

1,146.1576+3
242.596 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_284327 [Mus musculus]
28480391

0.5606

971.2609+3
444.586 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_286644 [Mus musculus]
28480832

0.6113

810.6509+3
477.749 ppm

E G G E Y L S P L C I F G R T D I Y*P R

300 400 500 600 700
0.0

50%

100%

800 900 1,000 1,100 1,200
0.0

20%

40%

60%

1,300 1,400 1,500 1,600 1,700 1,800
0.0

5%

10%

15%

y11+2b13+2b6+1

b12+2
b12+2

y4+1y9+2b11+2b11+2b5+1b5+1y8+2y7+2b9+2y6+2b7+2b5+2y2+1

y9+1M20+2y19+2b19+2

y16+2

b9+1b9+1b17+2b17+2y15+2y15+2b16+2b16+2b8+1y6+1y6+1

y14+2
y14+2

b15+2
b15+2

y13+2b14+2

b14+2
b7+1
y12+2y12+2y5+1

b13+1
b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_286654 [Mus musculus]
28481937

0.7189

1,005.0409+3
158.938 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_287281 [Mus musculus]
28492577

0.1099

977.6064+2
342.891 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_287338 [Mus musculus]
28496340

0.0421

1,083.0664+2
388.564 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_287990 [Mus musculus]
28549797

0.6304

881.5276+3
95.489 ppm
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y13+2y6+1y6+1b13+2y11+2y11+2y5+1y5+1b11+2b10+2b5+1b9+2y8+2y3+1b4+1b8+2b7+2y2+1y6+2y6+2b6+2y4+2

y22+2y22+2y21+2b22+2y20+2y10+1y19+2b20+2y9+1y9+1b10+1b19+2y18+2b17+2b9+1y16+2M+3y15+2b8+1
y14+2
b15+2y7+1

y12+1
y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_288500 [Mus musculus]
28521510

0.0489

1,146.0614+2
428.444 ppm

P F L Q P W L P S Q F R S*C P H T R
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y17+2

b9+1b17+2b8+1b8+1y15+2y15+2b15+2
b15+2b15+2

y14+2

b15+1b15+1y14+1

y13+1

y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_289038 [Mus musculus]
28488889

0.1507

1,131.8314+2
623.763 ppm

A T L A K S*N V S*G P S Q E D P K V A R
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y7+1

b15+2b15+2y14+2

b7+1

y13+2y13+2y6+1b13+2b13+2b6+1y11+2b11+2b11+2b11+2b11+2b10+2b10+2b10+2y8+2y8+2
y4+1

b8+2b8+2y3+1

y12+1y12+1y12+1y12+1b12+1y11+1y11+1y10+1y10+1M+2b10+1b10+1b10+1y19+2y19+2

y9+1

y9+1y9+1b9+1b9+1y18+2y18+2
y18+2b19+2b19+2b19+2b19+2b18+2b18+2b18+2y8+1y8+1y17+2y17+2y17+2y17+2

b17+2b17+2b17+2b17+2y16+2y16+2b16+2b16+2b16+2y15+2y15+2y15+2b8+1b8+1b8+1b8+1

b17+1y16+1b16+1b16+1y15+1y15+1
y15+1

b15+1b15+1y14+1b14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_289140 [Mus musculus]
28489877

0.1366

1,162.3164+2
220.805 ppm

M Q N S V P A P L G A L C A E G I S*L S P R
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y17+2b17+2b8+1b8+1y16+2y16+2y7+1y15+2y15+2b16+2y6+1y6+1y14+2y14+2b7+1y13+2y13+2b14+2b6+1b6+1y5+1b13+2b13+2y11+2y11+2b12+2b12+2b12+2b5+1y10+2y9+2b10+2y8+2y8+2y8+2y8+2b3+1y6+2y3+1y3+1

y13+1y13+1b14+1y12+1b13+1

y11+1

b12+1M+2y10+1y10+1y21+2y21+2y21+2b11+1b21+2y9+1y9+1y20+2b10+1b10+1b19+2y19+2y19+2y8+1b9+1b9+1b9+1y18+2b18+2

b19+1

b19+1
y19+1
y19+1

y18+1
b18+1b18+1b18+1y17+1y17+1b17+1

y15+1
b16+1

y14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_289311 [Mus musculus]
28499678

0.0833

1,112.4214+2
84.680 ppm

S M P L L G T* V T S Q T N T* E T P V R
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b18+2y17+2y16+2y7+1

y7+1y15+2y15+2b8+1b15+2

y16+1

y15+1
y15+1y15+1y13+1

b13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

IAA11
15235385

0.5229

644.1743+3
700.455 ppm

I L P D G S*S G L V L T Y*E D K
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y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ICE-like cysteine protease
6753284

0.6124

916.2009+3
241.540 ppm

N S*K D G S W F I Q S L C S*M L K L Y A H K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ig gamma chain precursor [Mus musculus]
220537

0.6296

1,044.3909+3
410.816 ppm

Q F P G N K L E W M G Y I S Y S*G R T G Y N P S L R
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y16+2b15+2y15+2y15+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ig heavy chain variable region [Rattus norvegicus]
3043512

0.0037

1,010.6714+2
690.218 ppm

G L E X V A Y I S*T G G G S T Y Y R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ig heavy chain V region (12S18-1) - mouse
284814

0.6663

838.3676+3
369.640 ppm

M S C K A S G Y T* F T N Y*W M H W V K
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b7+1y9+2

y4+1

y7+2

y5+2
b7+2b7+2

b5+2

y8+1M19+2y17+2y7+1

y7+1
b17+2y16+2b16+2y15+2b9+1y14+2

y13+2y12+2b14+2

b13+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ig heavy chain V region - mouse
481499

0.5462

1,037.9442+3
462.935 ppm

P S*Q S L S L T C A V T G Y S I T S D Y*A W N W I R
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y15+2

b18+2b8+1
y13+2

y13+1
M+2

y11+1

y25+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ig heavy chain V region (Py42) - mouse
110165

0.6284

966.9409+3
131.934 ppm

S S S T A Y*M E L R S*L T S E D S A V Y F C A R
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y11+1y20+2y20+2b10+1y19+2y10+1b19+2y18+2
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y9+1y17+2
b17+2M+3

y8+1y8+1y15+2

b15+1

b12+1
y13+1

b11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ig kappa chain V region (5-27) - mouse (fragment)
110419

0.5231

939.8842+3
223.550 ppm

D I Q M T Q T* K P S L P A S L G D Y V T V S*C R
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b9+1b20+2y9+1
y19+2b8+1y8+1

y18+2
b18+2y17+2y17+2b7+1y7+1

b16+2
y16+2b15+2y15+2

y15+2

b14+2y14+2

y23+2

b22+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ig kappa chain V region (6A7) - mouse (fragment)
110423

0.0079

1,225.9963+2
371.479 ppm

V T I T* C S A S S S V S Y*M H W F Q L K
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y18+2

y15+1
y14+1y13+1

y12+1

y12+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

IL-13 receptor alpha 1 [Rattus norvegicus]
21955162

0.6893

790.5742+3
205.670 ppm

P S*Y K I V S F T* S N V K P G P P H I K

300 400 500 600 700
0.0

10%

20%

30%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600 1,700
0.0

1.0

2.0

3.0

y6+1y5+1

y11+2

y4+1
y8+2

y3+1b6+2y2+1

y19+2y10+1b17+2y17+2y8+1y15+2y7+1y13+2

b12+2
b12+2

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ilvB (bacterial acetolactate synthase)-like [Mus musculus]
23620019

0.021

1,138.3164+2
612.851 ppm

N A Q V A Q S P V L L L G G A A S*T L L Q K
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b17+2b17+2y16+2y16+2y16+2y15+2y15+2y6+1y6+1b16+2b15+2b7+1b14+2
b13+2

y12+2b6+1
y5+1y5+1y10+2y10+2b9+2b4+1y7+2y3+1y6+2

y13+1y13+1y13+1y13+1b13+1b12+1M+2M+2y21+2y21+2y21+2y21+2y20+2y20+2y10+1y10+1y10+1b10+1b10+1b10+1b20+2b20+2y19+2y19+2b19+2y18+2y18+2

y18+2

y18+2
y8+1y17+2

y19+1
y19+1y18+1

y18+1

y18+1

y17+1

y17+1y17+1

y17+1

b18+1b17+1

y15+1y14+1
y14+1y14+1y14+1

y14+1

b15+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immature colon carcinoma transcript 1 [Mus musculus]
19387848

0.7886

563.7509+3
387.969 ppm

T G T* L L L A P P A R C A R R
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b13+2y11+2
b10+2

y9+2

y8+1

y8+1M+2

y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin heavy chain [Mus musculus]
1465691

0.7858

871.2476+3
166.680 ppm

P G G S P K L S C A A S G F T F S*S S A M S W V R
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b23+2
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b13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin heavy chain variable region [Mus musculus]
7529621

0.5683

1,038.9775+3
185.317 ppm

S*S S*I A H M E L R S L T S E D S A V Y Y C A R G R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.1874

849.3113+2
113.306 ppm

G E G P P T P P S Q P P L S*P K
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y9+1y9+1y8+1y7+1y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.6297

897.8109+3
55.896 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K K
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M+2y24+2b24+2y11+1y11+1b13+1y23+2y23+2y23+2y22+2y22+2y22+2y10+1y10+1b22+2
y21+2y21+2y21+2y20+2y20+2

y9+1b21+2b21+2b21+2b11+1y19+2y19+2y19+2y19+2y19+2b20+2b20+2y8+1y8+1b19+2b19+2y17+2y17+2y17+2y17+2b18+2

y7+1

b9+1b9+1b17+2b17+2y15+2y15+2

y14+1y14+1b16+1y12+1b14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.7981

897.4776+3
315.259 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K K
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y20+2

y9+1y9+1b21+2b11+1b11+1y19+2y19+2y18+2y18+2y18+2b20+2b20+2y8+1b19+2b19+2y17+2y16+2

y7+1

b9+1b17+2b17+2y15+2y15+2y14+2b16+2

y15+1y15+1y14+1b16+1b16+1y13+1y12+1y12+1b14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.2996

953.2014+2
266.049 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.2929

828.4609+3
78.634 ppm

D S S L G P G R G E G P P T P P S Q P P L S*P K
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y19+2

b20+2y18+2y8+1b19+2y17+2b18+2y7+1b9+1b9+1y16+2
b17+2b17+2

b16+2

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.3467

855.1676+3
122.945 ppm

D S S L G P G R G E G P P T P P S*Q P P L S*P K
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y5+1b13+2b13+2y10+2y10+2b6+1b6+1y9+2y9+2

y9+2

y4+1b11+2b11+2y8+2y8+2b10+2y7+2b9+2y3+1b8+2y6+2y5+2y4+2y2+1y2+1

y11+1y11+1M+2b13+1y23+2b23+2y22+2b12+1y21+2y21+2
y9+1b21+2y20+2y20+2

b11+1

y19+2
y8+1b20+2b10+1y18+2y18+2

b19+2b19+2b18+2y16+2y16+2y7+1y15+2b9+1
b8+1y14+2y14+2

y14+1y13+1b15+1

y12+1

b14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.0135

849.7014+2
345.565 ppm

G E G P P T P P S Q P P L S*P K
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y4+1b11+2b11+2y9+2
y9+2

b10+2b10+2y8+2y8+2y7+2y3+1y3+1b4+1y6+2b7+2b7+2b7+2b3+1y2+1y2+1

b13+1y11+1b12+1

y10+1

b11+1b11+1
y9+1
y9+1

b10+1y8+1

y8+1

y7+1b9+1
y15+2

y14+1

y12+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.3014

889.7914+2
431.167 ppm

G E G P P T* P P S Q P P L S*P K
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y8+1

b9+1y7+1
y7+1y7+1y15+2
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b15+2b15+2

y14+2y14+2

y14+1

y13+1
y12+1

b13+1y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.3441

854.9976+3
75.793 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K

300 400 500 600 700 800
0.0

10%

20%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800 1,900
0.0

0.5

1.0

b8+1b8+1

y14+2

y14+2

b15+2b15+2
b15+2

y13+2

y13+2

y13+2

y6+1

b14+2b14+2
y12+2
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b5+1y8+2b4+1y7+2b9+2y3+1y3+1b8+2y6+2y5+2b6+2y4+2y2+1y2+1y2+1

y11+1M24+2b13+1y23+2y23+2b23+2y22+2y22+2b22+2b12+1

y10+1

y21+2y21+2y21+2b21+2

y20+2

b11+1

y9+1
y19+2y19+2
y19+2

b20+2b20+2b10+1b10+1
y18+2y18+2b19+2y17+2y17+2y8+1y8+1b18+2b18+2y16+2y16+2y7+1y7+1y15+2

b16+2b16+2

y14+1y14+1y13+1
b14+1

y12+1

y12+1
y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.7421

854.8942+3
196.595 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K
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b19+2b19+2b19+2b19+2y17+2y17+2y17+2y8+1b18+2y16+2y16+2y16+2y16+2y7+1y7+1y7+1y15+2b9+1b17+2b17+2

y16+1y14+1y14+1
y14+1
y14+1b15+1y13+1

y13+1
b14+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.4025

1,282.6614+2
52.802 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K
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b13+1y23+2y23+2y23+2b23+2b23+2y22+2y22+2y22+2b22+2b22+2b12+1b12+1

y10+1

y21+2y21+2y21+2b21+2y20+2y20+2y20+2y20+2y20+2y20+2b11+1b11+1

y9+1

y19+2y19+2y19+2b20+2b20+2b10+1b10+1y18+2y18+2y18+2b19+2b19+2y17+2y17+2
y8+1

y18+1

y16+1

y15+1b17+1b16+1y14+1
y14+1
y14+1

y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.1607

889.1014+2
344.192 ppm

G E G P P T* P P S Q P P L S*P K
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b13+1b13+1y11+1y11+1b12+1

y10+1

y9+1y9+1y8+1y8+1b9+1b9+1y7+1y7+1y15+2y15+2b8+1b15+2b15+2

y14+1y13+1y13+1y13+1y12+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.402

889.4114+2
4.158 ppm

G E G P P T* P P S Q P P L S*P K
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b7+2b3+1y2+1y2+1

y10+1

y9+1y8+1
b9+1y7+1y7+1y7+1y7+1y15+2y15+2y15+2b8+1b15+2b15+2y14+2

y14+2
b14+2y13+2

y13+2

y13+2b7+1b7+1b7+1

y6+1

y13+1

y12+1

b13+1y11+1y11+1b12+1b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.4102

953.4714+2
16.982 ppm

G E G P P T* P P S Q P P L S*P K K
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y3+1
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y2+1y4+2b3+1b3+1

y11+1

b12+1
y10+1

b11+1b11+1
y9+1

b10+1b10+1b9+1b9+1y16+2y16+2y16+2b16+2b16+2

y7+1

y15+2y15+2
y15+2

b8+1b8+1y14+2
y14+2
y14+2

y16+1b16+1y15+1y13+1y13+1
y13+1y13+1b14+1y12+1b13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.1023

855.1243+3
72.286 ppm

D S S L G P G R G E G P P T P P S*Q P P L S*P K

300 400 500 600 700 800
0.0

10%

20%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800 1,900
0.0

1.0

2.0

3.0

b8+1
y14+2y14+2y14+2y14+2b16+2b16+2b16+2y13+2y13+2
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b14+2

y11+2

b7+1b7+1y5+1y5+1y10+2b6+1b12+2
y9+2

y9+2

y4+1y4+1b11+2y8+2y8+2y8+2b10+2b5+1b9+2y3+1y3+1y6+2b7+2y5+2y4+2y2+1y2+1y2+1

y11+1y11+1M+2b13+1y23+2b23+2y22+2y22+2b22+2y21+2y21+2y21+2y9+1b21+2y20+2y20+2y20+2b11+1y19+2y19+2y8+1b20+2b20+2y18+2y18+2y18+2b19+2y17+2y17+2b18+2b18+2y16+2y16+2y7+1y7+1y15+2b17+2

y14+1
b15+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.0623

849.2864+2
142.721 ppm

G E G P P T P P S Q P P L S*P K
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b11+2y9+2b10+2b5+1y7+2y3+1y6+2b7+2b7+2y4+2y2+1

y12+1b13+1

y10+1

y9+1y8+1
y7+1b9+1

y15+1
y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.9351

849.1414+2
313.327 ppm

G E G P P T P P S Q P P L S*P K
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b13+1y11+1

y10+1

b11+1
y9+1

b10+1y8+1

y8+1

y7+1y15+2

b14+1
y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.0676

855.4542+3
458.071 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K
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y13+2

y13+2
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b14+2y12+2y12+2y12+2y12+2y11+2y11+2

y11+2

b7+1b7+1y5+1y5+1b13+2b13+2b13+2b13+2b6+1b6+1b12+2b12+2b12+2
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y11+1

M+2b13+1b13+1b13+1y23+2y23+2y23+2b23+2b23+2b23+2
y22+2y22+2y22+2b22+2b22+2b12+1b12+1

y10+1

y10+1

y21+2y21+2
y21+2
y21+2b21+2b21+2b21+2

y20+2

y20+2

y20+2
b11+1b11+1b11+1

y9+1

y9+1

y19+2

y19+2

y19+2y19+2b20+2b20+2b10+1
y18+2
y18+2
y18+2

y18+2

b19+2b19+2b19+2b19+2y17+2y17+2y17+2y8+1
y8+1y8+1b18+2b18+2b18+2y16+2

y16+2
y16+2y7+1y15+2b9+1b17+2b17+2

y16+1y14+1b15+1
y13+1

b14+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.9921

855.0342+3
32.928 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K
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y10+2

y4+1b11+2

y9+2

b5+1
y8+2b4+1y7+2

y3+1
b8+2y6+2b3+1b6+2y4+2y2+1

y11+1M+2y23+2y22+2b22+2b12+1

y10+1

y21+2

y20+2

b11+1

y9+1
y19+2

b20+2b10+1b10+1

y18+2

b19+2y17+2y8+1b18+2y16+2
y7+1y15+2b17+2

b16+2

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.1256

854.9509+3
130.349 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K
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y10+1
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y20+2
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y18+2
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y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.9759

854.6276+3
508.340 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.7719

1,282.4514+2
110.865 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K

400 500 600 700 800 900
0.0

10%

20%

1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

5%

10%

15%

y16+2y7+1b16+2b16+2b8+1y14+2b15+2b15+2

y6+1

y5+1
b13+2y4+1y8+2y8+2y3+1

b14+1b14+1
y12+1y12+1

y11+1

M+2b13+1y23+2b23+2y22+2y22+2y22+2b22+2b22+2b12+1

y10+1

y21+2y20+2y20+2b11+1b11+1

y9+1

y19+2b20+2y18+2y18+2y18+2b19+2

y8+1

y18+1y17+1y17+1b18+1b18+1
y16+1y16+1y15+1b16+1

y14+1
y14+1

b15+1

y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.2605

889.0914+2
355.429 ppm

G E G P P T* P P S Q P P L S*P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.4836

889.4914+2
94.054 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.016

854.6876+3
438.197 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.1387

897.9709+3
234.051 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.0633

897.4742+3
318.971 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.7091

855.1209+3
68.389 ppm

D S S L G P G R G E G P P T P P S*Q P P L S*P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.322

849.4963+2
104.364 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.6247

849.2364+2
201.550 ppm

G E G P P T P P S Q P P L S*P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.2756

855.2842+3
259.333 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.7799

854.7443+3
371.952 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.0755

1,282.9963+2
313.889 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.0514

889.4363+2
32.250 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.3604

889.1313+2
310.480 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.2195

889.4564+2
54.725 ppm

G E G P P T* P P S Q P P L S*P K
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b13+1y11+1y11+1

y10+1

b10+1y9+1y8+1
b9+1y7+1y7+1y15+2y15+2y15+2b8+1b8+1
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.3629

898.0009+3
267.455 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K K
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y21+2

y20+2y20+2y20+2b21+2b11+1y19+2y19+2y18+2b10+1y8+1b19+2y17+2

y7+1

b9+1
b17+2

y15+2y14+2y14+2b16+2b8+1b8+1b8+1

y15+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.2289

953.7563+2
315.737 ppm

G E G P P T* P P S Q P P L S*P K K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.6148

897.8976+3
152.396 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.082

953.1564+2
313.221 ppm

G E G P P T* P P S Q P P L S*P K K

300 400 500 600 700 800
0.0

5%

10%

15%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

0.5

1.0

1.5

b8+1

y14+2

b15+2

y13+2
y13+2b14+2

y6+1
b7+1y12+2y5+1b6+1b6+1y11+2y10+2b11+2y4+1

y4+1
y8+2b5+1y7+2b8+2

y3+1b7+2b7+2
y5+2

b3+1

b13+1

y11+1

b12+1b12+1y10+1b11+1b11+1y9+1y9+1b10+1y8+1b9+1b9+1b9+1y16+2b16+2

y7+1

y15+2
y15+2

y14+1
y13+1y12+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.7458

828.4742+3
94.723 ppm

D S S L G P G R G E G P P T P P S Q P P L S*P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.0541

849.3014+2
125.072 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.046

854.7042+3
418.713 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.7553

1,282.6564+2
48.905 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.1819

855.2242+3
189.191 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.5844

889.4564+2
54.725 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.5597

889.2114+2
220.584 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.6148

889.1614+2
276.769 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.7155

855.2509+3
220.365 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.0441

953.5063+2
53.671 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.256

897.5643+3
218.759 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.4706

953.4514+2
3.983 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.9638

828.6876+3
352.145 ppm

D S S L G P G R G E G P P T P P S Q P P L S*P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.5667

855.1309+3
80.080 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.2185

849.4313+2
27.885 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.3042

855.0842+3
25.524 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.3123

854.9243+3
161.523 ppm

D S S L G P G R G E G P P T P P S*Q P P L S*P K
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y20+2

b11+1b11+1y19+2

y19+2
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.8684

855.0409+3
25.134 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.9695

854.6843+3
442.094 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.8094

1,282.7363+2
111.254 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.8436

855.4509+3
454.174 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.5605

889.2664+2
158.780 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.3462

855.1976+3
158.016 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol phosphatase s-SHIP [Mus musculus]
6754356

0.2245

855.0543+3
9.547 ppm

D S S L G P G R G E G P P T* P P S Q P P L S*P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositolphosphorylceramide synthase; IPC1p [Candida glabrata]
4741881

0.798

829.8014+2
763.353 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

inositol polyphosphate-5-phosphatase; inositol polyphosphate-5-phosphatase, 145 kDa; Src homology 2 domain-containing inositol-5-phosphatase [Mus musculus]
6754356

0.2507

820.3163+2
484.933 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

integrin beta 1 subunit precursor [Homo sapiens]
8393636

0.7439

1,040.0875+3
278.041 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

IRA1 [Homo sapiens]
26325544

0.7217

1,048.4675+3
327.854 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

isocitrate lyase [Streptomyces coelicolor A3(2)]
21219499

0.0533

1,148.2814+2
150.355 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ITK [Homo sapiens]
26332200

0.2883

846.2563+2
461.619 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

jagged protein precursor - rat
1083702

0.681

1,138.8708+3
315.237 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

JNK/SAPK-associated protein-1 [Mus musculus]
10801127

0.554

1,130.9276+3
145.156 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

keratin associated protein 4.5 [Homo sapiens]
12655448

0.679

1,146.7343+3
297.249 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

keratin associated protein 4.7 [Homo sapiens]
12655452

0.534

1,056.8109+3
430.210 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

keratin associated protein 9.2 [Homo sapiens]
13569952

0.5444

1,052.5676+3
103.766 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Kremen2 protein [Mus musculus]
21703354

0.6296

1,120.0709+3
197.092 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ku70=DNA-dependent protein kinase 70 kda DNA-binding subunit/DNA-PK Ku70 subunit [Chinese hamsters, V79 cells, Peptide, 608 aa]
1836065

0.8444

1,063.3009+3
202.284 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

kynurenine/alpha-aminoadipate aminotransferase [Rattus norvegicus]
8393641

0.7342

1,139.6543+3
60.472 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.2261

887.6764+2
258.102 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.1962

697.2543+3
404.508 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.206

1,085.3513+2
98.438 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.7583

888.2814+2
422.891 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.1183

1,045.4414+2
16.157 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.7863

1,045.2563+2
193.028 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.0259

1,085.7064+2
228.461 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.5889

887.4014+2
567.644 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.1148

697.1542+3
261.099 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.1695

1,086.0714+2
564.569 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.6628

697.2742+3
433.190 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.5901

696.9243+3
68.741 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.1292

1,045.3663+2
87.862 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.0372

697.3342+3
519.235 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.1897

1,045.1914+2
255.172 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.541

1,086.1814+2
665.861 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.4729

1,085.2714+2
172.105 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.1353

697.1143+3
203.736 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.1916

1,045.3713+2
83.081 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.2651

1,085.6964+2
219.253 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.3797

1,085.3813+2
70.813 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LAT [Mus musculus]
26353848

0.3736

1,085.3264+2
121.459 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LDL-receptor related precursor (AA -19 to 4525) [Homo sapiens]
15825096

0.5332

849.1942+3
298.037 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

leukocyte-type 12-lipoxygenase
7106244

0.0024

1,145.6564+2
582.719 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

lipopolysaccharide binding protein
8393700

0.5267

650.1743+3
257.783 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LOC227699 protein [Mus musculus]
29504777

0.6423

962.9009+3
457.071 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

long form [Homo sapiens]
26380209

0.7099

847.0676+3
348.913 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

long form [Homo sapiens]
26380209

0.4263

846.8242+3
61.661 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

long form [Homo sapiens]
26380209

0.1072

847.0509+3
329.238 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Long transient receptor potential channel 3 (LTrpC3)
28626251

0.6148

930.6309+3
156.873 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

macrophage actin-associated-tyrosine-phosphorylated protein [Mus musculus]
25091031

0.4173

1,234.4114+2
304.972 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

macrophage actin-associated-tyrosine-phosphorylated protein [Mus musculus]
25091031

0.7727

1,274.1063+2
56.099 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

macrophage actin-associated-tyrosine-phosphorylated protein [Mus musculus]
25091031

0.4016

1,274.0564+2
16.869 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

macrophage actin-associated-tyrosine-phosphorylated protein [Mus musculus]
25091031

0.4661

1,273.8214+2
167.512 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

macrophage actin-associated-tyrosine-phosphorylated protein [Mus musculus]
25091031

0.7957

849.4776+3
142.404 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mage-e1 [Mus musculus]
26326013

0.4835

987.6664+2
736.093 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MDS016 [Homo sapiens]
17505220

0.6489

431.8376+3
810.437 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mercuric resistance operon regulatory protein merP precursor - Serratia marcescens plasmid pDU1358
127009

0.5116

709.3942+3
528.508 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

methylenetetrahydrofolate reductase [Rattus norvegicus]
27662586

0.6623

968.9142+3
215.574 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

microtubule-associated protein, RP/EB family, member 2 [Mus musculus]
23346447

0.5464

1,119.5576+3
33.725 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.865

769.4042+3
93.157 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.0763

795.5709+3
537.839 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.3611

1,194.0913+2
77.480 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen activated protein kinase 3; protein kinase, mitogen activated kinase 3; p44 MAP kinase [Mus musculus]
15489308

0.7697

805.5942+3
311.870 ppm
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y9+1y9+1y9+1y18+2y8+1

y17+2
y17+2y17+2

b17+2

y16+2

b16+2

y7+1
y15+2

y15+2

b15+2b15+2b8+1
y14+2y14+2

y14+2

b14+2y13+2
y13+2y13+2

y6+1

b7+1

y12+2

y12+2

b13+2
b13+2

y12+1

y11+1

y11+1

y10+1
y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.912

769.4442+3
145.127 ppm

V A D P D H D H T G F L T E Y*V A T R
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y6+2b4+1b4+1b7+2b7+2b7+2y3+1y5+2b6+2y2+1

b5+2y4+2

y10+1b11+1y9+1y9+1M+2y18+2y18+2

y17+2y17+2
b18+2

y8+1

b9+1b17+2

y16+2

b16+2b16+2

b8+1

y7+1

b15+2y14+2

y6+1

y13+2y13+2b7+1b14+2

y12+1
b12+1

y11+1y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.7116

795.9009+3
123.441 ppm

V A D P D H D H T G F L T* E Y*V A T R
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y10+1y9+1M+2
y8+1

b10+1
y17+2

b9+1

y16+2

y7+1

b16+2

y15+2

b15+2

b8+1

y14+2
y13+2

y6+1

b14+2b7+1y12+2

y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.3377

795.5609+3
550.397 ppm

V A D P D H D H T G F L T* E Y*V A T R
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y10+1y9+1M+2

y8+1

y18+2b10+1

y17+2

y17+2b17+2

y16+2
y7+1

b16+2

y15+2

y15+2

b15+2y14+2
y13+2

y6+1

b7+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.878

1,193.9364+2
52.281 ppm

V A D P D H D H T G F L T* E Y*V A T R
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b12+1y10+1y10+1y10+1y9+1y9+1y9+1M+2M19+2

y8+1y8+1

y8+1

y18+2
b10+1

y17+2
b17+2b9+1b9+1b9+1y16+2y16+2

y7+1b16+2b16+2
y15+2
y15+2b15+2b8+1b8+1y14+2y14+2y14+2

y15+1y14+1
y13+1

y13+1

y12+1
y12+1

b13+1b13+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen activated protein kinase 3; protein kinase, mitogen activated kinase 3; p44 MAP kinase [Mus musculus]
15489308

0.6976

805.4076+3
80.181 ppm

I A D P E H D H T G F L T* E Y*V A T R
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y9+1y9+1
y18+2y8+1

b10+1

y17+2

b17+2

y16+2

b16+2b16+2b16+2

y7+1

y15+2

y15+2y15+2

b15+2b8+1b8+1

y14+2

y14+2b14+2b14+2b14+2
y13+2

y6+1y6+1

y12+2

b13+2b13+2

y13+1
y13+1y11+1y11+1

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.5635

769.2776+3
71.416 ppm
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y6+2b4+1b7+2b7+2y3+1y3+1b6+2y2+1

y10+1b11+1y9+1y9+1M+2M+2
b10+1y18+2y18+2

y17+2

y17+2b18+2y8+1

y8+1

b17+2

y16+2

y16+2

b16+2
y15+2b8+1
b8+1

y7+1

y7+1

b15+2b15+2b15+2
y14+2y14+2y14+2

y6+1
y6+1y13+2y13+2

b7+1
b7+1b14+2b14+2

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.142

769.4576+3
162.451 ppm

V A D P D H D H T G F L T E Y*V A T R
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b12+2b12+2b6+1b6+1y10+2y10+2y10+2b11+2b11+2y9+2y9+2y9+2b10+2b10+2b5+1b5+1b5+1y8+2y8+2y8+2b9+2b9+2b8+2b8+2b8+2y7+2y7+2y7+2
y4+1y4+1y6+2y6+2b4+1b7+2b7+2b7+2y3+1y5+2y5+2b6+2b6+2b3+1y2+1y2+1

b5+2b5+2

y10+1b11+1y9+1y9+1M+2M+2b10+1b10+1b10+1y18+2y18+2y18+2y17+2y17+2y17+2b18+2
y8+1

b9+1b9+1b17+2b17+2b17+2
y16+2y16+2

b16+2
y15+2

y7+1

b15+2b15+2y14+2y14+2y14+2
y6+1

y13+2b7+1b7+1y12+2

y14+1y13+1b12+1y11+1

y11+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.8203

796.2842+3
357.931 ppm

V A D P D H D H T G F L T* E Y*V A T R
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b13+2b13+2y11+2y11+2y5+1y5+1b12+2b6+1b6+1y10+2y10+2y10+2y9+2b11+2y8+2b10+2b10+2b5+1b5+1b5+1b9+2y7+2y7+2y4+1y6+2y6+2b4+1b7+2b7+2y3+1y3+1b6+2b3+1y2+1b5+2

y10+1y9+1y9+1M+2M19+2
y8+1

b10+1b17+2b9+1

y16+2

y7+1

b16+2

y15+2

y15+2b8+1
b8+1
b8+1y14+2y13+2y13+2

y6+1

b7+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.064

795.6909+3
387.149 ppm

V A D P D H D H T G F L T* E Y*V A T R
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b12+2b6+1y10+2y10+2y10+2y10+2y9+2y9+2y9+2b11+2b11+2y8+2y8+2b10+2b10+2b5+1b5+1b5+1b9+2b9+2b9+2b9+2y7+2y7+2y7+2b8+2b8+2y4+1y6+2y6+2y6+2b4+1b4+1b7+2y3+1b6+2b6+2b3+1y2+1b5+2b5+2y4+2y4+2

y10+1
y10+1
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y17+2

y17+2

b17+2b9+1b9+1
y16+2

y16+2

y16+2
y7+1

y7+1

b16+2

y15+2y15+2

b8+1
b8+1b8+1y14+2

y14+2
y14+2y13+2y13+2y13+2

y6+1

b7+1

y12+1

y11+1

b12+1

b12+1b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.5783

1,193.9613+2
31.352 ppm

V A D P D H D H T G F L T* E Y*V A T R
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y8+1

b10+1b10+1
y17+2
b18+2b17+2b17+2b9+1b9+1y16+2y16+2y16+2y7+1b16+2y15+2y15+2b8+1y14+2y14+2

y15+1y14+1y14+1y13+1

y13+1
y13+1

y12+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen activated protein kinase 3; protein kinase, mitogen activated kinase 3; p44 MAP kinase [Mus musculus]
15489308

0.259

805.3342+3
10.840 ppm
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b12+2b12+2y10+2y10+2y10+2y9+2y9+2b5+1b5+1y8+2b10+2b10+2b9+2b9+2b9+2y7+2y7+2y7+2b8+2y4+1y6+2y6+2b7+2y3+1y5+2y2+1b5+2b5+2

y10+1y10+1y9+1b11+1y18+2y18+2y18+2y8+1y8+1b10+1b10+1b18+2b18+2y17+2
y17+2
y17+2b9+1b9+1b17+2b17+2

y16+2

b16+2b16+2

y7+1

y15+2

y15+2

y15+2

b15+2b8+1

y14+2

y14+2b14+2b14+2y13+2y13+2y13+2y13+2

y6+1

b7+1

y12+1

y12+1

y11+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.1245

769.3309+3
2.122 ppm
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y4+1
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y10+1y10+1y9+1y9+1M+2M+2b10+1y18+2y17+2y17+2b18+2b18+2y8+1y8+1b9+1b9+1b17+2

y16+2

y16+2b16+2
y15+2

y7+1

b15+2b15+2y14+2y14+2y14+2
y6+1

y13+2y13+2b7+1b7+1b14+2b14+2M+3y12+2y12+2

b12+1b12+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.547

796.2543+3
320.259 ppm
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b11+1M+2y8+1y8+1y18+2y18+2b10+1y17+2b17+2b17+2b9+1
y16+2

y7+1
b16+2y15+2y15+2b8+1b8+1y14+2y13+2y13+2y6+1

b7+1b7+1
b13+2b13+2b13+2

y12+1

y10+1

y9+1

y9+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.1398

1,193.8864+2
94.140 ppm
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b18+2b17+2b17+2b17+2b9+1y16+2y16+2y7+1b16+2b16+2y15+2

y15+2
b15+2b8+1y14+2y14+2

y15+1y15+1y14+1

y14+1
y13+1

y12+1
y12+1

b13+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.0541

795.6576+3
429.007 ppm
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y9+1b11+1M+2M+2y8+1
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y16+2

y16+2
y7+1

y7+1

b16+2b16+2b16+2
y15+2

y15+2

b15+2
b8+1b8+1y14+2y14+2y13+2y13+2y6+1

y6+1y6+1

b14+2b14+2b7+1b7+1b13+2b13+2

y13+1y12+1y12+1

y11+1

b12+1

y10+1

y10+1

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen activated protein kinase 3; protein kinase, mitogen activated kinase 3; p44 MAP kinase [Mus musculus]
15489308

0.2477

805.6843+3
423.577 ppm
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y5+1b12+2y10+2y10+2y10+2y9+2y9+2y9+2b11+2b5+1y8+2b10+2b10+2b9+2y7+2y7+2y4+1y4+1b4+1y6+2y6+2b7+2b7+2b7+2y3+1y3+1b6+2y5+2y2+1b5+2

y10+1y9+1y18+2y18+2y18+2
y8+1

b10+1

y17+2
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.4393

769.6076+3
357.340 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.5626

796.4709+3
592.339 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.6686

796.2909+3
366.303 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.6444

1,193.8014+2
165.299 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen activated protein kinase 3; protein kinase, mitogen activated kinase 3; p44 MAP kinase [Mus musculus]
15489308

0.9121

805.3409+3
2.565 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase (p42) [Mus musculus]
6754632

0.1465

769.5142+3
236.076 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA0382 protein [Mus musculus]
28972191

0.7325

1,141.2909+3
177.435 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA1046 protein [Mus musculus]
28972590

0.062

811.9614+2
163.295 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MLLT6 [Mus musculus]
21314864

0.8437

1,143.5009+3
248.575 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mrps23 protein [Mus musculus]
12805371

0.6827

657.3376+3
549.971 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mucin Muc4 [Mus musculus]
6685155

0.6091

1,093.1842+3
250.443 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

multidomain presynaptic cytomatrix protein Piccolo [Rattus norvegicus]
7493836

0.5629

1,031.5409+3
27.330 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mx-interacting protein kinase PKM [Mesocricetus auratus]
18314319

0.1385

1,045.9514+2
503.763 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NAC-1 protein [Rattus norvegicus]
19705547

0.3917

1,134.7313+2
166.425 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NADH dehydrogenase subunit F [Myrrhis odorata]
16418009

0.5615

1,045.0009+3
80.969 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NADH dehydrogenase subunit F [Succisa pratensis]
6424812

0.0696

1,281.5764+2
370.356 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NAD(P)H-quinone oxidoreductase chain 4, chloroplast (NAD(P)H dehydrogenase, chain 4) (NADH-plastoquinone oxidoreductase chain 4)
17433712

0.5024

1,080.5009+3
341.704 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nephrin [Mus musculus]
9651180

0.7018

1,101.1543+3
27.023 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

neural zinc finger factor-1
6679000

0.0194

1,141.5814+2
127.152 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

neuropilin [Mus musculus]
26023947

0.0935

979.6164+2
640.127 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NGT [Homo sapiens]
21361929

0.9018

1,120.8743+3
254.373 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nicastrin [Mus musculus]
27819651

0.1849

744.0364+2
180.748 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NICE-4 protein [Homo sapiens]
27764459

0.5446

1,093.0764+2
56.972 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NICE-4 protein [Homo sapiens]
27764459

0.7029

702.1609+3
215.753 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NICE-4 protein [Homo sapiens]
27764459

0.1784

1,093.0164+2
2.103 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nicotinic acetylcholine receptor beta-2 chain - goldfish  (fragment)
113103

0.893

849.4909+3
242.108 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nifS-like protein [Mycobacterium avium subsp. paratuberculosis]
13431399

0.1392

1,088.4709+3
274.229 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nonreceptor protein tyrosine phosphatase [Mus musculus]
6755236

0.2788

909.0063+2
637.893 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nonreceptor protein tyrosine phosphatase [Mus musculus]
6755236

0.7138

908.5164+2
98.797 ppm

A P T S T D T P I Y*S Q V A P R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nonreceptor protein tyrosine phosphatase [Mus musculus]
6755236

0.6651

908.1614+2
291.772 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nonreceptor protein tyrosine phosphatase [Mus musculus]
6755236

0.7651

908.1664+2
286.271 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nonreceptor protein tyrosine phosphatase [Mus musculus]
6755236

0.7542

908.8113+2
423.355 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nonreceptor protein tyrosine phosphatase [Mus musculus]
6755236

0.9102

908.4714+2
49.289 ppm

A P T S T D T P I Y*S Q V A P R

300 400 500 600 700
0.0

5%

10%

800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500 1,600
0.0

10%

20%

y6+1

y6+1

y10+2y10+2y5+1
y5+1

y9+2

y8+2
b5+1

y7+2y7+2b4+1

y3+1

b6+2

y2+1

y2+1
b3+1b3+1

y9+1

y8+1b9+1y7+1y7+1y15+2y15+2y15+2y14+2y14+2b15+2b8+1y13+2y13+2b14+2y12+2

y14+1y13+1b13+1b13+1

y12+1

y11+1

y11+1

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

novel antigen receptor [Ginglymostoma cirratum]
699491

0.6147

1,048.0043+3
170.394 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

novel protein [Mus musculus] [MASS=75656]
28972720

0.0571

753.4164+2
115.543 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nuclear ubiquitous casein kinase and cyclin-dependent kinase substrate [Homo sapiens]
20910239

0.3651

1,226.5664+2
93.280 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

odorant-binding protein homolog OBP-II precursor - rat
27465627

0.021

733.0964+2
393.929 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ofd1 protein [Mus musculus]
28933461

0.5536

1,011.5176+3
369.755 ppm
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300 400 500 600 700 800
0.0

20%

40%

60%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800 1,900
0.0

20%

40%

y7+1b16+2b16+2y14+2

y13+2

y13+2

b14+2
y12+2y11+2b5+1y9+2y8+2y7+2b3+1

y25+2y11+1
y11+1
y11+1

b25+2y23+2y23+2y10+1b23+2y21+2b11+1b21+2b21+2y9+1

y20+2
y20+2y20+2b20+2b20+2

y18+2
M+3
M+3

y8+1

y8+1b19+2

y17+2
y17+2

b9+1

y16+2

b8+1b17+2b17+2

b15+1y27+2y26+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ORF31 [Streptococcus thermophilus temperate bacteriophage O1205]
23455878

0.8208

1,088.4376+3
371.197 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ORF46 [Streptococcus thermophilus temperate bacteriophage O1205]
23455893

0.8563

861.9642+3
254.694 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

orf527 [Staphylococcus aureus temperate phage phiSLT]
12719444

0.5143

1,037.2809+3
136.903 ppm

P C M Y V G T* E K S*T V L N L I A D N S G R N Q Y K

400 500 600 700 800
0.0

50%

100%

900 1,000 1,100 1,200 1,300 1,400
0.0

20%

40%

60%

1,500 1,600 1,700 1,800 1,900
0.0

20%

40%

60%

y15+2y7+1
b14+2b14+2

b7+1y6+1y13+2
b12+2

y10+2
y4+1y9+2

y7+2
y7+2

b3+1

y23+2
b23+2

y18+2
M+3
M+3

b17+2
y17+2

y17+2

y8+1

b16+2b16+2

y14+1y25+2y25+2b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

orphan transporter isoform A10 [Mus musculus]
3347930

0.6415

1,077.1909+3
231.804 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

oviduct-specific glycoprotein (HOGP) precursor [Mesocricetus auratus]
2493677

0.5038

1,155.4409+3
96.059 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

p59fyn
6981014

0.8723

685.4614+2
247.304 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

p59fyn
6981014

0.7473

685.8813+2
859.732 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

p-cresol methylhydroxylase, flavoprotein subunit [Pseudomonas putida]
17380393

0.2738

829.8014+2
70.391 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PDK1 [Mus musculus]
6755020

0.678

1,092.0614+2
39.084 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

pentafunctional enzyme
2492977

0.1626

816.4164+2
52.395 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

peroxidase [Arabidopsis thaliana]
15237615

0.5638

930.2076+3
191.715 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

pgk; B1496_c2_162 [Mycobacterium leprae]
15827220

0.0891

641.9664+2
1,031.773 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

pharbin [Rattus norvegicus]
27706252

0.5388

1,082.5642+3
259.852 ppm

K L I P T S A S L P A A D S Q S S*Q T N S*M P P L S M P A K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Phosphatidylinositol 3-kinase [Arabidopsis thaliana]
15219743

0.6404

830.7443+3
377.599 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoglycerate kinase (AA 1 - 480) [Triticum aestivum]
21396643

0.1523

685.8514+2
679.264 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoinositide-specific phospholipase C epsilon [Rattus norvegicus]
16758594

0.5466

1,136.6042+3
173.125 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C-gamma
28488252

0.0212

879.6164+2
269.638 ppm

I G T A E P D Y*G A L Y E G R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C-gamma
28488252

0.3266

879.6114+2
263.956 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C-gamma
28488252

0.5228

879.4914+2
127.574 ppm

I G T A E P D Y*G A L Y E G R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C-gamma
28488252

0.8526

879.8314+2
513.989 ppm

I G T A E P D Y*G A L Y E G R

300 400 500 600
0.0

10%

20%

700 800 900 1,000 1,100
0.0

5%

10%

15%

1,200 1,300 1,400 1,500
0.0

50%

100%

b12+2b12+2
y5+1

y5+1

y10+2

b6+1y9+2

y4+1

b8+2

y7+2

y3+1

b4+1y2+1

y8+1
y8+1

y14+2y14+2

y7+1
y7+1

y13+2y13+2

y12+2

y6+1y6+1

y11+2

y11+2

y12+1y11+1
b12+1b12+1

y10+1

b11+1y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C-gamma
28488252

0.3164

879.4464+2
76.431 ppm

I G T A E P D Y*G A L Y E G R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C, gamma 1 (formerly subtype 148) [Homo sapiens]
28488252

0.6323

680.0314+2
375.507 ppm

Y*Q Q P F E D F R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C, gamma 2 [Mus musculus]
26986603

0.2227

656.3664+2
883.603 ppm

D I N S L Y*D V S R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C, gamma 2 [Mus musculus]
26986603

0.1413

859.6843+3
328.860 ppm

R Q E E L N N Q L F L Y*D T H Q N L R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C, gamma 2 [Mus musculus]
26986603

0.194

656.3864+2
914.077 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C, gamma 2 [Mus musculus]
26986603

0.6625

655.6614+2
190.617 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C, gamma 2 [Mus musculus]
26986603

0.3857

859.7375+3
390.895 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C, gamma 2 [Mus musculus]
26986603

0.3285

655.8314+2
68.415 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C, gamma 2 [Mus musculus]
26986603

0.7663

859.6176+3
251.317 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C, gamma 2 [Mus musculus]
26986603

0.3981

655.7463+2
61.101 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C, gamma 2 [Mus musculus]
26986603

0.3278

859.6243+3
259.071 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C, gamma 2 [Mus musculus]
26986603

0.1547

656.2563+2
715.994 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C, gamma 2 [Mus musculus]
26986603

0.6409

859.4309+3
34.196 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phospholipase C [Saccharomyces cerevisiae]
6324987

0.5393

774.8576+3
193.205 ppm

M K D D S T N S S S A T N S S S M Q R I K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoprotein-associated with GEMs [Mus musculus]
16716473

0.9536

695.5013+2
323.738 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoprotein-associated with GEMs [Mus musculus]
16716473

0.1844

801.9176+3
305.067 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoprotein-associated with GEMs [Mus musculus]
16716473

0.3343

801.8942+3
275.974 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoprotein-associated with GEMs [Mus musculus]
16716473

0.5522

1,070.5343+3
242.081 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoprotein-associated with GEMs [Mus musculus]
16716473

0.5312

801.9509+3
346.630 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoprotein-associated with GEMs [Mus musculus]
16716473

0.653

695.5214+2
352.482 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoprotein-associated with GEMs [Mus musculus]
16716473

0.6534

802.0842+3
512.879 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoprotein-associated with GEMs [Mus musculus]
16716473

0.6832

695.3664+2
129.711 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoprotein-associated with GEMs [Mus musculus]
16716473

0.7688

801.7909+3
147.131 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoribosylformylglycinamidine synthase [Vibrio cholerae]
15640885

0.5487

1,161.1642+3
221.487 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoribosylformylglycinamidine synthase [Vibrio cholerae]
15640885

0.6597

1,060.4810+3
297.375 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphoribosylformylglycinamidine synthase [Neisseria meningitidis MC58]
15793449

0.5529

1,072.4810+3
218.196 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phytochrome [Ceratodon purpureus]
296091

0.9741

770.8276+3
162.206 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PIMT [Mus musculus]
20071722

0.6103

1,071.0376+3
197.045 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

pirin-like protein; protein id: At1g50590.1 [Arabidopsis thaliana]
15223592

0.1204

987.2513+2
247.238 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PKC delta [Mus musculus]
66731

0.2256

654.2242+3
388.401 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PKC delta [Mus musculus]
66731

0.5978

981.0964+2
143.867 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PKC delta [Mus musculus]
66731

0.8806

654.0342+3
98.017 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PKC delta [Mus musculus]
66731

0.3245

654.1509+3
276.323 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PKC delta [Mus musculus]
66731

0.308

654.1676+3
301.796 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plasma kallikrein (EC 3.4.21.34) precursor - mouse
6680584

0.9652

921.6743+3
251.217 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plasminogen activator inhibitor 1 precursor - rat
6981332

0.0277

912.2375+3
473.940 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plectin 1 isoform 11 [Mus musculus]
2138347

0.8409

805.5663+2
232.850 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plectin 1 isoform 11 [Mus musculus]
2138347

0.6429

805.5613+2
226.646 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plectin 1 isoform 11 [Mus musculus]
2138347

0.4614

805.5364+2
195.624 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plectin 1 isoform 11 [Mus musculus]
2138347

0.5361

805.6364+2
319.712 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plectin 1 isoform 11 [Mus musculus]
2138347

0.6329

805.3763+2
2.916 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plenty-of-prolines-101; POP101; SH3-philo-protein [Mus musculus]
7949115

0.5918

691.0076+3
12.584 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plenty-of-prolines-101; POP101; SH3-philo-protein [Mus musculus]
7949115

0.9758

638.9376+3
70.335 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plenty-of-prolines-101; POP101; SH3-philo-protein [Mus musculus]
7949115

0.2547

691.0276+3
16.345 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plenty-of-prolines-101; POP101; SH3-philo-protein [Mus musculus]
7949115

0.1165

690.7876+3
330.801 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plenty-of-prolines-101; POP101; SH3-philo-protein [Mus musculus]
7949115

0.6398

690.7576+3
374.194 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plenty-of-prolines-101; POP101; SH3-philo-protein [Mus musculus]
7949115

0.8856

690.6676+3
504.374 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plenty-of-prolines-101; POP101; SH3-philo-protein [Mus musculus]
7949115

0.3172

638.8342+3
231.966 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plenty-of-prolines-101; POP101; SH3-philo-protein [Mus musculus]
7949115

0.6893

690.9542+3
89.728 ppm

R R S*P S*P A P P P P P P P P P P R

200 300 400 500 600
0.0

50%

100%

700 800 900 1,000
0.0

10%

20%

30%

1,100 1,200 1,300 1,400
0.0

2.0

4.0

6%

b4+1

y11+2

y10+2
b8+2

y9+2

b7+2y8+2
y7+2

y6+2y2+1y4+2

y9+1
y17+2

y8+1
y15+2

y7+1b5+1
y14+2

y6+1

y13+2

b11+2

b11+2

y11+1

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plenty-of-prolines-101; POP101; SH3-philo-protein [Mus musculus]
7949115

0.5538

691.4509+3
628.672 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plenty-of-prolines-101; POP101; SH3-philo-protein [Mus musculus]
7949115

0.8396

690.9409+3
109.013 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

pol gene product {Gypsy/Ty3-class retrotransposon Spr3} [Strongylocentrotus purpuratus=sea urchins, testis, sperm, Peptide Transposon, 172 aa]
1000388

0.031

1,102.6614+2
125.700 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

polydom protein [Mus musculus]
12738842

0.5429

1,061.6809+3
438.627 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

polyhomeotic 2 protein [Mus musculus]
9055280

0.2547

1,093.1409+3
261.894 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PO protein [Mus musculus]
6671569

0.3526

1,281.4114+2
414.169 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PO protein [Mus musculus]
6671569

0.4019

1,281.5264+2
324.497 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PO protein [Mus musculus]
6671569

0.7085

1,281.4514+2
382.979 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

porphobilinogen synthase (hemB) [Archaeoglobus fulgidus DSM 4304]
11499556

0.6261

1,063.7976+3
19.765 ppm

S F I L F G I P S*Y K D E T G S S A Y*D Q N G V I Q K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

possible transmembrane domains incorporate regions at bp 784-843, 901-969, 988-1032, 1060-1101, 1126-1179, and 1318-1362. homologous to eukaryotic potassium channels.  possible potassium-specific pore site at bp 1237-1299
16129211

0.7422

1,110.1376+3
275.244 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PP-1M
2143944

0.5797

843.5109+3
543.996 ppm

S F L S S T S*T T* A K T P P G S S P A G T Q S R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

precursor polypeptide (AA -39 to 254) [Mus musculus]
2335059

0.0721

805.9864+2
489.041 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

prematurely terminated mRNA decay factor-like protein [Arabidopsis thaliana]
15237996

0.6706

1,090.5642+3
416.619 ppm

N D F T* E H A C K Y C G I S*N P A C V V R C N V A S C R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PROBABLE EUKARYOTIC TRANSLATION INITIATION FACTOR 3 SUBUNIT 8 [Arabidopsis thaliana]
15228840

0.6903

1,133.4875+3
251.366 ppm

I K E E A L R T Y L F T Y S S*S Y E S L S*L D Q L A K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

profilin (AA 1-140) [Mus musculus]
6755040

0.5707

980.8542+3
319.306 ppm

T K S T* G G A P T* F N V T V T M T A K T L V L L M G K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

prolactin-like protein H [Rattus norvegicus]
5821227

0.6981

1,092.9976+3
453.727 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

prolactin [Sparus aurata]
17367486

0.0698

813.4914+2
159.117 ppm

S*D M L H S*L S T T L T K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

proliferating cell nuclear antigen B [Sulfurisphaera ohwakuensis]
13124405

0.1905

1,139.9314+2
134.448 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein A1-alpha (AA 1-320) [Homo sapiens]
20897552

0.1918

482.5676+3
729.110 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein A1-alpha (AA 1-320) [Homo sapiens]
20897552

0.0669

482.4342+3
452.801 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein A1-alpha (AA 1-320) [Homo sapiens]
20897552

0.7827

482.4576+3
501.155 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein kinase raf 1 [Mus musculus]
18497290

0.3694

1,090.5963+2
370.406 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein tyrosine phosphatase, receptor type, A [Mus musculus]
14193729

0.8905

1,028.3463+2
387.962 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein tyrosine phosphatase, receptor type, A [Mus musculus]
14193729

0.8746

1,028.2113+2
256.697 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein tyrosine phosphatase, receptor type, A [Mus musculus]
14193729

0.7817

1,028.6414+2
674.801 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protocadherin gamma A2 [Mus musculus]
26006183

0.0318

1,291.2014+2
464.331 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative assimilatory nitrate reductase large subunit [Streptomyces avermitilis]
29828872

0.5155

985.6042+3
476.524 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative cytochrome P450 [Arabidopsis lyrata]
28394782

0.5525

969.7142+3
81.055 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative dihydroxy-acid dehydratase protein [Sinorhizobium meliloti]
16264932

0.0878

738.7914+2
744.412 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative DNA ligase [Arabidopsis thaliana]
27735188

0.7235

924.8376+3
245.875 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative dTDP-D-glucose 4,6-dehydratase [Haemophilus ducreyi]
4741795

0.0069

1,150.4464+2
109.246 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative epimerase/dehydratase [Vibrio parahaemolyticus]
28897009

0.5857

1,148.4542+3
197.145 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative glycerate kinase [Corynebacterium efficiens YS-314]
25028539

0.1191

632.2375+3
79.932 ppm

G T* A T* A T Q A A T W L A E G V R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative polyubiquitin [Arabidopsis lyrata]
28394784

0.6284

770.3276+3
497.160 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative respiratory-chain NADH dehydrogenase [Salmonella typhimurium LT2]
16764805

0.2916

973.4264+2
528.757 ppm

Q E Q Q T* G S E P A E P I D P R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative ribose 5-phosphate isomerase [Arabidopsis thaliana]
15226223

0.6336

720.6009+3
550.046 ppm

A V E F V E S G M V L G L G T* G S T* A K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative TerA [Serratia marcescens]
950679

0.6422

1,140.4009+3
436.661 ppm

P L A E H F G V N I A D E P A P A A P T P P V V T P P P V E T* K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative urocanate hydratase (urocanase) protein [Sinorhizobium meliloti]
16264577

0.394

949.0764+2
422.692 ppm

S*V G L L G N A A E I L P E M V R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PYK2
20138411

0.183

958.0164+2
118.530 ppm

Y I E D E D Y Y*K A S V T R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ras-GTPase-activating protein SH3-domain binding protein [Mus musculus]
7305075

0.4167

936.1564+2
253.358 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ras-GTPase-activating protein SH3-domain binding protein [Mus musculus]
7305075

0.7383

935.7664+2
163.121 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ras-GTPase-activating protein SH3-domain binding protein [Mus musculus]
7305075

0.1853

935.7764+2
152.442 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ras-GTPase-activating protein SH3-domain binding protein [Mus musculus]
7305075

0.4052

935.9614+2
45.119 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ras-GTPase-activating protein SH3-domain binding protein [Mus musculus]
7305075

0.105

935.8264+2
99.047 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ras-GTPase-activating protein SH3-domain binding protein [Mus musculus]
7305075

0.4033

935.9164+2
2.937 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ras-GTPase-activating protein SH3-domain binding protein [Mus musculus]
7305075

0.4578

936.1913+2
290.734 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

regulator of G-protein signaling 6 [Mus musculus]
23597706

0.0261

950.4664+2
538.688 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

respiratory burst oxidase protein [Arabidopsis thaliana]
9757922

0.8543

1,153.8276+3
14.931 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ret finger protein - human
480989

0.9945

1,090.1809+3
317.871 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

REV1 protein [Mus musculus]
9625031

0.81

789.3276+3
469.895 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

REV1 protein [Mus musculus]
9625031

0.9967

789.4609+3
301.126 ppm
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y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

REV1 protein [Mus musculus]
9625031

0.1108

789.3643+3
423.484 ppm

T* C G D L Q C L T M A K L Q K E F G P R
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y12+2

y12+2

b12+2b12+2

y11+2
y11+2

y5+1b11+2
b11+2y10+2b10+2b10+2b10+2b9+2y8+2

y8+2y8+2y4+1y4+1b4+1b8+2
y7+2y7+2

b7+2y6+2y6+2y5+2y5+2b5+2y2+1y2+1y4+2b4+2

b12+1b12+1y11+1y11+1y10+1b10+1b19+2y19+2y19+2b18+2b18+2y18+2b17+2b17+2y17+2y17+2y17+2y8+1y8+1y16+2b8+1b16+2b16+2

y7+1

y15+2y15+2b15+2b7+1y14+2y14+2b14+2b14+2

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RGS-r protein [Mus musculus]
20825755

0.5623

1,111.1110+3
66.246 ppm

F L K S P A Y*R D L A A Q A S A T S T S A P S G S P A E P S H T
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y7+1b12+2y15+2b11+2y14+2
y6+1y13+2

y13+2
b9+2

y12+2

y11+2
b7+2

y8+2y8+2y7+2b6+2

b11+1b27+2y14+1y14+1b26+2b10+1
b23+2

y24+2y24+2
y11+1

b20+2

b20+2y23+2b8+1
b8+1
b8+1b8+1

b19+2
b19+2

y22+2b18+2

y21+2
b17+2y20+2b7+1b16+2

y21+1
y21+1

b17+1y20+1

y20+1

y19+1y31+2
y31+2y31+2b13+1

b29+2

b12+1

b12+1b28+2

y15+1

y15+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal phosphoprotein P1 (AA 1-114) [Rattus rattus]
133053

0.206

1,097.3914+2
448.612 ppm

K E E S E E S*E D D M G F G L F D
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b13+2
y12+2

b11+2y6+1y9+2y9+2
b4+1

y4+1

b9+1y10+1y10+1b8+1b8+1M17+2M17+2y9+1y16+2b16+2
b16+2

b7+1b7+1y8+1y8+1b15+2b15+2
b14+2b14+2b14+2y14+2y14+2

b15+1b15+1b14+1y14+1b13+1
y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal phosphoprotein P1 (AA 1-114) [Rattus rattus]
133053

0.3051

1,138.3314+2
392.880 ppm

K E E S*E E S*E D D M G F G L F D
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y13+2b12+2y7+1y7+1b11+2b5+1b10+2y6+1
y5+1y10+2

y4+1b6+2y3+1y6+2

y11+1y10+1b8+1M+2y9+1y16+2b16+2y15+2y8+1b14+2y14+2b13+2b6+1

b15+1

b14+1y14+1

b13+1

y13+1

b12+1

b11+1

y12+1
b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal phosphoprotein P1 (AA 1-114) [Rattus rattus]
133053

0.7186

1,137.3114+2
503.124 ppm

K E E S*E E S*E D D M G F G L F D

400 500 600 700 800
0.0

2.0

4.0

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

1.0

2.0

y13+2y13+2y13+2y7+1b11+2b11+2y12+2b5+1b5+1b5+1b5+1b10+2b10+2y11+2y11+2

y6+1

y5+1y5+1y10+2
y10+2b4+1y4+1

y4+1
b6+2b6+2b3+1y3+1y3+1y3+1b5+2y6+2

y11+1y11+1b9+1b9+1b9+1y10+1b8+1b8+1M+2y9+1y16+2y16+2b7+1b7+1b16+2b16+2y15+2b15+2b15+2b15+2y8+1b14+2b14+2b14+2y14+2y14+2b13+2b13+2b6+1

b15+1b15+1b14+1

y14+1

b13+1

b13+1

b13+1
y13+1
y13+1

b12+1b11+1

b11+1
b11+1y12+1y12+1

b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein P2 [Rattus rattus]
133063

0.2142

1,130.6964+2
159.054 ppm

K E E S*E E S*D D D M G F G L F D
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y13+2b12+2y7+1y7+1
y7+1

b11+2

y12+2

y12+2
b5+1b5+1b10+2b10+2b10+2b10+2y11+2y6+1

y6+1y6+1
b9+2

y5+1
y5+1y10+2b4+1b4+1b8+2b8+2y9+2b7+2

y4+1y4+1

y8+2y8+2y3+1y3+1y7+2b5+2b5+2b5+2y6+2

y11+1y11+1y11+1y11+1b9+1b9+1y10+1y10+1y10+1b8+1b8+1b8+1M+2y9+1y9+1y9+1y16+2b7+1b7+1b7+1b7+1b16+2y15+2b15+2y8+1y8+1b14+2b14+2b14+2y14+2b13+2b13+2b13+2b6+1

y15+1y15+1y15+1b15+1b15+1b14+1
y14+1

b13+1
y13+1
y13+1y13+1b12+1b11+1b11+1b11+1b11+1y12+1y12+1b10+1b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein P2 [Rattus rattus]
133063

0.2126

1,131.1814+2
269.626 ppm

K E E S*E E S*D D D M G F G L F D
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y7+1

b11+2b11+2b11+2

y12+2

b5+1b5+1b10+2y11+2
y6+1

y6+1
y5+1

y10+2b4+1y9+2b7+2b7+2

y4+1

y8+2y8+2b3+1b3+1y3+1
y3+1

y6+2y2+1

y11+1y11+1y11+1b9+1y10+1y10+1b8+1M+2
y9+1

y16+2b7+1b7+1b7+1b7+1b16+2b16+2b16+2b16+2y15+2b15+2b15+2y8+1b14+2y14+2b13+2b13+2b13+2b6+1

y15+1b15+1b15+1b15+1b14+1b14+1
b14+1

y14+1y14+1y13+1b12+1b11+1
y12+1
y12+1b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein P2 [Rattus rattus]
133063

0.3405

1,130.6914+2
163.473 ppm

K E E S*E E S*D D D M G F G L F D
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y13+2
b12+2y7+1y7+1y7+1b11+2b11+2

y12+2

b5+1b5+1b5+1b10+2b10+2b10+2y11+2y11+2

y6+1

y5+1y5+1y10+2y10+2y10+2b4+1b4+1b4+1b8+2y9+2b7+2

y4+1

y8+2y8+2b6+2b6+2b3+1b3+1y3+1y3+1y7+2y7+2y7+2b5+2y6+2y6+2

y11+1y11+1y11+1b9+1b9+1b9+1y10+1y10+1y10+1b8+1b8+1b8+1M+2y9+1y9+1y9+1y16+2y16+2y16+2b7+1b7+1b7+1b16+2b15+2b15+2y8+1y8+1b14+2b14+2b14+2y14+2y14+2b13+2b13+2b13+2b6+1

y15+1y15+1b15+1b15+1b14+1
y14+1

b13+1b13+1y13+1y13+1b12+1b12+1b11+1b11+1b11+1
y12+1y12+1

b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein P2 [Rattus rattus]
133063

0.2975

1,131.0414+2
145.884 ppm

K E E S*E E S*D D D M G F G L F D
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y13+2y13+2b12+2b12+2

y7+1
y12+2

y12+2b10+2

b10+2

y11+2

y6+1

y5+1y5+1
y5+1

b4+1y4+1y4+1y4+1y4+1
y8+2y3+1

y11+1y11+1b9+1b9+1y10+1y10+1b8+1b8+1b8+1M+2y9+1
y9+1

y16+2y16+2b7+1b7+1b7+1b16+2b15+2b15+2y8+1y8+1b14+2b14+2b14+2
b13+2b13+2

y15+1
b14+1

y14+1

y13+1b12+1

y12+1

b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein P2 [Rattus rattus]
133063

0.1934

1,130.4663+2
362.345 ppm

K E E S*E E S*D D D M G F G L F D
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0.0

2.0

4.0

y13+2

b12+2

y7+1b11+2y12+2y12+2y12+2

b10+2

y6+1b9+2y5+1y5+1
b4+1

y4+1

y11+1b9+1b9+1M+2y9+1y16+2b7+1b16+2y15+2b15+2b14+2y14+2b6+1

y14+1
y14+1y14+1

b13+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein P2 [Rattus rattus]
133063

0.1562

1,130.9264+2
44.238 ppm

K E E S*E E S*D D D M G F G L F D
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0.0

2.0

4.0

y13+2y13+2y7+1

y7+1

y7+1b11+2b11+2

y12+2y12+2
b5+1b10+2y6+1y5+1y10+2y10+2b4+1y9+2y8+2y8+2b6+2b6+2y3+1y3+1y7+2b5+2b5+2

y11+1y10+1y10+1b8+1b8+1M+2y9+1y9+1y9+1y16+2y16+2b7+1b16+2b16+2y15+2y15+2b15+2b15+2y8+1y8+1b14+2b14+2b14+2y14+2b13+2b13+2b6+1

y15+1y15+1

b15+1

b15+1b14+1

y14+1

y14+1

b13+1

y13+1y13+1b12+1b12+1b11+1
b11+1b11+1
b11+1

y12+1

b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein P2 [Rattus rattus]
133063

0.4149

1,131.5863+2
627.596 ppm

K E E S*E E S*D D D M G F G L F D
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y13+2
y13+2b12+2b12+2y7+1y7+1y7+1

b11+2b11+2b11+2

y12+2

b5+1b5+1b5+1b10+2b10+2y11+2y11+2y11+2

y6+1

y6+1b9+2b9+2y5+1y5+1
y10+2b4+1b4+1b8+2y9+2y9+2y9+2b7+2b7+2

y4+1
y4+1y4+1y8+2y8+2b6+2b6+2b6+2b3+1b3+1y3+1y3+1y7+2b5+2y6+2y6+2y6+2y5+2y5+2y5+2y2+1

y11+1y11+1y11+1b9+1b9+1y10+1y10+1y10+1y10+1b8+1M+2M+2y9+1y9+1
y9+1

y16+2y16+2y16+2y16+2b7+1b7+1b7+1b16+2b16+2b16+2y15+2y15+2b15+2b15+2b15+2b15+2y8+1y8+1b14+2
b14+2

y14+2y14+2y14+2y14+2y14+2b13+2b13+2b6+1b6+1b6+1

y15+1
y15+1

b15+1b14+1b14+1b14+1
y14+1
y14+1

b13+1b13+1y13+1y13+1y13+1b12+1b11+1b11+1

y12+1

y12+1b10+1b10+1b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein P2 [Rattus rattus]
133063

0.5899

1,130.9763+2
88.432 ppm

K E E S*E E S*D D D M G F G L F D
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y13+2y13+2y13+2b12+2y7+1
y7+1y7+1y7+1b11+2b11+2b11+2

y12+2y12+2

b5+1b5+1b5+1b10+2b10+2y11+2y11+2

y6+1

b9+2b9+2y5+1y5+1
y5+1y10+2y10+2b4+1b4+1b4+1y9+2

y4+1y4+1y4+1y8+2y8+2b6+2b6+2b3+1b3+1y3+1y3+1y3+1y7+2y7+2y6+2y6+2y5+2y2+1

y11+1y11+1y11+1y11+1b9+1b9+1y10+1b8+1b8+1b8+1M+2y9+1y9+1y9+1y16+2y16+2y16+2b7+1b7+1b7+1b16+2b16+2y15+2y15+2b15+2b15+2y8+1y8+1y8+1y8+1b14+2b14+2b14+2y14+2y14+2b13+2b13+2b6+1b6+1b6+1

y15+1y15+1b15+1b14+1
y14+1y14+1

b13+1
y13+1y13+1b12+1b11+1b11+1b11+1

y12+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein P2 [Rattus rattus]
133063

0.7429

1,130.7964+2
70.666 ppm

K E E S*E E S*D D D M G F G L F D
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b12+2
b12+2

y7+1y7+1
b11+2
b11+2

y12+2

b5+1b5+1b5+1y11+2y11+2

y6+1

b9+2
y5+1y5+1b4+1

b8+2b7+2
y4+1
y4+1

y8+2
y8+2b6+2b3+1b3+1b3+1y3+1y3+1

y7+2b5+2y6+2y6+2y5+2

y11+1y11+1b9+1b9+1y10+1y10+1b8+1b8+1M+2y9+1y9+1y9+1y16+2y16+2y16+2b7+1b7+1b16+2b16+2y15+2b15+2b15+2y8+1y8+1b14+2b14+2y14+2y14+2b13+2b13+2b6+1

y15+1y15+1y15+1b15+1b15+1b14+1y14+1

y14+1

b13+1y13+1y13+1b12+1b11+1b11+1b11+1
y12+1y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein P2 [Rattus rattus]
133063

0.398

1,131.2113+2
296.143 ppm

K E E S*E E S*D D D M G F G L F D
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y13+2
b12+2y7+1b11+2

y12+2

y12+2
b5+1b10+2b10+2y11+2

y6+1

y5+1y10+2
y4+1

y8+2y8+2b6+2y3+1

y11+1y11+1b9+1b9+1y10+1b8+1b8+1M+2M+2y9+1y9+1b7+1b7+1b16+2y15+2b15+2y8+1b14+2
b14+2

y14+2b13+2b6+1

b15+1y14+1y14+1y13+1
b12+1b11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA-binding protein Raly - mouse
13436047

0.7801

842.0142+3
15.868 ppm

L P A P Q E D T A S*E A G T* P Q G E V Q T R
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b14+2
b14+2y13+2

y6+1
y6+1

y12+2b12+2y5+1y5+1y11+2y10+2

y10+2

y9+2

y4+1

y4+1b9+2b9+2

y8+2

y8+2

b8+2y3+1y3+1y6+2y2+1y2+1b5+2

b11+1y10+1y10+1y20+2
b10+1
b10+1y9+1y9+1b20+2y19+2y19+2y19+2y19+2y18+2y18+2y18+2b9+1b9+1

y8+1
b17+2y16+2b16+2b8+1y15+2y14+2

b13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA-binding protein Raly - mouse
13436047

0.2687

842.4343+3
482.729 ppm

L P A P Q E D T A S*E A G T* P Q G E V Q T R
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b7+1b14+2y13+2
y6+1
y6+1

b6+1y5+1y10+2y10+2y4+1
y8+2

y3+1y3+1y2+1y2+1

y10+1b10+1y18+2

y8+1

b17+2y16+2
b8+1
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA-binding protein Raly - mouse
13436047

0.6711

842.0043+3
27.739 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA polymerase II 140 kDa subunit [Homo sapiens]
24418911

0.7886

1,066.0709+3
71.950 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

S3-12 [Mus musculus]
10181204

0.5881

1,102.6609+3
394.929 ppm

D T* V T T G L T G A A N V A K G V V Q G G L D T T K S V V M G T K

400 500 600 700 800
0.0

50%

100%

900 1,000 1,100 1,200 1,300 1,400
0.0

20%

40%

1,500 1,600 1,700 1,800 1,900
0.0

20%

40%

60%

y8+1
y8+1

b17+2
b16+2b6+1y13+2b13+2y8+2y7+2

y29+2y13+1y27+2

y12+1
b26+2y26+2b25+2

y25+2y11+1y24+2y24+2y23+2
M+3b11+1

y10+1

y10+1b22+2b22+2
y21+2

b21+2

b21+2
y20+2

y20+2
y19+2

b8+1
b18+2

M+2
M+2



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SAMSN1 [Homo sapiens]
12854668

0.2785

564.7264+2
14.419 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SAMSN1 [Homo sapiens]
12854668

0.0418

564.7614+2
76.342 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

schlafen1 [Mus musculus]
6755568

0.5892

1,057.5742+3
112.719 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Scm-related protein [Mus musculus]
29028244

0.5092

1,077.3943+3
398.302 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serine/threonine protein kinase [Mus musculus]
6679643

0.0851

837.6414+2
888.733 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serotonin receptor 1A - rat
112301

0.0786

1,002.8264+2
335.645 ppm

V E K K G A G T S L G T* S S*A P P P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SETA [Mus musculus]
7230618

0.371

841.3864+2
6.414 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SETA [Mus musculus]
7230618

0.2379

841.2214+2
189.575 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SETA [Mus musculus]
7230618

0.4444

841.3964+2
18.292 ppm

S*I E V E N D F L P V E K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SETA [Mus musculus]
7230618

0.2842

841.4363+2
65.805 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SETA [Mus musculus]
7230618

0.468

841.3113+2
82.672 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SETA [Mus musculus]
7230618

0.1131

841.2164+2
195.514 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SETA [Mus musculus]
7230618

0.6515

841.4614+2
95.500 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.4698

448.8364+2
284.387 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.8018

897.3927+1
27.270 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.7477

1,153.5464+2
420.905 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.1881

1,154.3264+2
254.691 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.3827

448.7664+2
128.558 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.8294

898.7827+1
1,519.883 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.4134

449.0264+2
707.349 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.5205

897.5227+1
117.428 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.2832

448.7414+2
72.905 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.4543

448.7414+2
72.905 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.8109

897.3828+1
38.401 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.4466

448.7114+2
6.122 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.3881

448.7464+2
84.036 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.8077

897.3527+1
71.792 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.4597

448.7214+2
28.383 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2-containing inositol-phosphatase [Mus musculus]
6754356

0.5604

448.7364+2
61.775 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH2 domain-containing protein [Mus musculus]
6677939

0.0705

1,121.8813+2
107.483 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH3 domain protein 1B; Eh domain, SH3 domain regulator of endocytosis 2; intersectin 2 [Mus musculus]
6755502

0.4296

689.4014+2
117.711 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH3 domain protein 1B; Eh domain, SH3 domain regulator of endocytosis 2; intersectin 2 [Mus musculus]
6755502

0.3616

689.5563+2
342.406 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH3 domain protein 1B; Eh domain, SH3 domain regulator of endocytosis 2; intersectin 2 [Mus musculus]
6755502

0.3608

689.4014+2
117.711 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH3 domain protein 1B; Eh domain, SH3 domain regulator of endocytosis 2; intersectin 2 [Mus musculus]
6755502

0.22

689.4164+2
139.456 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH3 domain protein 1B; Eh domain, SH3 domain regulator of endocytosis 2; intersectin 2 [Mus musculus]
6755502

0.4343

689.2864+2
48.998 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SHC transforming protein
15778828

0.5118

1,037.6914+2
709.281 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SHC transforming protein
15778828

0.9889

1,037.2964+2
328.543 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SHC transforming protein
15778828

0.92

1,036.8413+2
110.028 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SHC transforming protein
15778828

0.273

1,037.2213+2
256.251 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SHC transforming protein
15778828

0.3895

1,036.7463+2
201.598 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SHC transforming protein
15778828

0.849

691.5876+3
410.474 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

sialoglycoprotein
15419074

0.1512

744.0464+2
302.440 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to ALS2CR11 [Homo sapiens] [Rattus norvegicus]
27683835

0.5155

1,160.7909+3
288.946 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to angiopoietin-related protein 5 [Mus musculus] [Rattus norvegicus]
27716991

0.1434

1,122.5264+2
511.123 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to angiopoietin-related protein 5 [Mus musculus] [Rattus norvegicus]
27716991

0.1185

1,123.0714+2
26.077 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to angiopoietin-related protein 5 [Mus musculus] [Rattus norvegicus]
27716991

0.0406

1,123.2664+2
147.472 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to angiopoietin-related protein 5 [Mus musculus] [Rattus norvegicus]
27716991

0.2049

1,122.8363+2
235.225 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to angiopoietin-related protein 5 [Mus musculus] [Rattus norvegicus]
27716991

0.521

1,123.7664+2
592.468 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to angiopoietin-related protein 5 [Mus musculus] [Rattus norvegicus]
27716991

0.4529

1,122.8314+2
239.675 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to Hypothetical protein KIAA0053 [Rattus norvegicus]
27712434

0.3505

825.8414+2
14.159 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to Hypothetical protein KIAA0053 [Rattus norvegicus]
27712434

0.4826

826.0814+2
276.273 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to Hypothetical protein KIAA0053 [Rattus norvegicus]
27712434

0.0029

825.9164+2
76.601 ppm

G P S*E T* R E P P E G I R

300 400 500 600 700
0.0

50%

100%

800 900 1,000 1,100 1,200
0.0

20%

40%

1,300 1,400 1,500 1,600 1,700 1,800
0.0

0.2

0.4

0.6

y11+2b12+2

y6+1

y10+2y10+2b10+2b10+2y5+1y9+2y4+1y4+1b6+2y3+1b3+1y2+1y2+1y2+1

y8+1b7+1

y7+1

M+2y12+2y12+2y12+2

y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to inositol polyphosphate 5-phosphatase II isoform [Mus musculus]
20845227

0.7105

1,162.0409+3
417.734 ppm

T* F L Q E V A R A C P G T Y*E G L S P M T A A Y G A L T S G S K
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b14+1y17+1b30+2y30+2
b27+2

b13+1y28+2y15+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to KIAA1858 protein [Homo sapiens] [Mus musculus]
28972860

0.5389

896.8876+3
505.444 ppm

L V T T* H H M A P E G R I E G P S Q K G N A T K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to layilin [Cricetulus griseus] [Mus musculus]
20888909

0.1808

632.7463+2
128.527 ppm

L L Q P Q E S*P L K

200 300 400 500 600
0.0

20%

40%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400
0.0

2.0

4.0

6%

b5+1b5+1b5+1y9+2
y9+2y9+2

b9+2b9+2b9+2b9+2y4+1y4+1

y8+2

y8+2

y8+2

b8+2b8+2y7+2b7+2b7+2y6+2y6+2y6+2y3+1y3+1b3+1b3+1b6+2y5+2b5+2b5+2b5+2y2+1y2+1b2+1
b4+2

y3+2
y8+1

b8+1b8+1b8+1

y7+1

b7+1b7+1b6+1b6+1b6+1b6+1y5+1y5+1y5+1

y9+1

b9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to layilin [Cricetulus griseus] [Mus musculus]
20888909

0.2664

632.7014+2
199.580 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to multidrug resistance protein [Mus musculus] [Rattus norvegicus]
27675372

0.0541

967.6664+2
220.826 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to multidrug resistance protein [Mus musculus] [Rattus norvegicus]
27675372

0.0437

967.7064+2
262.150 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to multidrug resistance protein [Mus musculus] [Rattus norvegicus]
27675372

0.4365

967.9464+2
510.095 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to UDP-N-acetylglucosamine:a-1,3-D-mannoside beta-1,4-N-acetylgluco [Homo sapiens] [Rattus norvegicus]
27712002

0.2898

837.9014+2
1.193 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to UDP-N-acetylglucosamine:a-1,3-D-mannoside beta-1,4-N-acetylgluco [Homo sapiens] [Rattus norvegicus]
27712002

0.1976

837.7864+2
135.973 ppm
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b13+1b13+1b12+1b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to UDP-N-acetylglucosamine:a-1,3-D-mannoside beta-1,4-N-acetylgluco [Homo sapiens] [Rattus norvegicus]
27712002

0.2473

838.0613+2
192.032 ppm
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y12+1b12+1b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to UDP-N-acetylglucosamine:a-1,3-D-mannoside beta-1,4-N-acetylgluco [Homo sapiens] [Rattus norvegicus]
27712002

0.3987

838.2814+2
454.435 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to UDP-N-acetylglucosamine:a-1,3-D-mannoside beta-1,4-N-acetylgluco [Homo sapiens] [Rattus norvegicus]
27712002

0.0544

837.6714+2
273.138 ppm
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y13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to UDP-N-acetylglucosamine:a-1,3-D-mannoside beta-1,4-N-acetylgluco [Homo sapiens] [Rattus norvegicus]
27712002

0.5347

838.5864+2
818.221 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to UDP-N-acetylglucosamine:a-1,3-D-mannoside beta-1,4-N-acetylgluco [Homo sapiens] [Rattus norvegicus]
27712002

0.2787

838.0613+2
192.032 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to UDP-N-acetylglucosamine:a-1,3-D-mannoside beta-1,4-N-acetylgluco [Homo sapiens] [Rattus norvegicus]
27712002

0.4112

838.3163+2
496.181 ppm
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y11+1b11+1b11+1
y10+1b10+1b10+1

y9+1

b9+1b9+1

y8+1
y7+1

b8+1b8+1b8+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to UDP-N-acetylglucosamine:a-1,3-D-mannoside beta-1,4-N-acetylgluco [Homo sapiens] [Rattus norvegicus]
27712002

0.3406

838.0013+2
120.467 ppm
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b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to UDP-N-acetylglucosamine:a-1,3-D-mannoside beta-1,4-N-acetylgluco [Homo sapiens] [Rattus norvegicus]
27712002

0.0751

837.6213+2
332.775 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

skelemin [Mus musculus]
6754788

0.0257

1,121.0364+2
38.339 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Son of sevenless homolog 1; Son of sevenless homolog 1, (Drosophila) [Mus musculus]
6175037

0.8528

618.0309+3
86.418 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Sp100 [Mus musculus]
7305513

0.4739

1,062.6976+3
94.595 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SPA-1 like protein p1294 [Rattus norvegicus]
21326463

0.762

757.9564+2
174.793 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SPA-1 like protein p1294 [Rattus norvegicus]
21326463

0.1677

757.8813+2
75.891 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SPA-1 like protein p1294 [Rattus norvegicus]
21326463

0.7858

757.5164+2
405.432 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SPA-1 like protein p1294 [Rattus norvegicus]
21326463

0.4419

757.7814+2
55.978 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SPA-1 like protein p1294 [Rattus norvegicus]
21326463

0.5425

757.6263+2
260.376 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

spinocerebellar ataxia 7 [Homo sapiens]
26338297

0.6593

861.0509+3
4.489 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Src-associated adaptor protein [Mus musculus]
26344924

0.1589

733.3542+3
72.743 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.9807

715.8113+2
9.214 ppm

L R N Y Y*Y D V V N
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.3959

991.3609+3
53.777 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.0237

716.1014+2
395.632 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.0409

807.4164+2
36.082 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.2382

807.1364+2
310.500 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.3541

716.0013+2
256.030 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.4543

715.7964+2
30.154 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.3736

715.5364+2
393.120 ppm

L R N Y Y*Y D V V N

250 300 350 400 450 500 550 600
0.0

10%

20%

30%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400
0.0

50%

b8+2b7+2y7+2y7+2b6+2y4+1y3+1y3+1b2+1

y2+1

y6+1b5+1M10+2y9+2b9+2y5+1y5+1

b8+1y8+1y8+1b7+1y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.1364

715.7714+2
65.055 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.394

715.6564+2
225.597 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.1018

1,163.7128+1
1,084.698 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.6968

1,161.9628+1
419.439 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.4534

715.7914+2
37.134 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.1653

715.6114+2
288.418 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.874

807.5613+2
215.561 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.0572

715.5464+2
379.159 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.185

716.0013+2
256.030 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.7456

1,162.1627+1
247.538 ppm

N Y Y*Y D V V N

400 500 600 700 800
0.0

2.0

4.0

6%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

0.5

b5+1b5+1b4+1b4+1

y5+1

b3+1y4+1y4+1y4+1y3+1

y7+1y7+1b7+1b7+1b6+1y6+1y6+1y6+1y6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.1402

716.0214+2
283.951 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.4479

715.8414+2
32.667 ppm

L R N Y*Y Y D V V N
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.5244

1,161.9528+1
428.034 ppm

N Y Y*Y D V V N
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.6517

715.7563+2
85.995 ppm

L R N Y Y*Y D V V N
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b8+1y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.4499

715.7513+2
92.975 ppm

L R N Y Y*Y D V V N
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.4034

715.7914+2
37.134 ppm

L R N Y Y*Y D V V N
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.9833

991.0543+3
362.995 ppm

E A L P M D T E V Y E S*P Y*A D P E E I R P K

300 400 500 600 700 800
0.0

2.0

4.0

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

0.2

0.4

0.6

y6+1

y12+2

y11+2

y10+2
y5+1

b5+1
y4+1

b9+2
y8+2y8+2y8+2

b8+2
y7+2

y7+2

b4+1y3+1

y3+1

y6+2
b3+1

y20+2y19+2b10+1y18+2y18+2y17+2y9+1y9+1y16+2y16+2y8+1y8+1b16+2y15+2y15+2M+3b15+2b15+2y14+2
y14+2b8+1y7+1y7+1

y13+2

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.0409

581.3813+2
268.166 ppm

N Y Y Y*D V V N
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.7044

991.3576+3
57.138 ppm

E A L P M D T E V Y E S*P Y*A D P E E I R P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYK
1711636

0.7265

1,162.2228+1
195.968 ppm

N Y Y*Y D V V N
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SYT interacting protein SIP [Homo sapiens]
12836486

0.4009

675.7563+2
718.509 ppm

Y*S G S Y N D Y L R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TEL protein [Mus musculus]
26330522

0.5849

795.3242+3
355.135 ppm

K S R M L F S P F F P P G D S*I H T* K
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y11+1
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TEL protein [Mus musculus]
26330522

0.5952

795.5109+3
589.825 ppm

K S R M L F S P F F P P G D S*I H T* K
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b12+1b12+1y11+1

y11+1
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TEL protein [Mus musculus]
26330522

0.8256

795.2642+3
279.699 ppm

K S R M L F S P F F P P G D S*I H T* K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TFG protein [Mus musculus]
26353982

0.6914

652.5509+3
127.520 ppm

N R P P F G Q G Y*A Q P G P G Y R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TFG protein [Mus musculus]
26353982

0.1444

652.9142+3
428.912 ppm

N R P P F G Q G Y A Q P G P G Y*R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TFG protein [Mus musculus]
26353982

0.2031

652.9042+3
413.597 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TFG protein [Mus musculus]
26353982

0.9866

652.6209+3
20.317 ppm

N R P P F G Q G Y*A Q P G P G Y R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TFG protein [Mus musculus]
26353982

0.0898

652.9843+3
536.115 ppm

N R P P F G Q G Y A Q P G P G Y*R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TFG protein [Mus musculus]
26353982

0.8512

652.4076+3
347.030 ppm

N R P P F G Q G Y A Q P G P G Y*R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TFG protein [Mus musculus]
26353982

0.9802

652.6776+3
66.466 ppm

N R P P F G Q G Y*A Q P G P G Y R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

thiol protease [Arabidopsis thaliana]
18401614

0.1448

853.5764+2
360.258 ppm

V G D E L P E S*I D W R K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

thyroid hormone receptor-associated protein complex component TRAP150 [Homo sapiens]
27708730

0.7207

574.4014+2
228.351 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

thyroid hormone receptor-associated protein complex component TRAP150 [Homo sapiens]
27708730

0.0347

979.4214+2
91.223 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

thyroid hormone receptor-associated protein complex component TRAP150 [Homo sapiens]
27708730

0.0365

574.4264+2
271.846 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tight junction protein ZO-2 [Mus musculus]
7549795

0.0453

878.0142+3
384.049 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tight junction protein ZO-2 [Mus musculus]
7549795

0.033

825.8542+3
255.374 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tight junction protein ZO-2 [Mus musculus]
7549795

0.6951

825.7076+3
77.807 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tight junction protein ZO-2 [Mus musculus]
7549795

0.0897

877.9209+3
277.748 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tight junction protein ZO-2 [Mus musculus]
7549795

0.8396

825.4409+3
245.043 ppm

S Y H E A Y E P D Y G G G Y*S P S Y D R

300 400 500 600 700 800
0.0

50%

100%

900 1,000 1,100 1,200 1,300
0.0

20%

40%

1,400 1,500 1,600 1,700 1,800 1,900
0.0

2.0

4.0

b6+1

y13+2

y6+1y6+1b13+2b13+2b13+2y12+2

y12+2
y12+2

b12+2

y5+1

y11+2
y11+2b10+2b10+2y10+2y10+2y10+2b9+2b9+2y4+1y9+2y9+2y9+2b4+1y8+2y8+2y7+2y7+2

y3+1
b3+1b6+2y5+2y5+2y2+1b4+2

b11+1b11+1y11+1y11+1b10+1M20+2M20+2

y10+1

b9+1b19+2b19+2

y9+1
y9+1y18+2y18+2b18+2b18+2

y8+1

y17+2

b8+1b17+2b17+2

y7+1

y16+2b16+2b16+2b16+2
y15+2
y15+2b7+1b7+1b15+2b15+2

y14+2

y14+2

y13+1y12+1
y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tight junction protein ZO-2 [Mus musculus]
7549795

0.1123

825.5742+3
83.618 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tight junction protein ZO-2 [Mus musculus]
7549795

0.2256

877.8509+3
198.023 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tight junction protein ZO-2 [Mus musculus]
7549795

0.0266

877.7176+3
46.165 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tight junction protein ZO-2 [Mus musculus]
7549795

0.6433

825.8743+3
279.587 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

toll-like receptor 13 [Mus musculus] [MASS=114442]
25030407

0.2778

1,050.1614+2
670.168 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transcriptional activator hSNF2b [Homo sapiens]
20072056

0.7249

643.1509+3
234.144 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transcriptional activator hSNF2b [Homo sapiens]
20072056

0.7872

642.9076+3
144.093 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transcription factor [Mus musculus]
19526972

0.6417

856.9442+3
167.945 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transport system protein [Streptomyces avermitilis]
29829691

0.5045

1,094.0576+3
108.907 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

trithorax homologue 2 [Homo sapiens]
7662046

0.5171

645.2842+3
67.992 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.7913

741.3509+3
477.833 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.0502

741.1676+3
230.531 ppm

K I V E T I N S*D S*D S E F G I P K

300 400 500 600 700
0.0

50%

100%

800 900 1,000 1,100 1,200 1,300
0.0

5%

10%

15%

1,400 1,500 1,600 1,700 1,800
0.0

0.2

0.4

0.6

y6+1y6+1b6+1b11+2b11+2y11+2y11+2b10+2b10+2y10+2y10+2b5+1y5+1y9+2b8+2b8+2y8+2y4+1y7+2y3+1y3+1b6+2b6+2b5+2
y2+1
y2+1b4+2

y10+1M+2M+2y9+1y17+2b17+2b17+2b8+1
y16+2
b16+2

y8+1
y8+1

y15+2

b15+2

b15+2

b14+2b14+2

y14+2

b7+1b7+1b13+2
y13+2
y13+2y13+2

y7+1
y12+2

y12+2

b12+2

y14+1y14+1b11+1
y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.7206

1,111.3713+2
111.196 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.2792

741.0276+3
41.682 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.6383

1,007.0964+2
348.430 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.072

1,048.0214+2
547.545 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.2581

1,047.7614+2
299.441 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.962

1,047.5564+2
103.822 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.6511

1,047.2413+2
196.765 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.2802

1,047.1464+2
287.418 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.3957

1,048.0063+2
533.231 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.2319

1,047.5314+2
79.966 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.2842

1,111.6964+2
181.070 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.4209

1,047.2213+2
215.850 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.819

1,111.9763+2
432.869 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.3578

1,047.2113+2
225.392 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.0282

1,047.9414+2
471.205 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.0886

1,047.5564+2
103.822 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.2577

1,047.2413+2
196.765 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.2363

1,047.6364+2
180.161 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.632

741.2443+3
333.948 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.7752

1,048.1414+2
662.054 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.6363

1,047.7263+2
266.043 ppm

I V E T I N S*D S*D S E F G I P K

400 500 600 700 800
0.0

5%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

10%

20%

b7+1b14+2
b14+2
y14+2

y14+2

y7+1

y7+1

b12+2
y12+2y6+1

y6+1y11+2b11+2

y5+1y9+2y4+1

y3+1

y11+1
b10+1b10+1y10+1y10+1b9+1y9+1y9+1M17+2M17+2b8+1y16+2b16+2y8+1y8+1y8+1y15+2

y15+2

b15+1b14+1
b14+1

y14+1

y12+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.5543

741.3776+3
513.805 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.4374

741.2176+3
297.977 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.2805

1,111.0564+2
394.470 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.9369

1,007.5364+2
88.100 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.9931

1,048.0214+2
547.545 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.8414

698.4076+3
156.305 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.0434

1,047.5414+2
89.508 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.8891

1,111.3713+2
111.196 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.2644

741.2676+3
365.423 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.7283

1,047.0863+2
344.673 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.9283

965.5563+2
150.893 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.2727

1,047.1664+2
268.333 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.1856

1,047.5364+2
84.737 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.6685

1,046.9813+2
444.868 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

typr II DNA topoisomerase beta isoform [Mus musculus]
6678401

0.1028

1,111.5509+3
142.031 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tyrosine kinase, non-receptor, 2; Cdc42 GTPase-inhibiting protein; P21cdc42Hs kinase; activated p21cdc42Hs kinase [Mus musculus]
26352866

0.7596

747.0464+2
231.409 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tyrosine kinase, non-receptor, 2; Cdc42 GTPase-inhibiting protein; P21cdc42Hs kinase; activated p21cdc42Hs kinase [Mus musculus]
26352866

0.2276

746.6913+2
243.585 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tyrosine kinase, non-receptor, 2; Cdc42 GTPase-inhibiting protein; P21cdc42Hs kinase; activated p21cdc42Hs kinase [Mus musculus]
26352866

0.2292

746.8014+2
96.404 ppm

Y*A T P Q V I Q A P G P R

300 400 500 600 700
0.0

50%

100%

800 900 1,000 1,100 1,200 1,300
0.0

5%

10%

1,400 1,500 1,600 1,700 1,800
0.0

0.0

0.0

b6+1b6+1y7+1M13+2b12+2b5+1b5+1

y6+1

y12+2b11+2b11+2

y11+2

b10+2

y10+2

b9+2b4+1

y5+1

b8+2y9+2

y4+1

b7+2b7+2y8+2y8+2y8+2y3+1y3+1b2+1b5+2b5+2y2+1y5+2b3+2b3+2

y12+1y11+1y11+1y11+1b10+1b10+1

y10+1

b8+1b8+1

y9+1

b7+1b7+1

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tyrosine kinase, non-receptor, 2; Cdc42 GTPase-inhibiting protein; P21cdc42Hs kinase; activated p21cdc42Hs kinase [Mus musculus]
26352866

0.3301

746.6913+2
243.585 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tyrosine kinase, non-receptor, 2; Cdc42 GTPase-inhibiting protein; P21cdc42Hs kinase; activated p21cdc42Hs kinase [Mus musculus]
26352866

0.1367

746.7864+2
116.474 ppm

Y*A T P Q V I Q A P G P R

300 400 500 600 700
0.0

50%

100%

800 900 1,000 1,100 1,200
0.0

10%

20%

1,300 1,400 1,500 1,600 1,700
0.0

0.1

b12+2b12+2b12+2b5+1b5+1

y6+1

y12+2y12+2b11+2b11+2

y11+2

b10+2b10+2b10+2

y10+2

b9+2b9+2b4+1b4+1

y5+1

b8+2b8+2y9+2y9+2y9+2

y4+1

b7+2b7+2b3+1b3+1y8+2y8+2b6+2b6+2y7+2y3+1y3+1y3+1b5+2y2+1y2+1b4+2b1+1b1+1b1+1y5+2y4+2y4+2

b11+1y11+1y11+1

y10+1

b8+1b8+1b8+1

y9+1

b7+1b7+1

y8+1

b6+1b6+1b6+1y7+1
y7+1

b12+1y12+1y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tyrosine kinase, non-receptor, 2; Cdc42 GTPase-inhibiting protein; P21cdc42Hs kinase; activated p21cdc42Hs kinase [Mus musculus]
26352866

0.267

498.1309+3
432.111 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tyrosine kinase, non-receptor, 2; Cdc42 GTPase-inhibiting protein; P21cdc42Hs kinase; activated p21cdc42Hs kinase [Mus musculus]
26352866

0.6418

746.8763+2
3.947 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tyrosine-protein kinase Tec
5453033

0.9617

831.9313+2
97.735 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tyrosine-protein kinase Tec
5453033

0.4322

832.1064+2
307.982 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tyrosine-protein kinase Tec
5453033

0.4782

831.8014+2
58.449 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unknown [Mesocricetus auratus]
3334106

0.6455

1,102.5309+3
300.550 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unknown [Mus musculus]
20839855

0.1374

1,114.5814+2
374.047 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unknown [Mus musculus]
20839855

0.561

743.1109+3
297.848 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unknown [Mus musculus]
20839855

0.9135

743.0276+3
409.905 ppm

V E I G Q K R T* S*E D T S S G S P P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:5686937) [Mus musculus] [MASS=105967]
28972429

0.2172

989.9714+2
55.330 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:27904) [Mus musculus]
23956340

0.1985

1,148.6564+2
576.884 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:30660) [Mus musculus]
22122619

0.7165

987.7443+3
325.586 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
20270206

0.5349

1,113.5676+3
338.684 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
28972546

0.7683

1,146.1409+3
171.773 ppm

R L G V S W R F L M V L V L I L Q S L S A L D F D P Y*R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
28972546

0.6314

1,146.3442+3
349.159 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
13384792

0.5561

601.0509+3
753.105 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
20373161

0.6054

987.3043+3
210.761 ppm

A M A S F F S*I N K E V L P L K A N L I V Q E N R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

VAV-3 protein [Mus musculus]
7304039

0.7987

1,272.8713+2
161.788 ppm

T* L D T* T L Q F P Y K E P E Q P A G Q R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

1300003K24Rik protein [Mus musculus] [MASS=93948]
28972564

2.3028

867.8629+2
10.957 ppm

Q S S T* D S E L K S*L E P R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

14-3-3 gamma
9507245

3.894

1,096.4438+2
6.732 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

14-3-3 gamma
9507245

3.5078

1,096.4512+2
13.410 ppm

D N L T L W T S D Q Q D D D G G E G N N
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

14-3-3 zeta
6756041

2.2042

1,203.9996+2
4.392 ppm

D N L T L W T S D T Q G D E A E A G E G G E N
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

14-3-3 zeta
6756041

4.8116

1,204.0173+2
19.087 ppm

D N L T L W T S D T Q G D E A E A G E G G E N
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

14-3-3 zeta
6756041

2.6066

1,204.0170+2
18.784 ppm

D N L T L W T S D T Q G D E A E A G E G G E N
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

14-3-3 zeta
6756041

3.0032

1,203.9996+2
4.392 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

2610029K21Rik protein [Mus musculus]
160948592

2.1068

603.2389+2
13.027 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

5430419M09Rik protein [Mus musculus]
74196261

2.2578

609.7765+2
13.797 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

6330577E15Rik protein [Mus musculus]
26346793

3.2861

905.8920+2
17.664 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

6330577E15Rik protein [Mus musculus]
26346793

2.3901

900.8895+2
19.570 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

6330577E15Rik protein [Mus musculus]
26346793

2.8447

865.9101+2
19.899 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

A6 related protein [Mus musculus]
6755224

2.9877

661.2834+2
12.368 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

A6 related protein [Mus musculus]
6755224

2.7623

666.2892+2
14.862 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AA589382 protein [Mus musculus]
74197955

5.1803

1,001.4811+2
18.598 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AA589382 protein [Mus musculus]
74197955

4.1959

1,001.4808+2
18.394 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AA589382 protein [Mus musculus]
61743961

3.9938

1,021.4302+3
17.320 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AA589382 protein [Mus musculus]
61743961

2.7135

701.6431+3
15.514 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

absent, small, or homeotic discs 1; chromatin remodeling factor; absent, small, or homeotic discs 1 (Drosophila) [Mus musculus] [MASS=274250]
73622271

2.3504

793.8580+2
6.301 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ACF7 neural isoform 1 [Mus musculus]
1675222

2.7652

876.3724+3
1.760 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ACINUS
28972341

4.676

804.3368+2
12.804 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ACINUS
28972341

5.189

809.3404+2
12.046 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ACINUS
28972341

5.0935

1,016.9540+2
18.311 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ACINUS
28972341

3.7711

1,016.9551+2
19.333 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
553859

2.6251

492.7289+2
8.515 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin alpha, cardiac muscle
553859

2.4425

487.7248+2
8.695 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin filament associated protein
33859696

2.5074

664.2945+2
9.605 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Actin filament associated protein
33859696

2.3902

669.3014+2
13.653 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

activity and neurotransmitter-induced early gene protein 4 [Rattus norvegicus]
161353463

4.4663

1,015.9387+2
4.860 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

activity and neurotransmitter-induced early gene protein 4 [Rattus norvegicus]
161353463

2.5828

1,020.9454+2
7.362 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

activity and neurotransmitter-induced early gene protein 4 [Rattus norvegicus]
161353463

3.6688

1,015.9529+2
18.909 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

adducin 1 (alpha) isoform 1 [Mus musculus]
156255171

2.2573

962.9454+2
0.742 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Adipocyte plasma membrane-associated protein
21313668

2.3113

955.8959+2
17.095 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AHNAK nucleoprotein (desmoyokin)
61743961

3.8594

706.3184+2
12.988 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AHNAK nucleoprotein (desmoyokin)
61743961

2.7493

710.3287+2
17.438 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AHNAK nucleoprotein isoform 1 [Mus musculus] [MASS=604249]
61743961

5.7996

893.8716+2
17.124 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AHNAK nucleoprotein isoform 1 [Mus musculus] [MASS=604249]
61743961

4.7041

888.8677+2
17.473 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AHNAK nucleoprotein isoform 1 [Mus musculus] [MASS=604249]
61743961

3.2433

893.8706+2
15.961 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AHNAK nucleoprotein isoform 1 [Mus musculus] [MASS=604249]
74141032

2.7318

924.4493+2
19.920 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AHNAK nucleoprotein isoform 1 [Mus musculus] [MASS=604249]
74141032

2.8089

929.4480+2
13.888 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AHNAK nucleoprotein isoform 1 [Mus musculus] [MASS=604249]
74141032

4.3193

964.4292+2
15.633 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AHNAK nucleoprotein isoform 1 [Mus musculus] [MASS=604249]
74141032

5.0858

964.4240+2
10.255 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AHNAK nucleoprotein isoform 1 [Mus musculus] [MASS=604249]
74141032

2.5917

969.4288+2
10.846 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AI840980 protein [Mus musculus]
74152158

2.0914

513.2408+2
6.667 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AI840980 protein [Mus musculus]
74152158

2.4065

518.2452+2
7.113 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AI840980 protein [Mus musculus]
74152158

2.2935

513.2427+2
10.346 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AI840980 protein [Mus musculus]
74152158

2.1682

518.2458+2
8.453 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AI840980 protein [Mus musculus]
74152158

2.1647

518.2452+2
7.113 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AI840980 protein [Mus musculus]
74152158

2.3145

518.2476+2
11.701 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AI840980 protein [Mus musculus]
74152158

2.1417

513.2458+2
16.526 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

A-kinase anchor protein 9 [Mus musculus] [MASS=434105]
34786919

2.5404

818.0162+3
1.417 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

A kinase (PRKA) anchor protein (gravin) 12; v-src suppressed transcript 5; testis specific gene A12; gercelin [Mus musculus]
13626040

2.0356

590.2609+2
11.231 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AKT1 substrate 1
21312878

3.2505

519.7280+2
8.967 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AKT1 substrate 1
21312878

2.7723

515.7224+2
11.914 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
163310765

2.6994

739.4041+2
13.542 ppm

L G E Y G F Q N A I L V R

300 400 500 600
0.0

10%

20%

30%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400
0.0

10%

20%

b11+2

y10+2

y5+1

b10+2

y4+1

b4+1
b8+2b7+2

y3+1

b3+1
y5+2

y2+1

y9+1

b9+1

y8+1

y7+1

b7+1
M13+2

y6+1

y12+2b6+1y11+2

b12+1
b11+1

y10+1

b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Albumin
163310765

2.5695

739.4070+2
17.415 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-ketoglutarate-dependent dioxygenase alkB homolog 3 (Alkylated DNA repair protein alkB homolog 3)
110625726

3.801

639.7853+2
11.511 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alpha-ketoglutarate-dependent dioxygenase alkB homolog 3 (Alkylated DNA repair protein alkB homolog 3)
110625726

3.4336

644.7904+2
12.956 ppm

S Q S A T Q P A S*P A R#

200 250 300 350 400 450 500 550
0.0

5%

10%

600 650 700 750 800 850 900
0.0

50%

100%

950 1,000 1,050 1,100 1,150 1,200 1,250
0.0

10%

20%

y10+2

y4+1

y9+2

b5+1

b4+1

y3+1

y6+2

b3+1

y2+1b5+2

b2+1

y1+1

y8+1

y7+1b8+1
b7+1

y6+1

b6+1

y11+2y5+1

b11+1

y10+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

alpha-synuclein [Mus musculus]
2829293

2.3803

961.9404+2
1.460 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Alsin
169790954

2.1042

718.3455+2
16.262 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Aminopeptidase A
6679653

2.0951

967.9208+2
3.036 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AMPK alpha 1
81909603

2.8157

486.2019+2
9.842 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Angiomotin like 2
119120838

3.1925

610.2923+2
13.761 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Angiomotin like 2
119120838

3.2792

605.2886+2
14.659 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ankyrin 3
710550

2.5021

1,021.4423+3
9.337 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ankyrin repeat domain-containing protein 57 [MASS=54938]
187173282

3.7856

704.3052+2
1.944 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Annexin AV
6753060

2.1937

1,174.5786+1
4.985 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Annexin AV
6753060

2.5403

587.2834+2
15.022 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Annexin II
6996913

2.0814

1,095.5237+1
2.316 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Annexin II
6996913

2.0992

1,095.5061+1
13.716 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Annexin IV
161016799

1.7527

1,059.5571+1
0.387 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Annexin IV
161016799

1.7238

1,059.5522+1
4.988 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Annexin VI
113963

1.9022

1,017.5032+1
7.275 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Annexin VI
113963

2.053

1,017.5014+1
9.072 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Annexin VI
113963

1.5366

1,017.5054+1
5.184 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

antibody heavy chain variable region [Mus musculus]
1518293

2.7888

842.7095+3
11.036 ppm

G L E W V A N I S S G S S*T I Y Y A D T* V K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AP2 associated kinase 1
37360208

2.9888

537.9136+3
11.959 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

AP2 associated kinase 1 isoform 2 [Mus musculus] [MASS=94660]
37360208

2.03

736.8707+2
12.504 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Apbb1ip protein [Mus musculus]
13278343

2.8042

692.7858+2
8.972 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Apbb1ip protein [Mus musculus]
13278343

2.5117

696.7944+2
6.669 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

apolipoprotein B48 receptor [Mus musculus]
19923863

2.5197

870.7021+3
19.414 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

arginine-tRNA-protein transferase 1 [Mus musculus]
31542151

2.5331

762.8459+2
12.976 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ataxin 2 domain protein
33942089

2.062

583.2523+2
6.518 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ataxin 2 domain protein
33942089

4.1203

913.4159+2
17.972 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ataxin 2 domain protein
33942089

4.1757

918.4163+2
13.794 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ataxin 2 domain protein
33942089

3.8253

913.4169+2
19.127 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ataxin 2 domain protein
33942089

3.7833

918.4197+2
17.581 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ataxin 2 domain protein
33942089

2.6096

913.4094+2
10.849 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ataxin 2 domain protein
33942089

2.8995

946.9415+2
16.851 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ataxin 2 domain protein
33942089

3.3578

946.9415+2
16.851 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ataxin 2 domain protein
33942089

2.5647

946.9413+2
16.756 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ATP binding cassette 50
39930335

2.9767

1,069.0110+2
19.285 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ATP citrate lyase
29293809

2.3592

481.6889+2
8.119 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Axin [Mus musculus]
2252816

2.4657

938.4134+2
8.366 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BC026376 protein [Mus musculus]
20380039

2.8418

927.8914+2
11.493 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BC026376 protein [Mus musculus]
20380039

3.1861

927.8989+2
3.414 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BC026376 protein [Mus musculus]
20380039

2.7797

927.8989+2
3.414 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BC026376 protein [Mus musculus]
20380039

2.5457

927.9174+2
16.512 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BC026376 protein [Mus musculus]
20380039

2.9728

927.8989+2
3.414 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

B-cell CLL/lymphoma 9 [Mus musculus]
56606137

2.4614

955.3899+2
12.548 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BCL2 associated athanogene 3
7670430

3.6939

1,042.1737+3
13.081 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BCL2 associated transcription factor 1
26353824

2.3117

561.2529+2
8.803 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BCL2 associated transcription factor 1
26347787

2.1161

530.2662+2
12.341 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BCL2 associated transcription factor 1
26347787

2.8323

525.2591+2
6.743 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BCL2 associated transcription factor 1
26347787

2.7341

530.2655+2
10.965 ppm

I D I S*P S A L R#

200 250 300 350 400
0.0

10%

20%

30%

450 500 550 600 650 700
0.0

50%

100%

750 800 850 900 950 1,000
0.0

5%

10%

b8+2

y7+2

y3+1
y6+2b6+2b3+1

y2+1
y5+2

b2+1
y3+2

y6+1

b6+1

y5+1

M+2b4+1y8+2y8+2y4+1

y8+1

b8+1

y7+1

b7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BCL2 associated transcription factor 1
26347787

2.484

525.2610+2
10.452 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Bcl2-like 1, isoform CRA_c [Mus musculus] [MASS=29262]
148674045

2.6055

1,097.9624+2
8.503 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

bHLH protein MesP2 [Mus musculus]
81886456

2.2955

774.8464+2
8.770 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BIP
2598562

2.8741

1,277.5168+2
12.249 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

B-Raf
122065141

2.6294

519.7213+2
8.698 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BRG1 associated factor 180 KD
124486951

3.336

678.8105+2
14.390 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BRG1 associated factor 180 KD
124486951

3.2414

673.8066+2
14.749 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

bromodomain adjacent to zinc finger domain, 1B [Mus musculus] [MASS=170649]
26332264

2.7279

1,052.9128+2
1.751 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

BR serine/threonine kinase 1
57864120

2.7446

478.2098+2
8.189 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Bystin
74212164

2.6982

840.0306+3
13.316 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

C10orf119 protein
22122389

2.362

722.3536+2
18.662 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

C11orf23 protein
22726197

5.1994

1,109.4508+2
19.713 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

C14orf39 protein
21313086

2.1763

975.9239+2
18.384 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ca2+-dependent activator protein for secretion 2, isoform CRA_d [Mus musculus] [MASS=140489]
148681884

3.0812

1,018.4299+3
14.174 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cadherin 5
38490561

2.1871

622.2784+2
1.710 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Calcium channel voltage dependent, L type alpha 1D subunit
31414559

2.1587

930.3998+2
4.877 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Calcium regulated heat stable protein 1
13385290

2.3772

435.1981+2
9.881 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Calcium regulated heat stable protein 1
13385290

2.1628

435.1974+2
8.205 ppm

T F S*A T V R#

150 200 250 300 350
0.0

20%

40%

400 450 500 550 600
0.0

50%

100%

650 700 750 800 850
0.0

50%

b6+2b5+2b5+2
y2+1

b2+1

y4+2b3+2y3+2
y1+1

b5+1b4+1

y4+1

M7+2b3+1

y6+2

y6+1b6+1

y5+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Caldesmon 1
74195078

2.565

607.7543+2
13.572 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Calpastatin
33563246

4.2571

832.3654+2
15.837 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Carbohydrate sulfotransferase 2
3402295

2.2342

557.2617+2
15.132 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cardiac ankyrin repeat protein MCARP [Mus musculus]
2905616

2.4114

939.4199+2
18.709 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

carnitine deficiency-associated gene expressed in ventricle 1 [Mus musculus]
15638942

2.7162

740.9659+3
2.275 ppm

R I E A T S*F G S*T* K L Q E C E K

300 400 500 600 700
0.0

50%

100%

800 900 1,000 1,100 1,200 1,300
0.0

5%

10%

15%

1,400 1,500 1,600 1,700 1,800
0.0

5%

b12+2

b11+2

y10+2y9+2

b9+2b8+2b5+2y4+2y2+1b2+1

b9+1

b8+1y13+2
b13+2

y6+1

b11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Casein kinase 1, delta
20544149

3.5395

719.3341+2
15.872 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Casein kinase 1, delta
20544149

2.4459

724.3354+2
11.913 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Casein kinase 1 epsilon
7798595

2.5981

595.2736+2
12.740 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Casein kinase 1 epsilon
7798595

2.242

590.2703+2
14.168 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Catechol-O-methyltransferase
5921831

2.0108

677.8163+2
15.096 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CD86 antigen [Mus musculus]
161484599

2.1415

627.7386+2
11.317 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cDNA sequence BC00398 [Mus musculus]
13097546

2.616

960.4508+3
19.078 ppm

S*H V A S P G Y C G M H I G M T* V F I F K I N R

300 400 500 600 700 800
0.0

5%

10%

15%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800 1,900
0.0

1.0

2.0

3.0

b7+1
b12+2

y5+1b11+2y9+2b5+1b10+2
b10+2

y4+1
y5+2

b12+1y23+2b23+2b22+2
y22+2b21+2

y21+2
y9+1b20+2y18+2

y8+1b17+2y7+1b16+2

y15+2

y14+2
y13+2

y13+1

b13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cell adhesion molecule JCAM [Mus musculus] [MASS=40292]
81912662

2.4555

791.7960+2
14.010 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CGI-120 protein; likely ortholog of mouse coatomer protein complex, subunit zeta 1 [Homo sapiens]
7706337

2.4364

778.8846+2
18.682 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chain A, Solution Structure Of The Ubiquitin-Like Domain From Mouse Hypothetical 1700011n24rik Protein [MASS=10986]
159163189

2.788

707.7664+2
18.954 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

chloride channel 6 [Mus musculus]
6753434

3.2745

1,151.4744+2
8.702 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chloride intracellular channel 1
15617203

2.3161

538.7609+2
10.542 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chloride intracellular channel 1
15617203

2.3049

543.7628+2
14.478 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cholinergic receptor, nicotinic, beta polypeptide 4; nicotinic acetylcholine receptor beta4 subunit [Mus musculus]
33563301

2.624

962.4424+2
3.853 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chromatin accessibility complex, subunit 1
18860511

2.6477

1,090.9261+2
19.493 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chromatin accessibility complex, subunit 1
18860511

2.9912

1,085.9115+2
9.904 ppm

R E E E E D N E D D G S*D L G E A L A

400 500 600 700 800
0.0

2.0

4.0

6%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

5%

b14+2
y8+1

b6+1

b5+1

b11+2
b10+2

y6+1

b4+1

b8+2y10+2y10+2y5+1
b3+1

y4+1

y13+1b11+1y12+1

b10+1
b9+1

y11+1

b18+2

b8+1
y10+1y18+2

b17+2

b16+2y9+1y9+1b7+1b15+2b15+2y16+2

b16+1

y17+1

b15+1
y16+1

b14+1

y15+1

b13+1

y14+1
b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chromobox homolog 3
15082258

2.4317

775.8007+2
0.412 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chromobox homolog 6
61657984

2.5144

817.6912+3
16.116 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

chromodomain helicase DNA binding protein 8 [Mus musculus]
119392064

2.0017

943.9404+2
2.504 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chromodomain helicase DNA binding protein 3
124358950

2.0273

530.7664+2
17.063 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Chromosome 5 open reading frame 21
74147596

2.2971

972.8874+2
3.626 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cingulin
27923753

2.8285

845.3762+3
17.792 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CLICK-I,II-related protein [Mus musculus] [MASS=88227]
82706171

2.2315

804.3551+2
0.050 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cobl-related 1 [Mus musculus]
74201419

3.5006

783.3533+2
15.513 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cobl-related 1 [Mus musculus]
74201419

2.7894

743.3662+2
11.030 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Collapsin response mediator protein 2
40254595

3.1116

874.0708+3
4.910 ppm

G L Y D G P V C E V S*V T* P K T V T P A S S A K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

component of SCAR regulatory complex [Dictyostelium discoideum] [MASS=133539]
66821137

2.0601

621.7663+2
9.642 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Conserved nuclear protein NHN1
62948091

2.007

490.2389+2
8.640 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Conserved nuclear protein NHN1
62948091

3.3615

495.2440+2
10.681 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Conserved nuclear protein NHN1
62948091

2.7367

919.4283+2
13.376 ppm

P R S*P Q P P S*R Q A E P P K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Contains similarity to 8A-2V protein gb|Y10496 from Mus musculus. [Arabidopsis thaliana]
3152592

2.3804

927.4279+2
3.901 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cordon-bleu [Mus musculus]
32251014

2.6978

962.1416+3
19.606 ppm

L F T I D T P N S A P V K V S*C S*V A S Q P R S R#
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CRDBP
6753518

3.2054

566.2678+2
6.802 ppm

Q G S*P V A A G A P A K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

CRDBP
6753518

3.04

570.2745+2
6.185 ppm

Q G S*P V A A G A P A K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cyclic AMP-regulated phosphoprotein, 21, isoform CRA_a [Mus musculus] [MASS=88635]
148677014

2.0857

826.3138+2
9.355 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cyclin dependent kinase inhibitor 1A
6671726

2.1647

478.7199+2
7.971 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cyclin-dependent kinase inhibitor 1A (P21) [Mus musculus musculus]
6671726

2.6438

1,065.5214+2
12.997 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cyclin Y-like 1 [Mus musculus] [MASS=33709]
148237243

2.3714

699.8358+2
15.557 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

cyclin Y-like 1 [Mus musculus] [MASS=33709]
148237243

2.3005

704.8403+2
16.070 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cysteine and glycine rich protein 1
6681069

3.5657

756.3323+2
16.298 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cysteine and glycine rich protein 1
6681069

3.6729

756.3315+2
15.334 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cytoskeleton-like bicaudal D protein homolog 2
26385346

2.4457

424.7036+2
8.784 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Cytoskeleton-like bicaudal D protein homolog 2
26385346

2.4296

424.7043+2
10.360 ppm

A K P A S*P S L

150 200 250 300
0.0

10%

20%

350 400 450 500 550
0.0

20%

40%

60%

600 650 700 750
0.0

50%

100%

y6+2

y3+1

b3+1y2+1

b2+1

b4+2y1+1

y5+1b5+1

y4+1

y7+2

b4+1

b7+2

b7+1

y6+1

b6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

D4, zinc and double PHD fingers family 2
1083466

3.537

862.8710+2
17.258 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

D4, zinc and double PHD fingers family 2
1083466

2.5316

857.8683+2
19.042 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

D4, zinc and double PHD fingers family 2
1083466

3.3774

862.8669+2
12.521 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DDX21
13959325

2.351

913.8484+2
10.516 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DEAD-box protein 54
28076989

4.68

1,092.9893+2
11.066 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DEAD-box protein 54
28076989

4.3913

1,092.9703+2
6.237 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dedicator of cytokinesis 7
28972840

4.1805

762.8339+2
15.668 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dedicator of cytokinesis 7
28972840

3.7341

757.8297+2
15.673 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dedicator of cytokinesis 7
28972840

3.4099

762.8329+2
14.391 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dedicator of cytokinesis protein 2 (Hch protein) [MASS=211733]
32469710

2.3395

680.2894+2
13.998 ppm

V Y S*M A F N K@E G K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

desmoyokin - human (fragments)
61743961

2.0451

952.9237+2
18.444 ppm

G G V T G S*P E A S I S G S*K G D L K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

desmoyokin - human (fragments)
61743961

2.941

635.2778+3
11.139 ppm

G G V T G S*P E A S I S G S*K G D L K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

desmoyokin - human (fragments)
61743961

2.9796

952.9209+2
15.502 ppm

G G V T G S*P E A S I S G S*K G D L K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

desmoyokin - human (fragments)
61743961

2.5032

635.2772+3
10.179 ppm

G G V T G S*P E A S I S G S*K G D L K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

desmoyokin - human (fragments)
61743961

2.6751

635.2818+3
17.380 ppm

G G V T G S P E A S*I S G S*K G D L K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dhx9 protein [Mus musculus] [MASS=21770]
12850774

5.3271

1,227.9996+2
8.160 ppm

A E A E N N S G V E S S G Y G S*P G P T W D R#
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DIRAS family, GTP-binding RAS-like 1; small GTP-binding tumor suppressor 1 [Mus musculus]
21644583

2.4988

882.3984+2
11.621 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

disabled 2 interacting protein [Mus musculus]
6466206

2.2737

984.9287+2
8.118 ppm

L S T* T* A I E S D P D A T P K@E K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Discoidin CUB and LCCL domain containing 1
12852431

2.762

824.3629+3
2.753 ppm

P A S P K P V G G G Y D K P A A S S*F L D S*R#
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DKFZP564O123 protein
30794432

2.3671

625.7722+2
14.642 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DKFZP564O123 protein
30794432

3.6253

625.7714+2
13.373 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DKFZP564O123 protein
30794432

2.2806

620.7677+2
14.245 ppm

A T I S*D E E I E R

200 250 300 350 400 450 500
0.0

5%

10%

15%

550 600 650 700 750 800 850
0.0

50%

100%

900 950 1,000 1,050 1,100 1,150
0.0

5%

10%

15%

y7+2b8+2

b4+1

y3+1

y6+2
b6+2

y2+1

b3+1y4+2

b7+1y6+1y5+1y9+2y9+2b5+1
y4+1y8+2

y8+1

y7+1

b8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA polymerase, delta
1706505

2.6389

973.3864+2
16.203 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

DNA segment, Chr 9, Wayne State University 18, expressed [Mus musculus]
74142204

2.6523

582.2639+2
8.743 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

docking protein 1 [Mus musculus]
171916083

2.1355

587.7631+2
15.044 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dodecenoyl-CoA delta-isomerase
12585328

2.1199

661.7779+2
13.016 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dynein light chain A
22122795

3.3551

961.4389+2
13.904 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dynein light chain A
22122795

3.034

965.4459+2
13.697 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dynein light chain A
22122795

3.84

1,005.4348+2
18.908 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dynein light chain A
22122795

3.5671

961.4395+2
14.538 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dynein light chain A
22122795

4.2678

965.4438+2
11.642 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dynein light chain A
22122795

4.513

961.4408+2
15.869 ppm

K P A S V S*P T T P T S P T E G E A S
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dynein light chain A
22122795

3.6491

965.4474+2
15.265 ppm

K@P A S V S*P T T P T S P T E G E A S
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dynein light chain A
22122795

2.0058

961.4439+2
19.107 ppm

K P A S V S P T* T P T S P T E G E A S
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dyrk1B protein kinase [Homo sapiens]
6753698

2.8199

579.7736+2
14.519 ppm

I Y Q Y*I Q S R#

200 250 300 350 400 450
0.0

50%

100%

500 550 600 650 700 750
0.0

20%

40%

60%

800 850 900 950 1,000 1,050
0.0

20%

40%

60%

y6+2

b3+1
y3+1

b2+1
y2+1

y1+1

b5+1

y5+1

b4+1

y7+2y7+2
y4+1

y7+1
b7+1b6+1

b6+1

y6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dyrk1B protein kinase [Homo sapiens]
6753698

2.0308

574.7629+2
3.259 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dyrk1B protein kinase [Homo sapiens]
6753698

2.0227

579.7700+2
8.419 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dyskerin
91064867

4.7512

937.3879+2
18.051 ppm

T V L E S*G G E T G D G D N D T T K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Dyskerin
91064867

6.07

941.3931+2
16.005 ppm

T V L E S*G G E T G D G D N D T T K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

E6 targeted protein 1
27369828

2.7489

732.3160+2
12.752 ppm

T L S*D E S I Y S S Q R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

E6 targeted protein 1
27369828

2.4955

737.3220+2
15.166 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

EH domain binding protein 1-like 1
13604145

2.9009

911.9119+2
5.343 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

eIF-2B epsilon
74145348

2.6408

580.2657+2
18.278 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

eIF-2B epsilon
74145348

2.7925

575.2585+2
13.009 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

eIF-2B epsilon
74145348

2.4826

575.2611+2
17.568 ppm

A G S*P Q L D D I R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ELK 1
1706634

3.0487

918.9066+2
11.241 ppm

E E L E A A R A G G F S*S E A V K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ELK 1
1706634

2.9374

918.9022+2
16.021 ppm

E E L E A A R A G G F S*S E A V K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ELK 1
1706634

2.2565

918.8994+2
19.137 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Elongation factor 1, alpha 2
6681273

2.1325

939.9153+2
16.280 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

elongation factor 1 alpha [Oryctolagus cuniculus]
26328693

2.7443

517.3109+2
10.120 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Enabled homolog
220500

3.3119

616.2734+2
12.549 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Enabled homolog
220500

2.9697

611.2692+2
12.529 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ENH3 [Mus musculus]
6681662

2.1167

881.4019+2
12.609 ppm

K P S*I K@V T* G P N G N Q Q K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ephrin type-A receptor 10 precursor [MASS=109099]
134034125

2.7268

920.4616+2
15.532 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Epidermal growth factor like 1
22095548

2.1307

715.8174+2
7.092 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Epidermal growth factor receptor kinase substrate EPS8
75677397

2.4225

734.8121+2
14.844 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Epidermal growth factor receptor kinase substrate EPS8
75677397

2.8981

729.8067+2
13.241 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Epsin 3
12844287

2.1579

1,160.0485+2
14.196 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ERP72
119531

3.2759

890.7299+3
3.572 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ether-a-go-go-related protein isoform Merg1a [Mus musculus]
2582009

2.4908

1,161.0393+2
15.755 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eukaryotic translation initiation factor 4B
74212258

2.9015

576.2357+3
7.654 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eukaryotic translation initiation factor 4B
167234372

3.0434

1,098.4873+2
5.623 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eukaryotic translation initiation factor 4B
167234372

5.5594

786.3254+2
13.650 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Eukaryotic translation initiation factor 4B
167234372

4.7064

781.3224+2
15.285 ppm

T G S*E S S Q T G A S A T S G R

250 300 350 400 450 500 550 600
0.0

10%

20%

30%

650 700 750 800 850 900 950 1,000
0.0

50%

100%

1,050 1,100 1,150 1,200 1,250 1,300 1,350 1,400
0.0

5%

10%

b13+2y13+2

y6+1

b5+1

y5+1

b4+1

y4+1

y8+2b3+1
y3+1

y2+1b4+2

b10+1y10+1
b9+1b8+1

y9+1

b7+1

y8+1

y14+2b15+2b14+2
y7+1

b6+1

b15+1b14+1
b13+1

y13+1
b12+1

y12+1

y12+1
b11+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Exosc9 protein [Mus musculus] [MASS=48964]
187957240

2.3291

1,176.0402+2
14.041 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Exosc9 protein [Mus musculus] [MASS=48964]
187957240

2.5504

1,176.0312+2
6.468 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Exosc9 protein [Mus musculus] [MASS=48964]
187957240

2.8377

1,176.0314+2
6.523 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

expressed sequence AI646570 [Mus musculus]
28972560

2.4432

868.3447+2
13.593 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

expressed sequence AW048743 [Mus musculus]
149257795

2.6618

1,036.9175+2
12.150 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

expressed sequence AW490662 [Mus musculus]
110815822

3.282

923.8774+2
3.640 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

expressed sequence C87860 [Mus musculus]
19526940

3.3364

938.3954+2
16.195 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

F730047E07Rik protein [Mus musculus] [MASS=98311]
30353787

2.0351

918.4004+2
5.964 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FAM40A
28972838

3.4325

913.9246+2
0.170 ppm
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300 400 500 600 700
0.0

5%

10%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600
0.0

2.0

4.0

6%

b8+1
y13+2

y5+1

y4+1
y4+1

b11+2y8+2b5+1b10+2
y3+1

b4+1y6+2b8+2b7+2y2+1

y10+1
b12+1b12+1

y9+1y8+1b10+1y7+1y16+2
y15+2

b16+2
y6+1

y14+2

b15+1
y14+1

y13+1

y13+1
b14+1
b14+1

y12+1
b13+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Family with sequence similarity 65, member A
28972878

2.5219

880.8893+2
10.001 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Family with sequence similarity 65, member A
28972878

2.8873

885.8972+2
14.057 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Family with sequence similarity 65, member A
28972878

3.3187

885.8973+2
14.305 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Family with sequence similarity 65, member A
28972878

2.6981

880.8939+2
15.158 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FARP1
74148063

2.8163

766.3649+2
12.127 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FATJ
123789582

4.5695

1,043.4160+2
15.758 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

F-box protein 34
21624633

2.6448

1,166.0118+2
4.428 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

F box protein 39
153792129

2.6368

804.8369+2
18.967 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FERM domain containing 4A
26349677

2.8201

1,003.7483+3
19.006 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Fez family zinc finger protein 2 (Forebrain embryonic zinc finger-like protein 2) (Zinc finger protein Fez-like) (Zinc finger protein 312)
81917430

3.4199

819.3572+3
3.880 ppm

C L G S*A G C V P A G G G S*G G G G G G G A R L S S K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FI58GM [Mus musculus]
12619292

2.5481

988.4542+3
4.123 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

fibrous sheath-interacting protein 2 [Mus musculus] [MASS=191340]
123232783

2.2132

848.8857+2
18.184 ppm

I N T S*P S P E K@T* V T E K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Filamin A, alpha
38257560

3.7245

767.8529+2
11.440 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Filamin A, alpha
38257560

2.7751

772.8577+2
12.252 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Filamin A, alpha
38257560

3.583

767.8572+2
17.004 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Filamin C
30705034

2.942

513.2442+2
10.599 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Filamin C
30705034

2.7438

513.2441+2
10.482 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Filamin C
30705034

2.4903

508.2406+2
11.755 ppm

L G S*F G S I T R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FMRP interacting protein, 82-kD
28972720

4.2875

860.8358+2
17.252 ppm

G A D N D G S*G S E S G Y T T P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

FMRP interacting protein, 82-kD
28972720

3.5777

864.8422+2
16.375 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

forkhead box N4 [Mus musculus]
91598891

2.6371

918.9194+2
3.747 ppm

G P R R C S*E P R D S*I L K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Forkhead box protein O3A
9789951

2.0032

483.2037+2
11.784 ppm

W P G S*P T S R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Forkhead box protein O3A
9789951

2.3781

483.2048+2
13.934 ppm

W P G S*P T S R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Forkhead box protein O3A
9789951

2.3791

488.2097+2
15.500 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Forkhead box protein O3A
9789951

2.4167

483.2041+2
12.601 ppm

W P G S*P T S R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Forkhead box protein O3A
9789951

2.5714

488.2069+2
9.638 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Forkhead box protein O3A
9789951

2.2838

483.2015+2
7.112 ppm

W P G S*P T S R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

formin [Mus musculus]
52878

2.4533

808.8829+2
12.744 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

frizzled homolog 10 [Mus musculus]
28202015

2.7839

578.9099+3
5.271 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

gag protein (107 AA) [Mus musculus]
20141287

2.2734

787.3669+2
15.738 ppm

K@Y G T Q N K Y T G L S*K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Gamma-aminobutyric acid receptor, alpha-3
120760

2.7125

1,021.4454+3
10.328 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

GC Binding Protein - 23b [Mus musculus]
663019

2.3462

1,105.4474+2
10.258 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

General transcription factor 2 I
2653821

2.9026

857.3729+2
9.558 ppm

S*M L S P S G S*C G P I K V K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

GFAT
7305085

3.8854

801.8571+2
0.337 ppm
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300 400 500 600
0.0

50%

100%

700 800 900 1,000 1,100
0.0

20%

40%

60%

1,200 1,300 1,400 1,500
0.0

2.0

4.0

y10+2

y5+1

b5+1y9+2b9+2y4+1b4+1y3+1b3+1y2+1

y8+1b8+1y7+1
b7+1

y6+1

b6+1y11+2

b12+1

y11+1

b11+1

b10+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

GFAT
7305085

3.5115

801.8569+2
0.561 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

GFAT
7305085

4.7361

805.8591+2
6.566 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

GFAT
7305085

3.1847

805.8646+2
0.174 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

GFAT
7305085

3.9155

801.8449+2
15.473 ppm
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300 400 500 600
0.0

50%

100%

700 800 900 1,000 1,100
0.0

50%

1,200 1,300 1,400 1,500
0.0

5%

y5+1

b5+1y4+1b4+1y3+1b3+1y5+2y2+1b4+2

b9+1

y8+1
b8+1y7+1

b7+1

y6+1

y11+2

b12+1

y11+1

b11+1
y10+1

b10+1

y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

GIT1
51921285

2.3545

784.3697+2
19.762 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glioma tumor suppressor candidate region gene 1 [Mus musculus]
124487237

2.6089

941.4208+2
3.116 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glucocorticoid receptor DNA binding factor 1
50511069

3.5435

829.3732+2
16.521 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glucocorticoid receptor DNA binding factor 1
50511069

2.9533

834.3792+2
18.632 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glucosamine (N-acetyl)-6-sulfatase, isoform CRA_b [Mus musculus] [MASS=64202]
148692470

2.9364

957.1299+3
13.480 ppm

S R L G R E S L T P S P A L T G V S*P Q L S*V P P R#

300 400 500 600 700 800
0.0

20%

40%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800 1,900
0.0

0.2

0.4

0.6

b16+2y14+2b7+1b15+2y6+1b14+2y12+2b6+1y11+2y8+2
y4+1

y7+2

y3+1

b6+2y2+1

b13+1b25+2y11+1b24+2b24+2b12+1y10+1

b23+2

b23+2

y22+2

b22+2

b11+1y21+2y9+1
b21+2b10+1y20+2b20+2y19+2b19+2y18+2y8+1b8+1y16+2y7+1b17+2

b17+2
y15+2

b17+1

b14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glutamine fructose-6-phosphate transaminase 2 [Mus musculus]
7305087

2.3016

1,038.4264+2
18.341 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Glycogenin 1
7305121

2.773

946.4506+2
13.274 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glycogen synthase kinase 3 beta (EC 2.7.1.-) - human
9790077

2.3924

680.2806+2
12.889 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glycogen synthase kinase 3 beta (EC 2.7.1.-) - human
9790077

2.2473

685.2863+2
10.637 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glycogen synthase kinase 3 beta (EC 2.7.1.-) - human
9790077

2.1815

680.2850+2
6.434 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

glycogen synthase kinase 3 beta (EC 2.7.1.-) - human
9790077

2.3741

685.2907+2
4.141 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

G patch domain-containing protein 4
160948592

3.8752

976.9142+2
16.902 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

G protein coupled receptor kinase 5
159032059

3.5719

755.3138+2
14.958 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

G protein coupled receptor kinase 6
163310714

2.8377

881.3917+2
9.451 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

groucho-related protein 4 [Mus musculus]
7239366

2.8331

1,125.8389+3
8.634 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Guanine nucleotide binding alpha inhibiting activity polypeptide 3
33563256

3.8731

842.3659+3
10.490 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Guanine nucleotide binding protein, gamma 12
13384618

2.081

453.2082+2
8.397 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Guanine nucleotide binding protein, gamma 12
13384618

2.3637

448.2044+2
9.338 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Guanine nucleotide binding protein, gamma 4
6754024

2.6675

894.8754+2
8.862 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HEAT repeat containing 3
40789301

2.3516

1,016.0038+2
19.292 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hepatoma-derived growth factor [Mus musculus]
6680201

3.7356

856.3337+2
15.902 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hepatoma-derived growth factor [Mus musculus]
6680201

4.2894

851.3276+2
13.612 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Heterogeneous nuclear ribonucleoprotein K
26341878

2.5149

543.6846+2
12.422 ppm

D Y D D M S*P R#

200 250 300 350 400 450
0.0

20%

40%

500 550 600 650 700 750
0.0

10%

20%

30%

800 850 900 950 1,000 1,050
0.0

50%

100%

y3+1

y6+2b6+2

b3+1

y5+2b5+2y4+2

y2+1

b2+1

b4+2y3+2y1+1

y5+1

b5+1y4+1b4+1

y7+2

y6+1

b6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Heterogenous nuclear ribonucleoprotein A1
4504445

5.2466

891.8474+2
15.303 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

High mobility group AT hook 2
6754210

4.342

1,036.9154+2
19.742 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

High mobility group AT hook 2
6754210

3.936

1,040.9193+2
16.603 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

High mobility group AT hook 2
6754210

3.6213

1,076.8922+2
13.110 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

High mobility group AT hook 2
6754210

3.6314

1,076.8923+2
13.203 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

High mobility group AT hook 2
6754210

3.3701

1,080.9009+2
14.449 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

High mobility group AT hook 2
6754210

3.1448

1,040.9216+2
18.826 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

High mobility group AT hook 2
6754210

2.3677

1,036.9084+2
13.037 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

High mobility group AT hook 2
6754210

2.3014

1,036.9000+2
4.916 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

High mobility group AT hook 2
6754210

2.2245

1,036.9133+2
17.741 ppm
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300 400 500 600 700 800
0.0

5%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

5%

10%

b15+2

b14+2

b7+1

y6+1

b6+1

b5+1

y12+1b12+1
b11+1

y10+1b10+1
b9+1

y8+1

b17+2b8+1

y15+1

b14+1

b13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Histone H2A.z
4504255

2.0638

471.7658+2
8.089 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HIV 1 REV binding protein
33563260

2.3232

581.7726+2
10.013 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HLA-B associated transcript 2
92110037

3.5562

715.2746+2
18.519 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Homeobox protein DLX 3
6753648

2.0497

635.7324+2
6.931 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

homeotic gene regulator [Mus sp.]
74151005

3.1993

737.7978+2
12.082 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

HsKin17 protein [Homo sapiens]
13124883

2.1826

572.2422+2
15.452 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Huntingtin
1708161

2.4396

780.8818+2
13.233 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein 3000008H23 [Mus musculus]
30352010

4.0562

889.8372+2
7.952 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein 4933430I17 [Mus musculus]
29243978

2.5656

791.8689+2
17.391 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein 9830165N24 [Mus musculus]
37359886

2.1113

546.2354+2
13.288 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein B130036O03 [Mus musculus]
27370102

3.7605

641.2616+2
11.936 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein B130036O03 [Mus musculus]
27370102

3.6139

646.2664+2
12.810 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein B230205M03 [Mus musculus]
29244124

2.156

928.9573+2
9.753 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein B830039L16 [Mus musculus]
29244292

2.4733

748.8154+2
4.551 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein LOC241944 [Mus musculus]
157951711

2.9676

910.9077+2
18.351 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein LOC300837 [Rattus norvegicus]
87299619

3.316

839.3196+2
15.271 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein LOC300837 [Rattus norvegicus]
87299619

3.2943

843.3293+2
18.286 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein LOC300837 [Rattus norvegicus]
87299619

3.5199

843.3286+2
17.492 ppm

K@Y V I S*D E E E E E D D
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein LOC331491 [Mus musculus]
85701925

2.9311

863.8594+2
1.544 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein LOC382252 [Mus musculus]
74203174

3.453

704.3039+2
12.614 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein LOC382252 [Mus musculus]
74203174

3.6016

699.2997+2
12.618 ppm

V Q E E S Y P Q S*P R

200 250 300 350 400 450 500 550
0.0

5%

600 650 700 750 800 850 900 950
0.0

50%

100%

1,000 1,050 1,100 1,150 1,200 1,250 1,300 1,350
0.0

5%

10%

15%

y9+2

b5+1

y4+1

b4+1

b8+2y7+2

y3+1

b6+2

b3+1

y5+2
b5+2

y2+1b2+1

b8+1
y7+1

b7+1

y6+1b6+1

y5+1

b10+2

b10+1

y9+1

b9+1

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein LOC564535 [Danio rerio]
113677202

2.5719

922.4178+2
6.328 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein LOC69029 [Mus musculus]
58037137

2.8705

895.7358+3
19.474 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein LOC69861 [Mus musculus]
58037185

2.2811

968.8914+2
17.887 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein LOC75964 [Mus musculus]
26350749

2.7273

970.4363+2
13.914 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein MGC30506 [Mus musculus]
21961269

2.4073

575.2734+2
9.110 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hypothetical protein MGC31423 [Mus musculus] [MASS=119175]
74185613

2.1774

806.3848+2
2.671 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein MGC38689 [Mus musculus]
28972331

2.2242

830.8774+2
19.949 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Hypothetical protein R02E12.2 [Caenorhabditis elegans]
71994403

2.1411

922.4124+2
16.318 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_140690 [Mus musculus]
26333147

3.6989

991.4344+2
3.176 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_140690 [Mus musculus]
26333147

4.0857

986.4332+2
6.140 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_140690 [Mus musculus]
26333147

4.0001

991.4233+2
7.989 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

hypothetical protein XP_154923 [Mus musculus]
29244020

2.1561

678.8453+2
17.642 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

igf2 mRNA-binding protein 3 [Mus musculus]
81916748

4.5405

1,088.5216+2
12.805 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

igf2 mRNA-binding protein 3 [Mus musculus]
81916748

3.5023

1,088.5219+2
12.998 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

IgMk heavy chain variable region [Mus musculus]
2253334

2.5617

919.4100+2
15.485 ppm

G K A T L T A D K S S*S T A Y M K

300 400 500 600 700
0.0

20%

40%

60%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600 1,700
0.0

5%

10%

b8+1

b7+1

y10+2

b6+1

y4+1
y5+2

b12+1y10+1

y9+1

b10+1

y8+1

M+2

b9+1
y7+1

y15+2y14+2

b13+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

IgMk heavy chain variable region [Mus musculus]
2253334

2.3248

919.4089+2
16.746 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

IgMk heavy chain variable region [Mus musculus]
2253334

2.3547

919.4136+2
11.637 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immune associated nucleotide 4 like 1; immunity associated protein 3 [Homo sapiens]
28416949

2.6513

1,265.0793+2
12.947 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin H-chain V-region [Mus musculus] [MASS=13466]
49169625

2.9111

1,174.0533+2
1.086 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin heavy chain [Mus musculus] [MASS=11352]
157420830

2.5024

863.8769+2
19.811 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin heavy chain [Mus musculus]
12964100

2.3281

947.9304+2
2.541 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

immunoglobulin kappa chain [Mus musculus]
22531700

2.5095

918.8963+2
6.765 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Insulin-like growth factor 2 mRNA-binding protein 3 (IGF2 mRNA-binding protein 3) (IGF-II mRNA-binding protein 3) (IMP-3) (mIMP-3) (VICKZ family member 3)
81916748

2.3205

679.8184+2
10.392 ppm

G R R G P G Q R G S S*R#

200 250 300 350 400 450 500 550
0.0

5%

10%

600 650 700 750 800 850 900
0.0

50%

100%

950 1,000 1,050 1,100 1,150 1,200 1,250 1,300
0.0

5%

10%

b5+1
b10+2

y9+2y8+2b9+2

y3+1

b4+1y7+2b3+1y2+1b5+2

y8+1

b9+1y7+1y6+1b7+1

b11+2

b11+2

y10+2y10+2

b11+1y9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Integrin beta 1
45504394

2.2175

865.8583+2
14.099 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Integrin, beta-6
10946686

2.9174

781.3486+3
0.060 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Internexin, alpha
74201379

2.2171

937.9473+2
1.103 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

IQ motif and Sec7 domain 1
20072314

2.3141

922.9036+2
10.299 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Jumonji domain containing 3
62945394

2.8957

780.3396+3
2.955 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

KIAA1005 protein
81900317

3.2754

929.8817+2
16.751 ppm

G D I P N F G T* V E Y*W F R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

KIAA1111 protein
28972626

2.0753

933.9289+2
13.719 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

KIAA1373 protein
55742879

2.7599

851.8529+2
6.869 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

KIAA1373 protein
55742879

4.1474

856.8633+2
14.107 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

KIAA1373 protein
55742879

4.078

851.8580+2
12.882 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

KIAA1429
28972750

2.4974

621.2710+2
11.081 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Krox-20 protein (AA 1-420) [Mus musculus]
52813

3.0718

909.3825+3
16.565 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lamin A/C
12835914

3.3535

719.3331+2
14.517 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lamin A/C
12835914

2.1803

724.3365+2
13.431 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lamin A/C
12835914

3.0302

822.8636+2
10.651 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Laminin, gamma 1
817975

2.2038

621.2719+2
15.729 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LATS1
26332691

2.8144

640.7791+2
15.875 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lebercilin-like protein (Leber congenital amaurosis 5-like protein)
81898363

2.2057

626.7754+2
11.614 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Leptin receptor
171543890

2.2868

858.3694+2
13.337 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lim and SH3 protein 1
6754508

2.4885

748.8566+2
17.856 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lim and SH3 protein 1
6754508

2.8085

753.8533+2
7.881 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lim and SH3 protein 1
6754508

4.0667

748.8547+2
15.247 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Lim and SH3 protein 1
6754508

2.9226

753.8587+2
15.006 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LRRFIP2
110625827

3.5775

764.3378+2
15.526 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LRRFIP2
110625827

4.2231

769.3423+2
15.964 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

LSM12 homolog
22748747

3.416

779.8642+2
13.551 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

luteinizing hormone/choriogonadotropin receptor; luteinizing hormone receptor [Mus musculus]
7305233

2.0667

1,012.0154+2
5.427 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MAP3K6
153792015

2.7153

720.0124+3
9.884 ppm

H K N I V R#Y L G S*A S Q G G Y*L K

250 300 350 400 450 500 550
0.0

10%

20%

600 650 700 750 800 850 900 950
0.0

50%

100%

1,000 1,050 1,100 1,150 1,200 1,250 1,300
0.0

5%

y10+2

y4+1

b9+2

b8+2b7+2b6+2
b5+2

b14+2
b12+2

y12+2

b10+2y11+2y11+2y5+1

b10+1

b9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MAPK8 interacting protein 1
34328191

2.7384

893.3719+2
18.302 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MARCKS like protein
6754706

3.3917

703.3136+2
13.704 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MARCKS like protein
6754706

3.7708

707.3215+2
14.714 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG1027101 [Mus musculus] [MASS=13502]
148678647

2.0323

1,124.5206+2
10.747 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG1027626 [Mus musculus] [MASS=14136]
148672593

2.2922

901.4124+2
10.073 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG1030922 [Mus musculus] [MASS=41059]
148682076

2.7063

895.3779+2
3.516 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG1046443 [Mus musculus] [MASS=4550]
148705997

2.2787

813.8804+2
1.345 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG1047287 [Mus musculus] [MASS=31899]
148708300

2.94

902.3996+3
6.931 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG1048396 [Mus musculus] [MASS=12458]
148688732

2.7164

876.7003+3
11.607 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG1048800 [Mus musculus] [MASS=5289]
148692463

2.5074

848.6586+3
15.186 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG10825 [Mus musculus] [MASS=23686]
148680944

2.0535

944.9059+2
10.366 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG116540, isoform CRA_a [Mus musculus] [MASS=135072]
149233904

2.1352

757.8777+2
14.531 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG118545 [Mus musculus] [MASS=24793]
148676802

2.3555

764.3909+2
19.042 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG121035, isoform CRA_b [Mus musculus] [MASS=118111]
148684259

2.0913

737.3704+2
10.090 ppm

V Q T G K@K@L Y*E W K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG125662 [Mus musculus] [MASS=17539]
148704837

2.2433

798.3879+2
11.904 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG141846, isoform CRA_a [Mus musculus] [MASS=64548]
148685637

2.2069

642.2808+2
13.807 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG141941 [Mus musculus] [MASS=12432]
148683138

2.1442

801.2878+2
19.244 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG142216 [Mus musculus] [MASS=13044]
12853875

2.5469

946.9349+2
4.032 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG145432 [Mus musculus] [MASS=9395]
148695228

3.2644

853.3719+3
15.907 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG145470 [Mus musculus] [MASS=11925]
148697452

3.0374

1,110.4613+2
2.340 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG145690 [Mus musculus] [MASS=280951]
148707452

2.7549

727.3384+2
13.437 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG145867 [Mus musculus] [MASS=7044]
148670190

2.3613

923.4294+2
14.963 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG147139 [Mus musculus] [MASS=6167]
148673106

2.0504

712.3074+2
15.684 ppm

M V T A A P E A E A I S*R

250 300 350 400 450 500 550 600
0.0

50%

100%

650 700 750 800 850 900 950
0.0

20%

40%

60%

1,000 1,050 1,100 1,150 1,200 1,250 1,300 1,350
0.0

2.0

4.0

6%

y11+2
y10+2y4+1y9+2b10+2y3+1y7+2b7+2y2+1b6+2

b10+1
y8+1

y7+1

b8+1

b7+1

y5+1

y12+2

b12+2

y10+1b11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG148348 [Mus musculus] [MASS=6683]
148706345

2.9078

935.9009+2
16.478 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG53528 [Mus musculus] [MASS=16183]
148676136

2.3417

921.9313+2
19.454 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mCG8160 [Mus musculus] [MASS=27017]
148708826

2.3626

1,097.4698+2
1.944 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MCM2 minichromosome maintenance deficient 2, mitotin
172088119

2.3844

609.2874+2
18.515 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MCM2 minichromosome maintenance deficient 2, mitotin
172088119

3.2357

604.2803+2
13.898 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MCM2 minichromosome maintenance deficient 2, mitotin
172088119

2.5097

609.7869+2
12.404 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MCM2 minichromosome maintenance deficient 2, mitotin
172088119

3.5176

609.2795+2
5.600 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MCM2 minichromosome maintenance deficient 2, mitotin
172088119

3.348

604.2775+2
9.152 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mediator of RNA polymerase II transcription subunit 8
29366816

2.1654

635.2919+2
12.866 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

methyl-CpG binding domain protein 1 [Danio rerio]
113676658

2.0415

647.2556+2
8.962 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Microtubule associated protein 1A
74184658

3.0734

600.2448+2
12.010 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

microtubule-associated protein 1 A [Mus musculus] [MASS=342566]
74184658

3.5011

793.8671+2
10.109 ppm

V P S A P G Q E S*P V P D T K

300 400 500 600
0.0

10%

20%

30%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400
0.0

10%

20%

30%

b7+1

y11+2

y10+2
y5+1y9+2y9+2y8+2b9+2

y4+1

y7+2y3+1

b4+1

b7+2b3+1

y2+1

y4+2

y8+1b9+1y7+1y7+1b8+1

y14+2

b14+2y13+2

y13+2
y6+1

y12+2

b14+1
y13+1

b13+1

y12+1

y11+1

b12+1
y10+1

b11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Microtubule associated protein 1B
126745

2.7505

802.3471+3
8.808 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Microtubule associated protein 1B
126745

3.0501

799.6746+3
7.437 ppm

S V S*P G V T Q A V V E E H C A S*P E E K

300 400 500 600 700 800
0.0

50%

100%

900 1,000 1,100 1,200 1,300
0.0

10%

20%

30%

1,400 1,500 1,600 1,700 1,800 1,900
0.0

0.2

0.4

0.6

y13+2

b14+2

y12+2b7+1y11+2b13+2y5+1b12+2b6+1b11+2y8+2b10+2y4+1b3+1y5+2y2+1y4+2

y10+1y9+1b20+2

y19+2

b19+2

y18+2

b10+1b18+2

y17+2

b17+2

y16+2

b9+1y7+1y7+1

y15+2

b16+2y14+2b15+2

b16+1

b14+1y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Microtubule associated protein 1B
126745

3.789

802.3472+3
8.991 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Microtubule associated protein 4
74146984

2.3816

763.3547+2
7.567 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

milk fat globule glycoprotein [Mus musculus]
4062989

2.9107

1,260.0109+2
13.958 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mismatch repair protein MSH6 [Mus musculus]
6754744

3.3384

595.7708+2
12.645 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mismatch repair protein MSH6 [Mus musculus]
6754744

3.4549

591.7626+2
11.017 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mitochondrial elongation factor G2
74139055

2.5335

977.9174+2
18.719 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase kinase kinase 7 interacting protein 2; TAK1-binding protein 2; Tak1 binding protein 2 [Mus musculus]
26006207

2.6455

568.7675+2
14.870 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen activated protein kinase kinase kinase 3; MEK kinase 3 [Mus musculus]
33468949

3.6288

985.7811+3
9.978 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mitogen-activated protein kinase 6 [Mus musculus]
76573876

2.0689

922.4174+2
6.913 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA0166 protein [Mus musculus] [MASS=254675]
50510395

2.3342

947.4438+2
11.440 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA0169 protein [Mus musculus] [MASS=196894]
37359810

2.4533

630.7899+2
12.522 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA0320 protein [Mus musculus]
26006145

2.1278

823.3724+2
14.225 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA0324 protein [Mus musculus]
28972153

2.4739

906.3879+2
4.041 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA0358 protein [Mus musculus]
28972171

2.0745

980.9329+2
1.039 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA0425 protein [Mus musculus] [MASS=175404]
37359938

2.2437

941.4224+2
8.514 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA0534 protein [Mus musculus] [MASS=159277]
50510519

2.3662

718.3344+2
15.678 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA0834 protein [Mus musculus] [MASS=51210]
37360116

2.7204

914.7147+3
19.697 ppm

D M Y*Q C L D T* H V Y E F V L T* L T E K

300 400 500 600 700 800
0.0

20%

40%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

2.0

4.0

b11+2

b11+2

y6+1
y6+1

b5+1

b10+2

y11+2

y5+1

b9+2y10+2

b8+2

y9+2y4+1b6+2y7+2y6+2b4+2y2+1

b9+1y10+1b19+2
b18+2

b17+2y9+1y16+2b15+2y8+1y15+2b14+2b13+2b6+1

b6+1

y7+1

y13+2

b12+2

y12+1

y11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA0843 protein [Mus musculus] [MASS=78447]
50510665

3.0757

843.3668+3
16.550 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA1126 protein [Mus musculus] [MASS=52176]
50510793

2.0796

717.8339+2
13.649 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA1236 protein [Mus musculus] [MASS=136527]
37360294

2.0153

980.9374+2
9.140 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA1239 protein [Mus musculus]
26006263

2.826

944.3964+2
14.858 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA1259 protein [Mus musculus] [MASS=134253]
37360298

2.8153

960.1369+3
4.886 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA1458 protein [Mus musculus] [MASS=67964]
37360394

2.0621

875.9174+2
9.898 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA1506 protein [Mus musculus] [MASS=168416]
37360418

2.0252

562.7581+2
17.213 ppm

P P N A S*G P P P G R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA1548 protein [Mus musculus] [MASS=87707]
50510981

2.0989

961.9363+2
0.348 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA1632 protein [Mus musculus]
28972804

2.0461

849.4221+2
19.584 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA1634 protein [Mus musculus] [MASS=127235]
50511035

2.8979

915.4084+2
11.027 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA1634 protein [Mus musculus] [MASS=127235]
50511035

3.2237

915.4224+2
4.258 ppm

G K E K E S V V R G A T S S*T* K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA1634 protein [Mus musculus] [MASS=127235]
50511035

3.1279

915.4199+2
1.529 ppm

G K E K E S V V R G A T S S*T* K@

300 400 500 600 700
0.0

20%

40%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600 1,700
0.0

5%

10%

y6+1

b7+1b14+2y12+2b13+2b6+1y11+2y11+2
y4+1

b5+1

b11+2y9+2b10+2

y3+1

b4+1b8+2y5+2y2+1b3+1y4+2

b12+1y9+1y9+1b10+1

y8+1

M+2y15+2
b8+1

b15+2y7+1

y13+1

b13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA1764 protein [Mus musculus] [MASS=119941]
50511097

2.6052

927.8749+2
19.124 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA1894 protein [Mus musculus]
28972866

2.3116

982.4133+2
11.837 ppm

G F R#P E P V S*S*C Q T S S T R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mKIAA2009 protein [Mus musculus] [MASS=71912]
50511245

2.1032

894.8926+2
14.586 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MLF2
21703770

2.566

674.3095+2
12.285 ppm

L A I Q G P E D S*P S R

200 250 300 350 400 450 500
0.0

5%

10%

550 600 650 700 750 800 850
0.0

50%

100%

900 950 1,000 1,050 1,100 1,150 1,200
0.0

10%

20%

30%

b10+2

y9+2

b9+2

b5+1
y8+2

b4+1

b8+2

y3+1

b7+2
b3+1

b6+2y4+2y2+1

b5+2

y7+1
b8+1y6+1b7+1y5+1y11+2y11+2b11+2

y10+2

y10+1y9+1b9+1

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MLF2
21703770

3.014

679.3141+2
12.945 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MLF2
21703770

2.6943

674.3079+2
9.929 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MLF2
21703770

2.7678

679.3122+2
10.069 ppm

L A I Q G P E D S*P S R#

250 300 350 400 450 500 550
0.0

10%

20%

600 650 700 750 800 850 900
0.0

50%

100%

950 1,000 1,050 1,100 1,150 1,200 1,250
0.0

5%

10%

15%

b6+1

y4+1

y9+2

b9+2

b5+1b5+1

b4+1

b8+2y6+2

y3+1

b7+2
b3+1

y2+1

b5+2

y8+1

y7+1

b8+1

y6+1b7+1
y5+1y11+2

b11+2

y10+1y9+1
b9+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MLF2
21703770

2.5501

674.3071+2
8.669 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MLF2
21703770

2.5471

679.3140+2
12.761 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Mll5 protein [Mus musculus]
74137618

2.5624

893.7062+3
3.725 ppm
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300 400 500 600 700
0.0

10%

20%

30%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600 1,700
0.0

5%

y12+2b13+2b12+2
y5+1

y10+2

b6+1y8+2b9+2y7+2b7+2b4+1

y20+2
b21+2

y9+1y18+2
b18+2

y8+1
y16+2y7+1y15+2

b16+2

b15+2

y13+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MPTPdelta [Mus musculus]
452199

2.2222

656.7744+2
7.965 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

mRNA cap guanine-N7 methyltransferase (mRNA (guanine-N(7)-)-methyltransferase) (RG7MT1) (mRNA cap methyltransferase)
13385938

2.968

674.7757+2
10.211 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Musashi 1
26350925

2.565

829.8317+2
11.790 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MVF family mouse virulence factor transporter MviN [Francisella tularensis subsp. holarctica OSU18]
115315039

3.203

994.4633+3
9.794 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myc-induced SUN domain containing protein [Mus musculus] [MASS=85476]
74151867

3.164

1,011.4161+2
18.090 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myc-induced SUN domain containing protein [Mus musculus] [MASS=85476]
74151867

3.6136

1,016.4215+2
19.215 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

myeloid zinc finger protein-2 [Mus musculus]
2978255

2.2041

1,026.4744+2
19.611 ppm

E S*L V E K G Q V Q V T* V W K@R

300 400 500 600 700 800
0.0

5%

10%

15%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800
0.0

1.0

2.0

b13+2

y5+1

b6+1b12+2y11+2y10+2b11+2b5+1y9+2y4+1b9+2y3+1b8+2y6+2

b3+1

y5+2b6+2y4+2

b11+1y9+1b10+1y7+1y15+2b8+1y14+2b14+2b7+1

y13+1

y12+1

b12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myocardin related protein
26336248

2.7129

931.3832+2
9.363 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

myocytic induction/differentiation originator [Mus musculus]
81902679

2.0659

810.8705+2
12.313 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin heavy chain 9, nonmuscle
73921193

3.7584

723.7498+2
8.340 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin heavy chain 9, nonmuscle
73921193

3.5557

727.7574+2
7.580 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myosin phosphatase target subunit 1
26330520

2.0714

634.7556+2
15.537 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

myosin VIIA and Rab interacting protein; exophilin 8; rab effector MYRIP; A230081N12Rik [Mus musculus]
21362371

2.5592

919.9149+2
7.469 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myotubularin related protein 2
33112676

2.4284

806.3595+2
1.989 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

myozenin 2; myozenin-like 2; calsarcin-1 [Mus musculus]
10946916

2.3653

584.7501+2
12.388 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myristoylated alanine rich protein kinase C substrate
6678768

3.5125

761.3187+2
12.195 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myristoylated alanine rich protein kinase C substrate
6678768

3.4202

765.3263+2
12.745 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myristoylated alanine rich protein kinase C substrate
6678768

2.0264

432.1930+2
8.817 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myristoylated alanine rich protein kinase C substrate
6678768

2.0099

436.1987+2
5.542 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myristoylated alanine rich protein kinase C substrate
6678768

1.6091

872.4089+1
18.834 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myristoylated alanine rich protein kinase C substrate
6678768

2.3203

436.1997+2
7.843 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myristoylated alanine rich protein kinase C substrate
6678768

2.019

436.2007+2
10.293 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Myristoylated alanine rich protein kinase C substrate
6678768

2.1286

432.1942+2
11.706 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MYST histone acetyltransferase 2
68565881

3.5899

689.8071+2
13.299 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

MYST histone acetyltransferase 2
68565881

3.0999

684.8024+2
12.578 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Natural killer tumor recognition sequence
8039799

2.724

843.2990+2
17.581 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NBAT [Mus musculus]
2804238

2.4979

929.9548+2
6.663 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Nck-associated protein 5 [Mus musculus]
51592067

2.5912

962.7573+3
3.741 ppm

N F S*E L S I E S*L R N E P D E K@T E E V Q K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Nectin 1
18203124

2.5263

1,205.5219+2
3.876 ppm
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400 500 600 700 800
0.0

20%

40%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

1,500 1,600 1,700 1,800 1,900
0.0

50%

100%

y7+1

b14+2

y13+2

y5+1

b5+1

b9+2

y9+2

b17+2y16+2b8+1

y16+1

y15+1
b14+1

y13+1b13+1
y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NEDD4
56699423

2.2285

711.7915+2
14.966 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NEDD4
56699423

2.5801

716.7960+2
15.308 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Neurexin 2
37360142

3.394

864.8669+2
11.296 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Neurofibromatosis type I
930191

4.1366

1,001.9578+2
8.300 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

neuroligin 2
56699425

2.0652

895.9029+2
11.753 ppm

W P P R#T P G P G T* S G T* R R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Neutral alpha-glucosidase C [MASS=102007]
48428061

2.6857

1,112.4564+2
6.281 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NKF3 kinase family member
26339638

2.0629

473.2310+2
11.409 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NMYC downstream regulated gene 1
118150658

2.8435

720.8278+2
15.915 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NMYC downstream regulated gene 1
118150658

2.1689

715.8239+2
16.341 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NMYC downstream regulated gene 1
118150658

3.5861

715.8229+2
15.063 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NMYC downstream regulated gene 1
118150658

3.2862

755.8076+2
16.191 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NMYC downstream regulated gene 1
118150658

3.422

760.8079+2
11.053 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NMYC downstream regulated gene 1
118150658

3.2187

755.8047+2
12.396 ppm

T A S*G S S*V T S L E G T R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NMYC downstream regulated gene 1
118150658

3.546

760.8101+2
13.943 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

N-myristoyl transferase 1
6679082

2.9013

598.2598+2
10.171 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

N-myristoyl transferase 1
6679082

2.612

602.2679+2
11.796 ppm

S G L S*P A N D T G A K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nonstractural protein NS1 [Mouse parvovirus UT] [MASS=76050]
83016989

2.0871

626.2828+2
14.032 ppm

R Y*N N W G I D K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

novel protein [Mus musculus]
148675961

2.276

953.4189+2
10.892 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

novel protein [Mus musculus]
123225251

2.2312

933.8904+2
13.147 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

novel protein [Mus musculus]
71979930

2.2826

708.8358+2
6.746 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

novel protein [Mus musculus] [MASS=75656]
28972720

2.3566

727.8218+2
13.360 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

novel protein [Mus musculus] [MASS=75656]
28972720

2.7045

637.7579+2
18.480 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

novel protein [Mus musculus] [MASS=75656]
28972720

3.2458

637.7554+2
14.555 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

novel protein [Mus musculus] [MASS=75656]
28972720

3.6471

642.7612+2
17.031 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

novel protein [Mus musculus] [MASS=75656]
28972720

2.8989

637.7581+2
18.864 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

novel protein similar to human and mouse RAS protein activator like 2 (RASAL2) [Danio rerio]
169154686

3.1753

868.3658+2
4.327 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NRBP
22219434

3.0379

707.8216+2
15.713 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

nuclear receptor coactivator 5 [Mus musculus] [MASS=74851]
148674494

3.2383

960.4516+3
9.929 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Nuclear ubiquitous casein kinase and cyclin dependent kinase substrate
50400986

5.0698

1,163.4617+2
19.576 ppm

V V D Y S Q F Q E S*D D A D E D Y G R#
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

NUP153
30519891

2.0184

837.8840+2
4.300 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

obscurin, cytoskeletal calmodulin and titin-interacting RhoGEF [Mus musculus]
151358128

2.0011

628.7684+2
2.209 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Odin
31088892

2.3061

1,012.9276+2
0.533 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

olfactory receptor MOR126-1 [Mus musculus]
71680725

2.1607

588.2889+2
9.706 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

olfactory receptor MOR196-4 [Mus musculus]
18480324

2.0236

637.7618+2
10.544 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

olfactory receptor MOR255-3 [Mus musculus]
22129421

2.6162

1,094.1495+3
2.933 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

olfactory receptor MOR258-1 [Mus musculus]
18479774

2.3843

679.8119+2
5.475 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ORF [Mus musculus]
3133178

2.5133

863.3769+2
1.528 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

orthologue of H. sapiens chromosome 20 open reading frame 175 (C20orf175) [Mus musculus]
123959722

2.0644

570.2706+2
9.978 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OSBP related protein 11
46396418

2.4959

813.3782+2
17.577 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OSBP related protein 11
46396418

2.41

808.3755+2
19.404 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Osteopetrosis associated transmembrane protein 1
27369545

3.1105

844.8875+2
8.150 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Osteopontin
50864

2.871

748.3135+2
15.925 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Osteopontin
50864

3.0911

748.3120+2
13.889 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Osteopontin
50864

2.8404

748.3137+2
16.092 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

OTT-MAL [Homo sapiens]
74147567

2.561

613.7871+2
7.562 ppm

S L S*P G G A A L G Y R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

oviductal glycoprotein 1; chitinase 5; oviduct-specific glycoprotein; oviductin; oviductal glycoprotein 1, 120kD; mucin 9 [Mus musculus]
33468849

2.6904

1,008.9363+2
6.291 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Oxidation resistance 1
18700026

4.6373

879.3742+2
8.842 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PA2G4
6755100

3.6071

896.3818+2
2.024 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PCI domain containing 2 [Mus musculus]
119372296

2.6421

1,278.0248+2
6.281 ppm

Y T* I R Q A T S Y*D D K L N S*S D I A R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

pericentriolar material-1 [Mus musculus]
81869623

2.4201

774.8666+2
12.575 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

pericentriolar material-1 [Mus musculus]
81869623

3.0322

779.8748+2
17.671 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

pericentriolar material-1 [Mus musculus]
81869623

2.6828

814.8533+2
16.208 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

pericentriolar material-1 [Mus musculus]
81869623

3.7961

819.8576+2
16.353 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Periphilin 1
46396933

2.4924

679.7869+2
13.362 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Phosducin like
165932326

2.1577

885.8332+2
6.442 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

phosphatidylinositol-4-phosphate 5-kinase, type II, gamma [Mus musculus]
17298686

2.0046

867.3881+2
12.312 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Phosphodiester alpha GlcNAcase
30794508

2.2958

584.2513+2
7.294 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Phosphofructokinase liver type
31560653

2.5133

479.7241+2
12.119 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Pik3c2b protein [Mus musculus] [MASS=76254]
124298126

3.0439

785.0173+3
2.148 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PL10 protein [Mus musculus]
14861844

2.2526

749.8099+2
17.833 ppm

T* D S R S G F S S Y A D K

300 400 500 600
0.0

10%

20%

700 800 900 1,000
0.0

50%

100%

1,100 1,200 1,300 1,400
0.0

10%

20%

30%

y11+2y5+1y10+2b4+1b9+2b3+1y3+1

b2+1

y2+1
y4+2

y9+1b8+1y8+1y7+1

b6+1

b12+2
y6+1

y12+2

b5+1b11+2

b12+1

y12+1
y11+1

b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

pleckstrin homology, Sec7 and coiled-coil domains 1 isoform 2 [Mus musculus]
162951835

2.5036

926.9039+2
12.438 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

pleckstrin homology, Sec7 and coiled-coil domains 1 isoform 2 [Mus musculus]
162951835

2.6931

926.9034+2
12.966 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

pleckstrin homology, Sec7 and coiled-coil domains 1 isoform 2 [Mus musculus]
162951835

2.1741

926.9070+2
9.079 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Plectin 1
41322931

4.5512

935.8887+2
9.179 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Plectin 1
41322931

4.9772

930.8846+2
9.277 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Plectin 1
41322931

4.4724

935.8909+2
11.523 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Plectin 1
41322931

6.1042

930.8906+2
15.697 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Plectin 1
41322931

4.2192

930.8911+2
16.223 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Plectin 1
41322931

4.7174

935.8969+2
17.909 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Plectin 1
41322931

2.8146

970.8672+2
8.318 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Plectin 1
41322931

4.3722

975.8782+2
15.291 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Plectin 1
41322931

3.6792

975.8784+2
15.435 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Plectin 1
41322931

2.0569

975.8788+2
15.855 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plectin 1 isoform 11 [Mus musculus]
6578739

2.9383

779.8743+2
16.262 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plectin 1 isoform 11 [Mus musculus]
6578739

3.7305

779.8676+2
7.580 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plectin 1 isoform 11 [Mus musculus]
6578739

3.8692

784.8763+2
13.459 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plectin 1 isoform 11 [Mus musculus]
6578739

3.0222

779.8743+2
16.262 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plectin 1 isoform 11 [Mus musculus]
6578739

3.3216

784.8796+2
17.654 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plectin 1 isoform 11 [Mus musculus]
6578739

2.2784

779.8757+2
17.979 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plectin 1 isoform 6 [Mus musculus]
41322931

2.9288

1,125.8510+3
9.401 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plenty-of-prolines-101; POP101; SH3-philo-protein [Mus musculus]
81882280

2.9274

607.7903+2
12.954 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plenty-of-prolines-101; POP101; SH3-philo-protein [Mus musculus]
81882280

2.8052

612.7943+2
12.572 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plenty-of-prolines-101; POP101; SH3-philo-protein [Mus musculus]
81882280

2.2183

462.2100+2
10.006 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plenty-of-prolines-101; POP101; SH3-philo-protein [Mus musculus]
81882280

1.7908

924.4253+1
15.831 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

plenty-of-prolines-101; POP101; SH3-philo-protein [Mus musculus]
81882280

1.7767

932.4384+1
14.538 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

pM5 protein; DNA segment, Chr 7, ERATO Doi 156, expressed [Mus musculus]
27151748

2.4651

918.9128+2
9.952 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Polypeptide N-acetylgalactosaminyltransferase 5 (Protein-UDP acetylgalactosaminyltransferase 5) (UDP-GalNAc:polypeptide N-acetylgalactosaminyltransferase 5) (Polypeptide GalNAc transferase 5) (GalNAc-T5) (pp-GaNTase 5)
51315987

2.0281

981.4078+2
15.501 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Potassium channel, voltage gated, subfamily Q, member 2
4176410

2.1804

626.3046+2
9.939 ppm

L L G S V V Y A H S*K

200 250 300 350 400 450 500
0.0

20%

40%

550 600 650 700 750 800
0.0

50%

100%

850 900 950 1,000 1,050 1,100
0.0

10%

20%

b9+2

y7+2

b4+1y5+2y2+1b2+1
y3+2

y6+1b7+1
y10+2

b6+1

b10+2

y9+2

y9+1

b9+1y7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Potassium voltage-gated channel subfamily V member 1 (Voltage-gated potassium channel subunit Kv8.1)
160013798

2.575

973.4429+2
19.996 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus]
149260763

2.6641

765.8279+2
10.870 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein LOC74279 [Mus musculus] [MASS=18484]
94407218

2.1773

600.7458+2
1.705 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus]
82994583

2.2428

965.9413+2
14.382 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus] [MASS=161306]
149262457

2.8822

962.9493+2
16.685 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein isoform 1 [Mus musculus]
94395561

2.0768

538.2629+2
0.213 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus]
149264326

2.1952

664.7994+2
6.636 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein isoform 2 [Mus musculus] [MASS=25826]
149274556

2.9728

1,071.9248+2
4.998 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus]
149264415

2.6483

943.8948+2
10.631 ppm

T W A S W P R#L S*F S*A G P R

300 400 500 600 700
0.0

5%

10%

15%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600 1,700 1,800
0.0

5%

10%

b11+2

b6+1

y11+2y6+1

b10+2

y10+2
b9+2

y9+2y5+1y8+2b7+2b4+1y7+2

y4+1

b6+2b3+1y6+2
y3+1

b5+2y2+1

b9+1y9+1b8+1y8+1

b7+1

y14+2y7+1b14+2b13+2b12+2

b14+1b13+1b12+1

b11+1

y11+1

b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus]
94378330

3.184

857.8688+2
10.526 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus]
63492515

2.2171

853.3694+2
5.639 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus] [MASS=35587]
149266329

3.3554

823.7013+3
13.029 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus] [MASS=19102]
149264793

2.5862

970.9379+2
13.110 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus] [MASS=41934]
149250845

2.7623

809.8738+2
9.564 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus] [MASS=7497]
149266537

2.5069

950.1219+3
1.708 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus]
149257787

2.7788

1,058.9594+2
12.016 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus] [MASS=26713]
82890248

2.6348

842.3472+3
0.020 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus] [MASS=15560]
149261004

2.1656

780.3699+2
9.899 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus] [MASS=37160]
149263642

2.2447

757.3318+2
15.115 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus] [MASS=52720]
83004000

2.1035

1,120.5205+2
4.188 ppm

S G R#S S*S*N L V P L V Q L G D I M A K

400 500 600 700 800
0.0

20%

40%

60%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

5%

10%

b16+2b14+2y14+2

b6+1

y13+2b12+2y6+1y5+1b5+1b7+2

y13+1b12+1b12+1y19+2b9+1y18+2b19+2b18+2b8+1

b13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus]
83002611

2.818

769.0074+3
14.341 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus] [MASS=36793]
149251817

2.8033

803.0150+3
7.452 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: hypothetical protein [Mus musculus] [MASS=10065]
149266417

3.0185

578.2395+3
18.310 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: microtubule associated serine/threonine kinase 3 isoform 2 [Mus musculus] [MASS=144354]
50510527

3.0634

774.6872+3
10.425 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: SH2 domain containing 6 isoform 3 [Mus musculus]
82901909

2.3527

794.3619+2
3.258 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to axonemal heavy chain dynein type 3 [Mus musculus] [MASS=468747]
94381000

2.5009

1,037.4159+2
7.057 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to chromosome 12 open reading frame 51 [Mus musculus] [MASS=456258]
149254362

2.3308

630.2593+2
6.151 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to exportin, tRNA (nuclear export receptor for tRNAs) [Mus musculus] [MASS=111747]
149261536

2.7029

657.8144+2
10.527 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Expressed sequence AA415398 [Mus musculus]
82955630

2.2752

896.4044+2
6.132 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to furry homolog (Drosophila) [Mus musculus]
149254726

2.3947

922.4194+2
2.698 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Hmgb1 protein [Mus musculus]
83004259

2.3009

626.7754+2
9.621 ppm

H P I Y*T K M E R

200 250 300 350 400 450 500
0.0

10%

20%

550 600 650 700 750 800 850
0.0

50%

100%

900 950 1,000 1,050 1,100 1,150
0.0

20%

40%

y7+2

y3+1b6+2

b3+1

y2+1

b2+1

b6+1b5+1b4+1y4+1y8+2b8+2

y7+1

y6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to interferon-inducible protein 203 isoform 1 [Mus musculus] [MASS=95137]
149241501

2.3234

942.3909+2
15.055 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Limb region 1 homolog (mouse) [Equus caballus] [MASS=80646]
149707055

2.6668

923.9174+2
9.725 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Limb region 1 homolog (mouse) [Equus caballus] [MASS=80646]
149707055

2.9181

923.9103+2
17.297 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to Limb region 1 homolog (mouse) [Equus caballus] [MASS=80646]
149707055

2.654

923.9109+2
16.756 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to MAP/microtubule affinity-regulating kinase 3 [Mus musculus] [MASS=89456]
149263725

2.9668

1,034.4049+2
19.895 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to ribosomal protein S10 [Mus musculus]
82891607

2.3896

1,018.9865+2
0.912 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to SSXB5 protein [Mus musculus] [MASS=19109]
94407034

2.147

921.4298+2
9.930 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to TLK2 protein [Mus musculus] [MASS=29318]
94372775

2.9668

809.8419+2
1.302 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: similar to UDP-N-acetylglucosamine pyrophosphorylase 1 [Mus musculus] [MASS=65363]
149241201

2.4856

788.3759+2
12.239 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PREDICTED: von Willebrand factor C and EGF domains isoform 2 [Mus musculus] [MASS=97668]
82998843

2.0803

587.7798+2
4.411 ppm

M S*L L L P E A G R#

200 250 300 350 400 450 500
0.0

5%

10%

15%

550 600 650 700 750 800
0.0

50%

100%

850 900 950 1,000 1,050 1,100 1,150
0.0

5%

10%

b9+2

b8+2y4+1b7+2b3+1
y7+2

y6+2y3+1y5+2b4+2
y2+1

y4+2
y1+1

y7+1

y6+1

y5+1b4+1y9+2

b9+1b8+1

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Pre-mRNA-processing-splicing factor 8 (Splicing factor Prp8)
67460967

2.3694

931.8943+2
12.956 ppm

N V T R T* Q T* A T L Q S Q E K

300 400 500 600 700
0.0

5%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600
0.0

2.0

4.0

6%

y6+1

b12+2

y11+2

b11+2

b5+1b10+2y10+2b9+2y9+2b8+2

y4+1

y4+1b7+2

b4+1

y7+2y3+1

b6+2

b9+1y9+1b7+1y8+1b14+2y13+2b13+2b6+1

y12+1
b12+1

y11+1b11+1

b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Probable tRNA pseudouridine synthase 2
31560759

3.597

982.4464+2
7.559 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

procollagen, type I, alpha 1 [Mus musculus]
34328108

2.9701

1,156.0164+2
5.577 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Programmed cell death 5
9790259

2.373

740.7532+2
10.651 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Programmed cell death 5
9790259

2.131

744.7665+2
18.920 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

promyelocytic leukemia [Mus musculus]
26389323

3.0021

563.2491+2
17.091 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

promyelocytic leukemia [Mus musculus]
26389323

2.8704

558.2458+2
15.848 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protein kinase, lysine deficient 1
38424077

2.235

610.2863+2
14.359 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein kinase N1; serine/threonine kinase 3; protein kinase C-like 1 [Mus musculus]
32813439

2.019

632.7509+2
11.780 ppm

L S*S*R G S L S G S R

200 250 300 350 400 450
0.0

5%

10%

500 550 600 650 700 750
0.0

50%

100%

800 850 900 950 1,000 1,050
0.0

10%

20%

b3+1

y3+1b4+2

b2+1

y2+1

y6+1y10+2y5+1

b9+2

b10+1
y9+1

y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein phosphatase 2 regulatory subunit B56 delta isoform [Mus musculus]
33942059

2.1715

630.2859+2
14.070 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein phosphatase 2 regulatory subunit B56 delta isoform [Mus musculus]
33942059

3.0579

634.2964+2
19.432 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein phosphatase 2 regulatory subunit B56 delta isoform [Mus musculus]
33942059

2.4646

630.2876+2
16.781 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

protein phosphatase 2 regulatory subunit B56 delta isoform [Mus musculus]
33942059

2.7342

634.2967+2
19.810 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protein tyrosine phosphatase, non receptor, type 14
2493259

3.077

793.8580+2
8.611 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protein tyrosine phosphatase, non receptor, type 14
2493259

2.3696

788.8571+2
4.662 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protein tyrosine phosphatase, non receptor, type 14
2493259

3.3694

793.8655+2
0.768 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protein tyrosine phosphatase nonreceptor type 12
416182

2.4677

468.7242+2
8.663 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protein tyrosine phosphatase nonreceptor type 12
416182

2.1181

464.7180+2
10.812 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protein tyrosine phosphatase nonreceptor type 12
416182

2.2468

464.7174+2
9.436 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protein tyrosine phosphatase nonreceptor type 12
416182

2.1191

468.7255+2
11.594 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protein tyrosine phosphatase nonreceptor type 12
416182

2.1586

464.7172+2
8.985 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protocadherin 7
3513312

3.4125

652.7974+2
17.818 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Protoporphyrinogen oxidase
1786169

2.5871

922.9102+2
10.526 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PTPRF interacting protein alpha 1
148686307

2.4883

576.7609+2
7.674 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PTPRF interacting protein alpha 1
148686307

2.0117

581.7691+2
14.641 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Pumilio2
41688655

2.4222

602.2781+2
16.316 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

putative transcription factor ALF-4 [Mus musculus]
17298672

3.6935

836.3698+2
17.972 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PYGO2
110625705

2.0384

708.8217+2
13.682 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

PYGO2
110625705

2.0039

712.8314+2
17.278 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Pyruvate dehydrogenase complex, E1-alpha polypeptide 1
6679261

2.2675

544.2168+2
9.023 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

[Pyruvate dehydrogenase [lipoamide]] kinase isozyme 1, mitochondrial precursor (Pyruvate dehydrogenase kinase isoform 1)
61214349

2.9681

773.6832+3
15.542 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Pyruvate kinase, isozymes R/L (L-PK)
1730067

2.1441

966.9224+2
16.249 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

R31155_1 [Homo sapiens]
67972433

2.5813

654.2646+2
16.135 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

rA1
56605682

2.7044

728.2789+2
13.317 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

rA1
56605682

3.0422

723.2749+2
13.637 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RAB11 interacting protein
55743143

2.8951

624.2625+2
18.015 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RAB11 interacting protein
55743143

3.665

629.2664+2
17.507 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RAB11 interacting protein
55743143

3.5738

624.2563+2
8.251 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RAB11 interacting protein
55743143

3.9232

629.2620+2
10.631 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RAB11 interacting protein
55743143

3.2136

624.2563+2
8.147 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RAB11 interacting protein
55743143

3.3293

629.2657+2
16.538 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RAB11 interacting protein
55743143

2.0026

700.3369+2
13.470 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RAB3A interacting protein
51556219

2.7954

1,082.5195+2
11.177 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Rabaptin 5
2696101

4.0201

877.8601+2
13.474 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RalGDS-like protein 3 [Mus musculus]
74145144

2.7067

618.2560+2
7.830 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ras association domain family 1 (123F2 protein)
50401657

2.0213

692.8304+2
9.014 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ras-GTPase-activating protein SH3-domain-binding protein
7305075

3.5899

901.9172+2
16.788 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ras-GTPase-activating protein SH3-domain-binding protein
7305075

3.6748

1,101.7911+3
12.431 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RB associated KRAB repressor
29789126

2.4811

644.7581+2
19.969 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RB associated KRAB repressor
29789126

2.1352

922.4099+2
0.986 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RBMX
3914804

3.277

932.4023+2
0.541 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RBMX
3914804

3.1353

932.4069+2
5.365 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Receptor interacting protein
34328467

2.279

705.3174+2
11.901 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Receptor interacting protein
34328467

2.0841

705.3170+2
11.292 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Receptor interacting protein
34328467

2.2611

710.3225+2
13.133 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RecQ protein like 3
110225360

2.378

934.9065+2
19.184 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Reelin
20139443

2.7789

985.7780+3
7.487 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

repressor of GATA [Mus musculus]
81917536

3.0283

991.4459+3
4.107 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

retinoblastoma-binding protein 1 [Mus musculus]
124487105

2.258

695.7394+2
6.844 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Retinoic acid receptor gamma
112181202

2.8889

622.7638+2
10.934 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Retinoic acid receptor gamma
112181202

3.0817

627.7675+2
10.099 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

retinoic-acid regulated nuclear matrix-associated protein [Mus musculus] [MASS=79161]
30424462

2.431

868.3799+2
1.502 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Retrovirus-related POL polyprotein [Contains: Reverse transcriptase ; Endonuclease] [MASS=151829]
60392921

2.1043

838.8546+2
6.404 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Rho GTPase activating protein 12 [Mus musculus]
26327501

3.3336

851.7276+3
14.428 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Rho guanine nucleotide exchange factor (GEF) 17 [Mus musculus]
124487439

2.3582

475.7463+2
14.215 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Rho guanine nucleotide exchange factor (GEF) 17 [Mus musculus]
124487439

2.2668

475.7441+2
9.543 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribonucleoprotein heterogeneous nuclear ribonucleoprotein A3 [Mus musculus]
31559916

5.7194

994.8930+2
18.566 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribonucleoprotein heterogeneous nuclear ribonucleoprotein A3 [Mus musculus]
31559916

3.2135

994.8942+2
19.731 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ribosomal protein L28; DNA segment, Chr 7, Wayne State University 21, expressed [Mus musculus]
6677779

2.3562

965.4264+2
4.995 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribosomal protein S6 kinase alpha 3
22507357

3.0086

637.3120+2
17.137 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ribosomal protein S6 kinase alpha 3
22507357

2.7245

642.3156+2
16.272 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 1110001M01 [Mus musculus]
21312048

3.1113

1,012.4424+2
9.719 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 1200015K23 [Mus musculus]
27229175

2.4247

787.8624+2
10.731 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 1500012F11 [Mus musculus]
27754027

2.2569

1,163.0009+2
19.613 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 1810019J16 [Mus musculus]
13905190

2.8388

932.4323+3
4.739 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 1810055G02 [Mus musculus]
21312486

2.0527

963.8760+2
7.902 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 2310079N02 [Mus musculus]
13385098

2.5313

624.7604+2
9.700 ppm
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200 250 300 350 400 450 500
0.0

5%

10%

550 600 650 700 750 800
0.0

50%

100%

850 900 950 1,000 1,050 1,100 1,150
0.0

10%

20%

y5+1

y9+2b8+2

y8+2

b4+1
b7+2

y7+2

b6+2b6+2y6+2b5+2y2+1b2+1y1+1

b7+1y7+1y7+1b6+1b5+1y10+2b10+2

b10+1

y9+1

b9+1
y8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 2310079N02 [Mus musculus]
13385098

2.3587

629.7643+2
9.837 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 2310079N02 [Mus musculus]
13385098

2.6459

624.7593+2
11.299 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 2310079N02 [Mus musculus]
13385098

2.4782

629.7643+2
9.837 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 2600011L02 [Mus musculus]
26986619

2.8909

846.7006+3
0.067 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 4833417L20 [Mus musculus]
27754155

3.0053

955.3876+2
9.018 ppm

V T* G E L G G A T T S S S*W S R R

300 400 500 600 700
0.0

10%

20%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600 1,700
0.0

5%

10%

15%

y5+1

b8+1

b14+2
b14+2

b7+1

y12+2b13+2y11+2b6+1y4+1b5+1b11+2y8+2
b10+2y7+2b4+1

y3+1
y5+2b8+2b3+1b6+2b5+2b2+1

y11+1y10+1y9+1b12+1b11+1y8+1b10+1b16+2
b9+1y6+1

y15+2b15+2

b16+1

b14+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 4921517D21 [Mus musculus]
13385842

2.4177

869.3654+2
12.916 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 4930415F15 [Mus musculus]
25025760

2.4828

1,021.9568+2
18.049 ppm

G T Y G P I N A S R S S*N T Y Q L K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 4930550C14 [Mus musculus]
21312924

2.5053

962.8016+3
11.632 ppm

R L D I L S*K@F H Q Y V S V N L F T* K W A R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 4932413O14 gene [Mus musculus]
28893281

2.3395

843.8809+2
3.263 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 5730405I09 [Mus musculus]
31542003

1.5012

1,018.5007+1
12.820 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA 5730496N02 [Mus musculus]
28076967

2.1979

1,060.5005+2
5.189 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA A730069N07 [Mus musculus] [MASS=48980]
148703534

3.0846

991.4432+3
1.536 ppm

C L E L S*K S*I A E V D K R E G S G E A P S M D A K@

300 400 500 600 700 800
0.0

20%

40%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

1.0

2.0

3.0

y16+2

b13+2y15+2

y14+2y7+1y13+2y6+1y12+2

b9+2

y10+2y4+1b3+1y3+1

b25+2y25+2y13+1y13+1b23+2

y23+2

y23+2

y22+2y12+1

b9+1

b20+2y21+2b19+2

b8+1

y20+2
b7+1

b15+2

y18+2

y17+2
b14+2

y17+1

y15+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIKEN cDNA C230080M11; neuron navigator 1 [Mus musculus]
28077105

2.3538

930.4078+2
7.380 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Riken cDNA F930017I19 [Mus musculus]
126157494

2.2639

709.3005+2
17.533 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ring1 interactor RYBP [Mus musculus]
38348308

1.777

925.4047+1
11.928 ppm

D I S P S*V T K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RING3L
26332152

2.5595

623.2843+2
16.296 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RING finger protein 20
33859829

2.6071

980.4297+2
9.078 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RIP2
20336736

2.39

693.3317+2
15.040 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA binding motif protein 25
74209075

3.924

721.3398+2
10.459 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA binding motif protein 25
74209075

4.2581

717.3340+2
12.203 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA binding motif protein 6
82524276

2.7935

578.7447+2
12.033 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA binding motif protein 8A
4826972

2.9213

507.1888+2
9.071 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA binding motif protein 8A
4826972

2.3599

502.1845+2
8.952 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA binding motif protein, X chromosome retrogene [Mus musculus]
83699420

2.9251

845.0272+3
12.823 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA U3 small nucleolar interacting protein 2
21704248

1.8279

1,061.5374+1
9.731 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA U3 small nucleolar interacting protein 2
21704248

2.2362

530.7667+2
5.986 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

RNA U3 small nucleolar interacting protein 2
21704248

2.2215

535.7716+2
7.328 ppm

R#L P V S*P V A G S
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SAM and SH3 domains containing protein 1
34098397

2.0547

615.2709+2
10.994 ppm
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200 250 300 350 400 450 500
0.0

10%

20%

30%

550 600 650 700 750 800
0.0

50%

100%

850 900 950 1,000 1,050 1,100 1,150
0.0

5%

y8+2b8+2y7+2

b4+1

b7+2b7+2y6+2y3+1b6+2b3+1y4+2
y2+1b2+1b4+2

b5+1
y9+2

b9+2y4+1

y8+1b8+1

b7+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Secernin 1
26328385

3.5596

655.7739+2
10.141 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Secernin 1
26328385

3.1105

660.7817+2
15.727 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Sept12 protein [Mus musculus] [MASS=19242]
12839570

3.4846

575.5735+3
0.862 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Serine arginine repetitive matrix protein 1
81882280

2.9606

539.2451+2
8.569 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Serine arginine repetitive matrix protein 1
81882280

2.9107

544.2491+2
8.297 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

serine/arginine repetitive matrix 2 [Mus musculus]
28972153

2.652

715.8605+2
14.727 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SGT
26347835

3.2694

660.7502+2
13.694 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH3-domain binding protein 1 (3BP-1)
1703002

2.0358

988.3749+2
16.685 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH3-domain GRB2-like 1
7305485

2.0459

473.7120+2
13.370 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH3-domain GRB2-like 1
7305485

2.3421

478.7154+2
11.613 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH3 multiple domains 1
81886907

2.2479

532.2548+2
7.433 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SH3 multiple domains 1
81886907

2.0848

537.2614+2
11.929 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

sialic acid-binding lectin Siglec-F [Mus musculus]
21704168

2.6182

875.6946+3
2.770 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SI:bZ71M17.2.2 (novel protein similar to mouse silencing mediator of retinoic acid and thyroid hormone receptor (SMRT)) [Danio rerio]
18958093

2.9286

918.4085+2
3.950 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SI:bZ71M17.2.2 (novel protein similar to mouse silencing mediator of retinoic acid and thyroid hormone receptor (SMRT)) [Danio rerio]
18958093

2.421

918.4084+2
4.097 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SI:bZ71M17.2.2 (novel protein similar to mouse silencing mediator of retinoic acid and thyroid hormone receptor (SMRT)) [Danio rerio]
18958093

2.0229

918.4084+2
4.097 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SI:bZ71M17.2.2 (novel protein similar to mouse silencing mediator of retinoic acid and thyroid hormone receptor (SMRT)) [Danio rerio]
18958093

2.2085

918.4214+2
10.050 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SI:bZ71M17.2.2 (novel protein similar to mouse silencing mediator of retinoic acid and thyroid hormone receptor (SMRT)) [Danio rerio]
18958093

2.4327

918.3943+2
19.333 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SIGLEC2
112807203

2.545

914.4139+2
1.328 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Signal induced proliferation associated 1 like 2
28972734

2.5219

678.2723+2
8.567 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Signal induced proliferation associated 1 like 2
28972734

3.1776

673.2692+2
7.117 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Signal induced proliferation associated 1 like 3
50510521

2.6686

651.7649+2
9.452 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Signal recognition particle 68 kDa protein (SRP68)
37088425

2.6462

940.8893+2
9.805 ppm

G G G S G G G G G G S*G S G G G G S G G G P I Q K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

signal recognition particle 72 [Mus musculus]
12857342

2.8029

950.1255+3
15.891 ppm

A V S S*P P T* S P R P G S A A T I S S S A S N I V P P R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

signal recognition particle 72 [Mus musculus]
12857342

2.8708

950.1254+3
15.656 ppm

A V S S*P P T* S P R P G S A A T I S S S A S N I V P P R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

signal recognition particle 72 [Mus musculus]
12857342

2.8162

950.1252+3
15.540 ppm

A V S S*P P T S P R P G S A A T* I S S S A S N I V P P R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

signal recognition particle 72 [Mus musculus]
12857342

2.9266

950.1219+3
11.998 ppm

A V S*S*P P T S P R P G S A A T I S S S A S N I V P P R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Similar to CG15216-PA
41350823

2.1329

946.4388+2
19.215 ppm

Y A A L S*L S*E T S L T E K@G R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Similar to peptidylglycine alpha-amidating monooxygenase COOH-terminal interactor
26327509

2.161

552.2142+2
17.477 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Similar to peptidylglycine alpha-amidating monooxygenase COOH-terminal interactor
26327509

2.0746

547.2100+2
17.774 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

similar to ubiquinol-cytochrome c reductase binding protein [Mus musculus] [MASS=13580]
51768213

2.2378

919.8874+2
17.541 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SKI2W
74199459

2.6536

576.7906+2
15.573 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SKI2W
74199459

2.1545

580.7964+2
13.332 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SKI2W
74199459

2.6202

576.7881+2
11.234 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SMAP
9790217

6.6917

1,261.9966+2
1.188 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SMAP
9790217

3.025

838.0077+3
16.314 ppm

S A S*P D D D L G S S N W E A A D L G N E E R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SMAP
9790217

3.2965

841.3428+3
15.057 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SMAP
9790217

3.6224

841.3442+3
16.816 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SMAP
9790217

3.0204

837.9979+3
4.660 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

smoothelin L1, large isoform [Mus musculus]
4138215

2.5793

942.8893+2
15.926 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

solute carrier family 14 (urea transporter), member 2 [Mus musculus]
13507605

2.3089

674.8134+2
12.823 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Solute carrier family 16 (monocarboxylic acid transporters), member 1
6677995

5.1194

1,079.9518+2
18.145 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Solute carrier family 16 (monocarboxylic acid transporters), member 1
6677995

4.28

1,079.9519+2
18.173 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Solute carrier family 35, member A5 [Mus musculus] [MASS=50133]
27229173

3.1953

655.2592+2
13.458 ppm

L K@S D D S*D D D T L

200 250 300 350 400 450 500
0.0

10%

20%

30%

550 600 650 700 750 800 850
0.0

50%

100%

900 950 1,000 1,050 1,100 1,150 1,200
0.0

5%

10%

b8+2y4+1
b4+1

b7+2y6+2b6+2b3+1b5+2b2+1y2+1y4+2

y7+1b7+1
y6+1b6+1y10+2

b10+2

b10+2

y5+1
b5+1b9+2

b10+1
b9+1

y9+1

y8+1

b8+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

solute carrier family 39 (metal ion transporter), member 6 [Mus musculus]
156105683

3.4083

772.9973+3
6.263 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

solute carrier family 39 (metal ion transporter), member 6 [Mus musculus]
156105683

3.3654

773.0156+3
17.444 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

solute carrier family 7 (cationic amino acid transporter, y+ system), member 6, isoform CRA_a [Mus musculus] [MASS=36418]
148679403

2.4104

813.8669+2
15.736 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Solute carrier family 9, isoform A3, regulatory factor 1
6755566

4.443

930.3807+2
18.918 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

spleen tyrosine kinase [Mus musculus]
56550045

2.8784

1,164.4708+2
2.270 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Splicing factor 3B subunit 1
12849505

2.2187

474.6829+2
9.144 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Splicing factor 3B subunit 1
12849505

2.5237

469.6794+2
10.592 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Splicing factor, arginine/serine-rich 7,35kDa
71162370

2.6348

432.7005+2
8.795 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

squamous cell carcinoma antigen recognized by T-cells 1 [Mus musculus]
124244096

2.5829

1,022.0989+3
0.290 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Src-associated protein SAW [Mus musculus]
30725776

2.054

1,000.9069+2
13.246 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

SRRM2
28972153

2.0527

558.2445+2
3.338 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

stathmin 1; leukemia-associated gene; leukemia associated phosphoprotein p18 [Mus musculus]
9789995

2.8485

733.8702+2
19.091 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Stromal interaction molecule 2
15042570

3.6857

898.0739+3
15.795 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Survival of motor neuron 1, telomeric
6755580

5.0042

1,007.9266+2
8.434 ppm

G T G Q S*D D S D I W D D T A L I K

400 500 600 700 800
0.0

5%

10%

900 1,000 1,100 1,200 1,300
0.0

50%

100%

1,400 1,500 1,600 1,700 1,800 1,900
0.0

2.0

4.0

y14+2b8+1b15+2

y7+1

y7+1y13+2b7+1
b12+2

y6+1

y11+2
b6+1

b11+2
y10+2

y5+1

y5+1b10+2y8+2
y4+1

y3+1

b7+2b4+1

b12+1y11+1
b11+1y10+1y9+1

b10+1

y8+1

b9+1b9+1
b17+2y16+2y16+2y15+2

b17+1

b16+1

y14+1

b15+1

b14+1

y13+1
b13+1

y12+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Survival of motor neuron 1, telomeric
6755580

4.5054

1,007.9264+2
8.236 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

syntaphilin [Mus musculus] [MASS=53753]
123232740

2.999

961.4211+2
7.433 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Syntaxin 4A
6678177

3.002

790.3059+2
15.864 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Syntaxin 4A
6678177

2.8813

785.3008+2
14.769 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Syntrophin beta 2
6678059

2.899

826.0602+3
14.005 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Talin 2
26006145

2.8016

580.7555+2
13.316 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tankyrase 1 binding protein 182KD
19684154

3.5085

504.7341+2
8.649 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tankyrase 1 binding protein 182KD
19684154

3.9138

509.7386+2
9.251 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tankyrase 1 binding protein 182KD
19684154

4.7348

882.8751+2
5.287 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tankyrase 1 binding protein 182KD
19684154

3.9615

922.8671+2
14.696 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tankyrase 1 binding protein 182KD
19684154

3.7965

927.8737+2
17.267 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tankyrase 1 binding protein 182KD
19684154

5.7123

922.8607+2
7.689 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tankyrase 1 binding protein 182KD
19684154

3.9075

966.9395+2
12.637 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tankyrase 1 binding protein 182KD
19684154

4.5626

1,001.9246+2
18.196 ppm

S S*G S L S*P G L E T E D P L E A R

300 400 500 600 700 800
0.0

10%

20%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

5%

10%

15%

b8+1
y7+1

b15+2y14+2y14+2b14+2y13+2b13+2

y6+1

b6+1y12+2y11+2

y10+2

y5+1

b10+2b5+1y4+1y8+2b8+2y7+2b4+1y3+1y6+2b6+2

y12+1

b12+1y11+1b11+1y10+1b10+1
y9+1

M+2y17+2y17+2b9+1
y8+1

b16+2y16+2

b16+1b15+1y14+1

y13+1

b13+1

b13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tankyrase 1 binding protein 182KD
19684154

3.598

1,001.9244+2
18.012 ppm

S S*G S L S*P G L E T E D P L E A R

300 400 500 600 700 800
0.0

10%

20%

30%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

10%

20%

y15+2b8+1y7+1
b15+2

y14+2
b7+1

y6+1

b6+1y10+2

y5+1

y9+2y4+1y8+2y8+2y7+2
y3+1

y12+1

b12+1y11+1
y11+1b11+1y10+1b10+1

y9+1
y17+2b9+1

y8+1
y8+1b17+2b16+2y16+2

b17+1
b16+1

y13+1b13+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tankyrase 1 binding protein 182KD
19684154

5.1599

1,006.9298+2
19.213 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tankyrase 1 binding protein 182KD
19684154

4.8709

1,006.9269+2
16.364 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tankyrase 1 binding protein 182KD
19684154

2.1807

710.8741+2
11.457 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tankyrase 1 binding protein 1 [Mus musculus] [MASS=112647]
37360536

2.896

937.4401+2
12.640 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tankyrase 1 binding protein 1 [Mus musculus] [MASS=112647]
37360536

3.4331

937.4453+2
18.232 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T cell receptor beta 10 chain variable region [Mus musculus] [MASS=18312]
49035796

2.1039

1,306.0869+2
12.934 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T-cell receptor delta chain precursor V region (KN25-D4) - mouse (fragment)
111094

3.1466

890.3744+2
16.170 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

T Complex 1
6320418

2.7311

1,125.8560+3
12.831 ppm

I I G A D S D F F S N M V V D A L L A V K@T* Q N S*K G E I K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tdrd9 protein [Mus musculus] [MASS=110898]
109732382

2.5258

879.3094+2
2.182 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tensin 1
94363487

2.2409

1,073.3687+2
4.237 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tensin 1
94363487

2.3061

1,073.3827+2
17.307 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

testes development-related NYD-SP18 [Mus musculus]
85797652

2.1535

630.7839+2
4.744 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Testican 2
16506279

2.6144

1,092.9945+2
8.541 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Testis expressed gene 9
2749771

2.4906

656.7704+2
15.617 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Thap4 protein [Mus musculus] [MASS=62570]
79750225

2.4651

807.8539+2
4.150 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Thyroid hormone receptor associated protein 3 (predicted) [Rattus norvegicus]
68533246

3.3117

505.2243+2
5.072 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Thyroid hormone receptor associated protein 3 (predicted) [Rattus norvegicus]
68533246

2.8977

510.2307+2
9.477 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Thyroid hormone receptor associated protein 3 (predicted) [Rattus norvegicus]
68533246

2.621

487.1935+2
12.723 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Thyroid hormone receptor associated protein 3 (predicted) [Rattus norvegicus]
68533246

3.008

491.1994+2
10.098 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Thyroid hormone receptor associated protein 3 (predicted) [Rattus norvegicus]
68533246

2.2341

974.3909+1
16.619 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Thyroid hormone receptor associated protein 3 (predicted) [Rattus norvegicus]
68533246

1.9524

982.4083+1
19.799 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Thyroid hormone receptor associated protein 3 (predicted) [Rattus norvegicus]
68533246

2.6915

505.2252+2
6.822 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Thyroid hormone receptor associated protein 3 (predicted) [Rattus norvegicus]
68533246

2.47

510.2317+2
11.454 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

titin [Mus musculus] [MASS=375536]
123232587

2.9132

1,126.1790+3
12.611 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Topoisomerase DNA II, beta
1066004

4.1232

1,004.9308+2
17.142 ppm

I V E T I N S*D S*D S E F G I P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Topoisomerase DNA II, beta
1066004

3.461

1,008.9394+2
18.491 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TPA: type-II keratin Kb25 [Mus musculus] [MASS=54657]
51092291

2.295

906.3235+2
16.149 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tramdorin 1 [Mus musculus]
23346622

2.5375

761.8209+2
9.786 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transcriptional activator [Mus musculus]
2454576

2.2893

846.3055+2
6.182 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transcription complex subunit NF-ATc4; NFAT3 [Mus musculus]
45504365

2.5808

658.2894+2
16.697 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transcription factor AP4
13626034

2.5078

639.8056+2
13.353 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Transducin alpha 1 chain
6680041

2.6184

1,018.4300+3
0.075 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

transmembrane protein 16C isoform 1 [Mus musculus]
145587100

2.27

868.8594+2
8.351 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TRAP150
68533246

2.6107

562.2611+2
7.046 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TRAP150
68533246

2.7455

557.2579+2
8.830 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TRAP150
68533246

2.147

557.2592+2
11.125 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Trinucleotide repeat containing protein 15
74184259

2.1839

500.1867+2
8.169 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Trinucleotide repeat containing protein 15
74184259

2.2801

505.1911+2
8.671 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Triobp protein [Mus musculus] [MASS=78880]
62871709

2.9493

824.0246+3
11.225 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tripartite motif containing 47
55976729

2.3988

598.2617+2
13.336 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tripartite motif containing 47
55976729

3.2254

602.2697+2
14.633 ppm

G L G S*N E D G L Q K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tripartite motif containing 47
55976729

2.928

761.3489+2
18.685 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

triple functional domain (PTPRF interacting) [Mus musculus]
145587082

2.0418

802.8979+2
17.581 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tRNA phosphotransferase 1, isoform CRA_a [Mus musculus] [MASS=29005]
148701337

2.3657

833.8450+2
14.916 ppm

G S F L L A T* F I S T* S*G K

300 400 500 600
0.0

2.0

4.0

6%

700 800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500
0.0

1.0

2.0

3.0

y5+1
b6+1

y9+2
b10+2

y4+1

b4+1

y3+1

y8+1b9+1b8+1y13+2b7+1y12+2y12+2b13+2y6+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

TUBBY protein [Rattus norvegicus]
149068373

2.2522

708.2524+2
10.744 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

tumor necrosis factor receptor superfamily, member 8 [Mus musculus]
6678385

2.522

707.6529+3
10.598 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

type XV collagen [Mus musculus]
11037306

2.0179

925.9333+2
17.978 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Tyrosine kinase receptor A
169234626

2.6027

818.8694+2
11.301 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

U3 snoRNP protein 4 homolog
12850634

3.0854

786.2944+2
2.872 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ubiquilin 3 [Mus musculus]
38348486

2.5338

957.8009+3
10.482 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ubiquitin specific protease 10
6678493

4.2593

869.3927+3
6.519 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Ubiquitin specific protease 24
148698872

2.352

631.3052+2
15.464 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Uncharacterized protein C11orf52 homolog
13385350

2.3735

930.4224+2
7.836 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Uncharacterized protein C8orf34 homolog
31559861

2.5385

1,073.1360+3
4.512 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unidentified open reading frame (81 aa) [Mus musculus]
929686

2.2214

934.4047+2
0.374 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:4039019) [Mus musculus]
37360210

3.7959

972.3860+2
18.471 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:4039019) [Mus musculus]
37360210

4.7987

972.3842+2
16.590 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:4039019) [Mus musculus]
37360210

4.203

976.3914+2
16.583 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:4039019) [Mus musculus]
37360210

3.961

972.3862+2
18.661 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:4039019) [Mus musculus]
37360210

2.974

976.3921+2
17.315 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:4219548) [Mus musculus]
21410127

3.1221

775.6763+3
18.737 ppm

Q P D G A S*N K@E L V I S*F E E D G P K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:6517770) [Mus musculus] [MASS=45308]
74203154

3.5994

938.8733+2
13.914 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:6517770) [Mus musculus] [MASS=45308]
74203154

3.7064

942.8839+2
17.549 ppm

S V P T V D S*G N E D D D S S F K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:6824890) [Mus musculus] [MASS=61034]
28972317

4.0358

818.3672+2
15.986 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for IMAGE:6824890) [Mus musculus] [MASS=61034]
28972317

3.8044

813.3632+2
16.293 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:107112) [Mus musculus] [MASS=24438]
58476745

2.0593

976.9319+2
16.129 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:45564) [Homo sapiens]
123229251

2.5078

935.3994+2
7.228 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:59410) [Mus musculus]
74214119

2.0234

926.4313+2
14.543 ppm

Q C Q N L K@T* E K S Q M D R

300 400 500 600 700
0.0

5%

800 900 1,000 1,100 1,200
0.0

50%

100%

1,300 1,400 1,500 1,600 1,700
0.0

2.0

4.0

y6+1

y11+2b11+2

y10+2b10+2

b5+1

y5+1b9+2y9+2y8+2b7+2
y3+1

b3+1y6+2y2+1

b2+1

b4+2

b9+1b9+1y8+1y7+1y13+2b13+2y12+2b12+2

b13+1

y12+1

b12+1

b11+1y10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:69678) [Mus musculus]
47847428

3.5536

722.3408+2
15.771 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:69678) [Mus musculus]
47847428

3.3778

717.3348+2
13.395 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:74346) [Mus musculus] [MASS=89202]
38174664

2.6506

776.2983+2
9.365 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Unknown (protein for MGC:94226) [Rattus norvegicus] [MASS=48519]
30409972

2.0317

556.7489+2
10.929 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=68856]
167234372

4.62

868.3599+2
12.407 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=68856]
167234372

4.7038

864.3540+2
13.887 ppm
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300 400 500 600 700
0.0

5%

10%

15%

800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500 1,600
0.0

1.0

2.0

3.0

y8+1

b6+1b12+2y13+2

b11+2

y7+1

b5+1

b10+2y11+2b9+2y6+1b4+1y10+2

y5+1
y4+1

b3+1y3+1y6+2

y12+1
b10+1y11+1

b9+1
b8+1y10+1

b7+1
b16+2

y9+1

b15+2
y15+2

y14+2

b16+1
b15+1

y15+1

b14+1

y14+1b13+1

b12+1

y13+1

b11+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=68856]
74212258

5.0255

908.3494+2
1.188 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=1894]
74201182

2.4574

966.4493+2
13.491 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26330738

2.4614

981.4464+2
15.770 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
74180306

2.7569

963.4464+2
0.794 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=1894]
74201182

2.6311

966.4493+2
13.491 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26388571

2.3664

669.8033+2
6.072 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=96098]
74212736

3.98

812.6766+3
0.324 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26336282

2.4596

652.3165+2
15.563 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=15115]
74209033

3.9256

1,311.9093+3
9.569 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26381077

2.1041

920.9264+2
10.207 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26325378

2.163

921.4244+2
13.569 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=14906]
74213679

2.4976

926.4344+2
4.849 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=93289]
74178602

2.2729

829.4078+2
6.669 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26335653

2.1038

766.8444+2
5.571 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
12856165

2.5439

794.8264+2
11.284 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26324300

2.5749

982.7825+3
6.544 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
12847642

2.0622

1,104.4581+2
6.222 ppm

E L V E A T L S T* G V S S*D S N R E R

400 500 600 700 800
0.0

10%

20%

900 1,000 1,100 1,200 1,300 1,400
0.0

50%

100%

1,500 1,600 1,700 1,800 1,900
0.0

50%

y15+2
b8+1

b7+1

y12+2b12+2
b9+2

y10+1b11+1y18+2
y18+2

y8+1

b9+1

y7+1y16+2

b17+1
b15+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=78953]
74215237

3.4766

897.4081+3
19.364 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26335027

2.5385

931.4301+3
10.442 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
27261816

2.6024

1,102.9503+2
19.411 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=55594]
74209689

3.3159

843.6855+3
16.919 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26335259

2.6492

1,125.8673+3
18.552 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=18608]
74209945

2.8488

1,106.9603+2
14.163 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26324390

2.6482

848.0389+3
6.326 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=77948]
74183609

2.1206

1,273.5339+2
14.940 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=42279]
74226761

2.8316

1,093.9879+2
19.987 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=18912]
74149597

2.5241

992.1138+3
9.757 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=56106]
74139740

2.5467

898.9283+2
15.276 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=42925]
74197294

3.5845

841.3525+3
3.838 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=82863]
74189540

2.7898

802.8478+2
2.104 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26330486

2.3679

834.8809+2
9.092 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26332515

2.8929

848.6919+3
17.200 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26324984

2.8963

1,012.4295+3
8.380 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26330486

2.1265

834.8809+2
9.092 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=261855]
74184658

2.9714

1,104.4419+2
4.077 ppm

S S F S S*S D P A G A G G E G E R#E G E A K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26327679

2.9938

840.0320+3
10.361 ppm

E T T R T P S S K Y*S S*K L P S*G L A D R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26330232

2.6822

901.0608+3
1.427 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=163404]
74188203

2.1542

922.4224+2
15.933 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=12427]
74190730

2.2208

979.4077+2
7.715 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=81400]
74141703

2.0786

972.4153+2
5.031 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26340526

2.6555

931.4034+2
9.566 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=25689]
74192738

2.7819

935.4062+2
18.234 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=167413]
74185613

2.5864

784.0154+3
2.601 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26338161

2.299

1,173.0393+2
6.591 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26326473

2.9682

784.6862+3
9.584 ppm

I L D Q D T* T* G P P L G R I Y L N T* K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
12853211

2.7592

782.0066+3
6.063 ppm

Y*L L T L R P L F S*Q C Q A P S*G R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
12854656

2.3936

1,173.0388+2
5.304 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
7670368

2.1335

632.7544+2
8.425 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26345322

2.064

628.7513+2
7.549 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26333593

2.8625

910.9078+2
11.510 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=34183]
74192518

2.1647

774.3457+2
13.848 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26336462

2.0672

950.9337+2
7.310 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26338936

3.1042

1,165.5109+2
4.597 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26335281

2.2105

1,021.5204+2
17.113 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus] [MASS=39020]
74147805

2.2991

1,036.9185+2
14.387 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
12849967

2.2422

1,306.5989+2
17.871 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26325971

2.2815

640.2869+2
0.968 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

unnamed protein product [Mus musculus]
26342901

2.4773

865.3599+2
10.677 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Upstream regulatory element binding protein 1
49022808

2.5834

793.3149+2
10.834 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Upstream regulatory element binding protein 1
49022808

2.5605

793.3140+2
9.757 ppm

G S G T A S*D D E F E N L R#
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Usp34 protein [Mus musculus] [MASS=25390]
33417055

2.5519

905.8621+2
9.075 ppm

M V E T* S K G K D D V Y*D R#
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

vascular actin single-stranded DNA-binding factor 2 p44 component; purine-rich single-stranded DNA-binding protein beta; PurB beta [Mus musculus]
6755252

3.7977

958.3434+2
16.807 ppm

R G G G S G G G D E S*E G E E V D E D
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

vascular actin single-stranded DNA-binding factor 2 p44 component; purine-rich single-stranded DNA-binding protein beta; PurB beta [Mus musculus]
6755252

4.4481

963.3492+2
18.442 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Vasodilator stimulated phosphoprotein
160707909

2.207

433.6964+2
8.729 ppm

N S T T* L P R

150 200 250 300 350
0.0

5%

10%

400 450 500 550
0.0

50%

100%

600 650 700 750 800
0.0

5%

10%

15%

b6+2y5+2y5+2
b3+1

y2+1

b4+2

b2+1

y1+1y2+2

y4+1b4+1
y3+1

y6+2

y6+1b6+1

y5+1

b5+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Vasodilator stimulated phosphoprotein
160707909

2.5293

438.7004+2
8.402 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

vimentin [Mus musculus]
26328885

2.702

761.8478+2
19.670 ppm

S L Y S S*S P G G A Y V T R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

vimentin [Mus musculus]
26328885

3.5608

766.8521+2
19.594 ppm

S L Y S S S*P G G A Y V T R#
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

vimentin [Mus musculus]
26328885

3.2799

761.8420+2
11.937 ppm

S L Y S S*S P G G A Y V T R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

vimentin [Mus musculus]
26328885

2.011

766.8511+2
18.323 ppm

S L Y S S S*P G G A Y V T R#
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

vimentin [Mus musculus]
26328885

2.1436

761.8452+2
16.181 ppm

S L Y S S*S P G G A Y V T R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

WD repeat domain 26 [Mus musculus]
83649739

2.4216

802.3994+2
17.598 ppm

A K A E W E G K G T A S R S K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

WD repeat protein 13
20140638

3.1752

809.3729+2
9.866 ppm

R S F P I E Q S*S H P V R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Werner syndrome protein [Mus musculus]
170763502

2.4757

982.4194+2
14.193 ppm

S*E S S S A K@T E T V A E K S*E K
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Yes associated protein
6678615

3.8479

646.6153+3
13.814 ppm

Q A S*T D A G T A G A L T* P Q H V R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Yes associated protein
6678615

2.5603

649.9506+3
12.569 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Yes associated protein
6678615

2.1105

969.9265+2
17.503 ppm

Q A S*T D A G T A G A L T* P Q H V R
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Yes associated protein
6678615

2.7192

1,152.0153+2
1.783 ppm

Q S S*F E I P D D V P L P A G W E M A K@
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Yippee like 5
7706341

2.3071

820.8058+2
17.332 ppm
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300 400 500 600
0.0

5%

700 800 900 1,000 1,100
0.0

50%

100%

1,200 1,300 1,400 1,500
0.0

1.0

2.0

3.0

y11+2

y10+2

y5+1

b5+1
b8+2b7+2

b4+1b3+1y3+1b5+2

y9+1y9+1

b9+1

y8+1b8+1b7+1
b13+2y13+2y13+2y12+2b12+2b6+1

y12+1

b12+1

y11+1y10+1

b10+1



Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

ZFP37
55475

3.1372

705.2493+2
11.491 ppm

I H S E E Q S*E E E D
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

zinc finger and BTB domain containing 33 [Mus musculus] [MASS=67956]
26354494

3.1079

932.3923+2
11.491 ppm

S*S*A M P V M K D D A V G Y K@V
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

zinc finger and BTB domain containing 33, isoform CRA_b [Mus musculus] [MASS=77348]
148697061

2.7483

923.9324+2
10.228 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Zinc finger CCCH-type containing 5
26346949

2.3556

688.2812+2
6.874 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Zinc finger protein 575
85701718

2.8473

856.8134+2
7.214 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Zinc finger protein 740
74194878

2.195

451.7094+2
10.825 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Zinc finger protein 740
74194878

2.2031

446.7051+2
10.443 ppm
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Protein Name:
gi Accession:

Precursor Mass:
Delta Mass:

XCorr:

Zscan29 protein [Mus musculus]
74355467

2.1889

876.3716+2
16.747 ppm
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